100 



105 



110 



lie Thr Ser Val Glu lie Gly Val Val Ala Val Lys Ala lie Asn Ser 
115 120 125 

Asn Tyr Tyr Leu Ala Met Asn Lys Lys Gly Lys Leu Tyr Gly Ser Lys 
130 135 140 

Glu Phe Asn Asn Asp Cys Lys Leu Lys Glu Arg lie Glu Glu Asn Gly 
145 150 155 160 

Tyr Asn Thr Tyr Ala Ser Phe Asn Trp Gin His Asn Gly Arg Gin Met 
165 170 175 

Tyr Val Ala Leu Asn Gly Lys Gly Ala Pro Arg Arg Gly Gin Lys Thr 
180 185 190 

Arg Arg Lys Asn Thr Ser Ala His Phe Leu Pro Met Val Val His Ser 
195 200 205 



<210> 470 
<211> 283 
<212> PRT 

<213> Homo sapiens 
<400> 470 

Met Glu Pro Pro Gly Asp Trp Gly Pro Pro Pro Trp Arg Ser Thr Pro 
15 10 15 

Lys Thr Asp Val Leu Arg Leu Val Leu Tyr Leu Thr Phe Leu Gly Ala 
20 25 30 

Pro Cys Tyr Ala Pro Ala Leu Pro Ser Cys Lys Glu Asp Glu Tyr Pro 
35 40 45 

Val Gly Ser Glu Cys Cys Pro Lys Cys Ser Pro Gly Tyr Arg Val Lys 
50 55 60 

Glu Ala Cys Gly Glu Leu Thr Gly Thr Val Cys Glu Pro Cys Pro Pro 
65 70 75 80 

Gly Thr Tyr lie Ala His Leu Asn Gly Leu Ser Lys Cys Leu Gin Cys 
85 90 95 

Gin Met Cys Asp Pro Ala Met Gly Leu Arg Ala Ser Arg Asn Cys Ser 
100 105 110 

Arg Thr Glu Asn Ala Val Cys Gly Cys Ser Pro Gly His Phe Cys lie 
115 120 125 

Val Gin Asp Gly Asp His Cys Ala Ala Cys Arg Ala Tyr Ala Thr Ser 
130 135 140 

Ser Pro Gly Gin Arg Val Gin Lys Gly Gly Thr Glu Ser Gin Asp Thr 
145 150 155 160 

Leu Cys Gin Asn Cys Pro Pro Gly Thr Phe Ser Pro Asn Gly Thr Leu 



601 



165 



170 



175 



Glu Glu Cys Gin His Gin Thr Lys 
180 

Gly Ala Gly Thr Ser Ser Ser His 
195 200 

Ser Leu Val lie Val lie Val Cys 
210 215 

Val Lys Arg Arg Lys Pro Arg Gly 
225 230 

Val Gin Arg Lys Arg Gin Glu Ala 
245 

Ala Leu Gin Ala Pro Pro Asp Val 
260 

lie Pro Ser Phe Thr Gly Arg Ser 
275 280 



Cys Ser Trp Leu Val Thr Lys Ala 
185 190 

Trp Val Trp Trp Phe Leu Ser Gly 
205 

Ser Thr Val Gly Leu lie lie Cys 
220 

Asp Val Val Lys Val lie Val Ser 
235 240 

Glu Gly Glu Ala Thr Val He Glu 
250 255 

Thr Thr Val Ala Val Glu Glu Thr 
265 270 

Pro Asn His 



<210> 471 
<211> 165 
<212> PRT 
<213> Homo sapiens 

<400> 471 

Ala Pro Pro Arg Leu He Cys Asp Ser Arg Val Leu Glu Arg Tyr Leu 
15 10 15 

Leu Glu Ala Lys Glu Ala Glu Ala He Thr Thr Gly Cys Ala Glu His 
20 25 30 

Cys Ser Leu Asn Glu Ala lie Thr Val Pro Asp Thr Lys Val Asn Phe 
35 40 45 

Tyr Ala Trp Lys Arg Met Glu Val Gly Gin Gin Ala Val Glu Val Trp 
50 55 60 

Gin Gly Leu Ala Leu Leu Ser Glu Ala Val Leu Arg Gly Gin Ala Leu 
65 70 75 80 

Leu Val Ala Ser Ser Gin Pro Trp Glu Pro Leu Gin Leu His Val Asp 
85 90 95 

Lys Ala Val Ser Gly Leu Arg Ser Leu Thr Thr Leu Leu Arg Ala Leu 
100 105 110 

Arg Ala Gin Lys Glu Ala lie Ser Pro Pro Asp Ala Ala Ser Ala Ala 
115 120 125 

Pro Leu Arg Thr He Thr Ala Asp Thr Phe Arg Lys Leu Phe Arg Val 
130 135 140 

Tyr Ser Asn Phe Leu Arg Gly Lys Leu Lys Leu Tyr Thr Gly Glu Ala 
145 150 155 160 

Cys Arg Thr Gly Asp 
165 



602 



<210> 472 
<211> 165 
<212> PRT 

<213> Homo sapiens 
<400> 472 

Ala Pro Pro Arg Leu lie Cys Asp Ser Arg Val Leu Glu Arg Tyr Leu 
15 10 15 

Leu Glu Ala Lys Glu Ala Glu Asn lie Thr Thr Gly Cys Ala Glu His 
20 25 30 

Cys Ser Leu Asn Glu Asn lie Thr Val Pro Asp Thr Lys Val Asn Phe 
35 40 45 

Tyr Ala Trp Lys Arg Met Glu Val Gly Gin Gin Ala Val Glu Val Trp 
50 55 60 

Gin Gly Leu Ala Leu Leu Ser Glu Ala Val Leu Arg Gly Gin Ala Leu 
65 70 75 80 

Leu Val Asn Ser Ser Gin Pro Trp Glu Pro Leu Gin Leu His Val Asp 
85 90 95 

Lys Ala Val Ser Gly Leu Arg Ser Leu Thr Thr Leu Leu Arg Ala Leu 
100 105 110 

Arg Ala Gin Lys Glu Ala lie Ser Pro Pro Asp Ala Ala Ser Ala Ala 
115 120 125 

Pro Leu Arg Thr lie Thr Ala Asp Thr Phe Arg Lys Leu Phe Arg Val 
130 135 140 

Tyr Ser Asn Phe Leu Arg Gly Lys Leu Lys Leu Tyr Thr Gly Glu Ala 
145 150 155 160 

Cys Arg Thr Gly Asp 
165 



<210> 473 
<211> 93 
<212> PRT 

< 2 1 3 > Homo s ap i ens 
<400> 473 

Met Ala Arg Leu Gin Thr Ala Leu Leu Val Val Leu Val Leu Leu Ala 
15 10 15 

Val Ala Leu Gin Ala Thr Glu Ala Gly Pro Tyr Gly Ala Asn Met Glu 
20 25 30 

Asp Ser Val Cys Cys Arg Asp Tyr Val Arg Tyr Arg Leu Pro Leu Arg 
35 40 45 

Val Val Lys His Phe Tyr Trp Thr Ser Asp Ser Cys Pro Arg Pro Gly 
50 55 60 

Val Val Leu Leu Thr Phe Arg Asp Lys Glu lie Cys Ala Asp Pro Arg 
65 70 75 80 

Val Pro Trp Val Lys Met lie Leu Asn Lys Leu Ser Gin 



603 



85 



90 



<210> 474 
<211> 153 
<212> PRT 

<213> Homo sapiens 
<400> 474 

Met Tyr Arg Met Gin Leu Leu Ser Cys lie Ala Leu Ser Leu Ala Leu 
15 10 15 

Val Thr Asn Ser Ala Pro Thr Ser Ser Ser Thr Lys Lys Thr Gin Leu 
20 25 30 

Gin Leu Glu His Leu Leu Leu Asp Leu Gin Met lie Leu Asn Gly lie 
35 40 45 

Asn Asn Tyr Lys Asn Pro Lys Leu Thr Arg Met Leu Thr Phe Lys Phe 
50 55 ' 60 

Tyr Met Pro Lys Lys Ala Thr Glu Leu Lys His Leu Gin Cys Leu Glu 
65 70 75 . 80 

Glu Glu Leu Lys Pro Leu Glu Glu Val Leu Asn Leu Ala Gin Ser Lys 
85 90 95 

Asn Phe His Leu Arg Pro Arg Asp Leu lie Ser Asn lie Asn Val lie 
100 105 110 

Val Leu Glu Leu Lys Gly Ser Glu Thr Thr Phe Met Cys Glu Tyr Ala 
115 120 125 

Asp Glu Thr Ala Thr lie Val Glu Phe Leu Asn Arg Trp lie Thr Phe 
130 135 140 

Cys Gin Ser lie lie Ser Thr Leu Thr 
145 150 



<210> 475 
<211> 153 
<212> PRT 

<213> Homo sapiens 
<400> 475 

Met Tyr Arg Met Gin Leu Leu Ser Cys lie Ala Leu Ser Leu Ala Leu 
15 10 15 

Val Thr Asn Ser Ala Pro Thr Ser Ser Ser Thr Lys Lys Thr Gin Leu 
20 25 30 

Gin Leu Glu His Leu Leu Leu Asp Leu Gin Met lie Leu Asn Gly lie 
35 40 45 

Asn Asn Tyr Lys Asn Pro Lys Leu Thr Arg Met Leu Thr Phe Lys Phe 
50 55 60 

Tyr Met Pro Lys Lys Ala Thr Glu Leu Lys His Leu Gin Cys Leu Glu 
65 70 75 80 



604 



Glu Glu Leu Lys Pro Leu Glu Glu Val Leu Asn Leu Ala Gin Ser Lys 
85 90 95 

Asn Phe His Leu Arg Pro Arg Asp Leu lie Ser Asn lie Asn Val lie 
100 105 110 

Val Leu Glu Leu Lys Gly Ser Glu Thr Thr Phe Met Cys Glu Tyr Ala 
115 120 125 

Asp Glu Thr Ala Thr lie Val Glu Phe Leu Asn Arg Trp lie Thr Phe 
130 135 140 

Cys Gin Ser lie lie Ser Thr Leu Thr 
145 150 



<210> 476 
<211> 249 
<212> PRT 

<213> Homo sapiens 
<400> 476 

Gin Val Gin Leu Gin Gin Ser Gly Ala Glu Val Lys Lys Pro Gly Ser 
15 10 15 

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn 
20 25 30 

Ala lie Asn Trp Val Arg Gin Ala Pro Gly Gin Gly Leu Glu Trp Met 
35 40 45 

Gly Gly lie lie Pro Met Phe Gly Thr Ala Lys Tyr Ser Gin Asn Phe 
50 55 60 

Gin Gly Arg Val Ala lie Thr Ala Asp Glu Ser Thr Gly Thr Ala Ser 
65 70 75 80 

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys 
85 90 95 

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro His His Ala Leu Ser Pro 
100 105 110 

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser 
115 120 125 

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu 
130 135 140 

Thr Gin Asp Pro Ala Val Ser Val Ala Leu Gly Gin Thr Val Arg Val 
145 150 155 160 

Thr Cys Gin Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gin 
165 170 175 

Gin Lys Pro Gly Gin Ala Pro Val Leu Val lie Tyr Gly Lys Asn Asn 
180 185 190 

Arg Pro Ser Gly lie Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn 
195 200 205 



605 



Thr Ala Ser Leu Thr lie Thr Gly Ala Gin Ala Glu Asp Glu Ala Asp 
210 215 220 

Tyr Tyr Cys Ser Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly 
225 230 235 240 



Gly Gly Thr Glu Leu Thr Val Leu Gly 
245 



<210> 477 
<211> 300 
<212> PRT 

<213> Homo sapiens 
<400> 477 

Met Lys Phe Leu Leu Asp lie Leu Leu Leu Leu Pro Leu Leu lie Val 
15 10 15 

Cys Ser Leu Glu Ser Phe Val Lys Leu Phe lie Pro Lys Arg Arg Lys 
20 25 30 

Ser Val Thr Gly Glu lie Val Leu lie Thr Gly Ala Gly His Gly lie 
35 40 45 

Gly Arg Leu Thr Ala Tyr Glu Phe Ala Lys Leu Lys Ser Lys Leu Val 
50 55 60 

Leu Trp Asp lie Asn Lys His Gly Leu Glu Glu Thr Ala Ala Lys Cys 
65 70 75 80 

Lys Gly Leu Gly Ala Lys Val His Thr Phe Val Val Asp Cys Ser Asn 
85 90 95 

Arg Glu Asp lie Tyr Ser Ser Ala Lys Lys Val Lys Ala Glu lie Gly 
100 105 , 110 

Asp Val Ser lie Leu Val Asn Asn Ala Gly Val Val Tyr Thr Ser Asp 
115 120 125 

Leu Phe Ala Thr Gin Asp Pro Gin lie Glu Lys Thr Phe Glu Val Asn 
130 135 140 

Val Leu Ala His Phe Trp Thr Thr Lys Ala Phe Leu Pro Ala Met Thr 
145 150 155 160 

Lys Asn Asn His Gly His lie Val Thr Val Ala Ser Ala Ala Gly His 
165 170 175 

Val Ser Val Pro Phe Leu Leu Ala Tyr Cys Ser Ser Lys Phe Ala Ala 
180 185 190 

Val Gly Phe His Lys Thr Leu Thr Asp Glu Leu Ala Ala Leu Gin lie 
195 200 205 

Thr Gly Val Lys Thr Thr Cys Leu Cys Pro Asn Phe Val Asn Thr Gly 
210 215 220 

Phe lie Lys Asn Pro Ser Thr Ser Leu Gly Pro Thr Leu Glu Pro Glu 
225 230 235 240 



606 



Glu Val Val Asn Arg Leu Met His Gly lie Leu Thr Glu Gin Lys Met 
245 250 255 

lie Phe lie Pro Ser Ser lie Ala Phe Leu Thr Thr Leu Glu Arg lie 
260 265 270 

Leu Pro Glu Arg Phe Leu Ala Val Leu Lys Arg Lys lie Ser Val Lys 
275 280 285 

Phe Asp Ala Val lie Gly Tyr Lys Met Lys Ala Gin 
290 295 300 



<210> 478 
<211> 300 
<212> PRT 

<213> Homo sapiens 
<400> 478 

Met Lys Phe Leu Leu Asp lie Leu Leu Leu Leu Pro Leu Leu lie Val 
15 10 15 

Cys Ser Leu Glu Ser Phe Val Lys Leu Phe lie Pro Lys Arg Arg Lys 
20 25 30 

Ser Val Thr Gly Glu lie Val Leu lie Thr Gly Ala Gly His Gly lie 
35 40 45 

Gly Arg Leu Thr Ala Tyr Glu Phe Ala Lys Leu Lys Ser Lys Leu Val 
50 55 60 

Leu Trp Asp lie Asn Lys His Gly Leu Glu Glu Thr Ala Ala Lys Cys 
65 70 75 80 

Lys Gly Leu Gly Ala Lys Val His Thr Phe Val Val Asp Cys Ser Asn 
85 90 95 

Arg Glu Asp lie Tyr Ser Ser Ala Lys Lys Val Lys Ala Glu lie Gly 
100 105 110 

Asp Val Ser lie Leu Val Asn Asn Ala Gly Val Val Tyr Thr Ser Asp 
115 120 125 

Leu Phe Ala Thr Gin Asp Pro Gin lie Glu Lys Thr Phe Glu Val Asn 
130 135 140 

Val Leu Ala His Phe Trp Thr Thr Lys Ala Phe Leu Pro Ala Met Thr 
145 150 155 160 

Lys Asn Asn His Gly His lie Val Thr Val Ala Ser Ala Ala Gly His 
165 170 175 

Val Ser Val Pro Phe Leu Leu Ala Tyr Cys Ser Ser Lys Phe Ala Ala 
180 185 190 

Val Gly Phe His Lys Thr Leu Thr Asp Glu Leu Ala Ala Leu Gin lie 
195 200 205 

Thr Gly Val Lys Thr Thr Cys Leu Cys Pro Asn Phe Val Asn Thr Gly 
210 215 220 
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Phe lie Lys Asn Pro Ser Thr Ser Leu Gly Pro Thr Leu Glu Pro Glu 
225 230 235 240 



Glu Val Val Asn Arg Leu Met His 
245 

lie Phe lie Pro Ser Ser lie Ala 
260 

Leu Pro Glu Arg Phe Leu Ala Val 
275 280 

Phe Asp Ala Val lie Gly Tyr Lys 
290 295 



Gly lie Leu Thr Glu Gin Lys Met 
250 255 

Phe Leu Thr Thr Leu Glu Arg lie 
265 270 

Leu Lys Arg Lys lie Ser Val Lys 
285 

Met Lys Ala Gin 
300 



<210> 479 
<211> 154 
<212> PRT 

<213> Homo sapiens 
<400> 479 

Ala Ser Leu lie Gin Ala Thr Ser Arg Gin Arg Gly Val Met Gly Phe 
15 10 15 

Gin Lys Phe Ser Pro Phe Leu Ala Leu Ser lie Leu Val Leu Leu Gin 
20 25 30 

Ala Gly Ser Leu His Ala Ala Pro Phe Arg Ser Ala Leu Glu Ser Ser 
35 40 45 

Pro Ala Asp Pro Ala Thr Leu Ser Glu Asp Glu Ala Arg Leu Leu Leu 
50 55 60 

Ala Ala Leu Val Gin Asp Tyr Val Gin Met Lys Ala Ser Glu Leu Glu 
65 70 75 80 

Gin Glu Gin Glu Arg Glu Gly Ser Ser Leu Asp Ser Pro Arg Ser Lys 
85 90 95 

Arg Cys Gly Asn Leu Ser Thr Cys Met Leu Gly Thr Tyr Thr Gin Asp 
100 105 110 

Phe Asn Lys Phe His Thr Phe Pro Gin Thr Ala lie Gly Val Gly Ala 
115 120 125 

Pro Gly Lys Lys Arg Asp Met Ser Ser Asp Leu Glu Arg Asp His Arg 
130 135 140 

Pro His Asn His Cys Pro Glu Glu Ser Leu 
145 150 



<210> 480 
<211> 154 
<212> PRT 

<213> Homo sapiens 
<400> 480 



608 



Ala Ser Leu lie 
1 

Gin Lys Phe Ser 
20 

Ala Gly Ser Leu 
35 

Pro Ala Asp Pro 
50 

Ala Ala Leu Val 
65 

Gin Glu Gin Glu 



Arg Cys Gly Asn 
100 

Phe Asn Lys Phe 
115 

Pro Gly Lys Lys 
130 

Pro His Asn His 
145 



Gin Ala Thr Ser 
5 



Pro Phe Leu Ala 



His Ala Ala Pro 
40 



Ala Thr Leu Ser 
55 



Gin Asp Tyr Val 
70 



Arg Glu Gly Ser 
85 



Leu Ser Thr Cys 



His Thr Phe Pro 
120 



Arg Asp Met Ser 
135 



Cys Pro Glu Glu 
150 



Arg Gin Arg Gly 
10 

Leu Ser lie Leu 

25 

Phe Arg Ser Ala 



Glu Asp Glu Ala 
60 

Gin Met Lys Ala 
75 

Ser Leu Asp Ser 
90 

Met Leu Gly Thr 
105 

Gin Thr Ala lie 



Ser Asp Leu Glu 
140 

Ser Leu 



Val Met Gly Phe 
15 

Val Leu Leu Gin 
30 

Leu Glu Ser Ser 
45 

Arg Leu Leu Leu 



Ser Glu Leu Glu 
80 

Pro Arg Ser Lys 
95 

Tyr Thr Gin Asp 
110 

Gly Val Gly Ala 
125 

Arg Asp His Arg 



<210> 481 

<211> 33 

<212> PRT 

<213> Homo sapiens 

<400> 481 

Cys Ser Asn Leu Ser Thr Cys Val Leu Gly Lys Leu Ser Gin Glu Leu 
15 10 15 

His Lys Leu Gin Thr Tyr Pro Arg Thr Asn Thr Gly Ser Gly Thr Pro 
20 25 30 

Gly 



<210> 482 
<211> 33 
<212> PRT 

<213> Homo sapiens 
<400> 482 

Cys Ser Asn Leu Ser Thr Cys Val Leu Gly Lys Leu Ser Gin Glu Leu 
15 10 15 

His Lys Leu Gin Thr Tyr Pro Arg Thr Asn Thr Gly Ser Gly Thr Pro 
20 25 30 



609 



Gly 



<210> 483 
<211> 34 
<212> PRT 

<213> Homo sapiens 
<400> 483 

Ser Val Ser Glu lie Gin Leu Met His Asn Leu Gly Lys His Leu Asn 
15 10 15 

Ser Met Glu Arg Val Glu Trp Leu Arg Asn Lys Leu Gin Asp Val His 
20 25 30 

Asn Phe 



<210> 484 
<211> 34 
<212> PRT 

<213> Homo sapiens 
<400> 484 

Ser Val Ser Glu He Gin Leu Met His Asn Leu Gly Lys His Leu Asn 
15 10 15 

Ser Met Glu Arg Val Glu Trp Leu Arg Asn Lys Leu Gin Asp Val His 
20 25 30 

Asn Phe 



<210> 485 
<211> 92 
<212> PRT 

<213> Homo sapiens 
<400> 485 

Met Lys Pro He Gin Lys Leu Leu Ala Gly Leu He Leu Leu Thr Trp 
15 10 15 

Cys Val Glu Gly Cys Ser Ser Gin His Trp Ser Tyr Gly Leu Arg Pro 
20 25 30 

Gly Gly Lys Arg Asp Ala Glu Asn Leu He Asp Ser Phe Gin Glu He 
35 40 45 

Val Lys Glu Val Gly Gin Leu Ala Glu Thr Gin Arg Phe Glu Cys Thr 
50 55 60 

Thr His Gin Pro Arg Ser Pro Leu Arg Asp Leu Lys Gly Ala Leu Glu 
65 70 75 80 
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Ser Leu lie Glu Glu Glu Thr Gly Gin Lys Lys lie 
85 90 



<210> 486 
<211> 92 
<212> PRT 

<213> Homo sapiens 
<400> 486 

Met Lys Pro lie Gin Lys Leu Leu Ala Gly Leu lie Leu Leu Thr Trp 
15 10 15 

Cys Val Glu Gly Cys Ser Ser Gin His Trp Ser Tyr Gly Leu Arg Pro 
20 25 30 

Gly Gly Lys Arg Asp Ala Glu Asn Leu lie Asp Ser Phe Gin Glu lie 
35 40 45 

Val Lys Glu Val Gly Gin Leu Ala Glu Thr Gin Arg Phe Glu Cys Thr 
50 55 60 

Thr His Gin Pro Arg Ser Pro Leu Arg Asp Leu Lys Gly Ala Leu Glu 
65 70 75 80 

Ser Leu lie Glu Glu Glu Thr Gly Gin Lys Lys lie 
85 90 



<210> 487 
<211> 9 
<212> PRT 

<213> Artificial sequence 
<220> 

<223> Teprotide sequence 
<400> 487 

Glu Trp Pro Arg Pro Gin lie Pro Pro 
1 5 



<210> 488 

<211> 9 

<212> PRT 

<213> Homo sapiens 

<400> 488 

Glu Trp Pro Arg Pro Gin lie Pro Pro 
1 5 



<210> 489 
<211> 34 
<212> PRT 

<213> Homo sapiens 
<400> 489 

Ser Val Ser Glu lie Gin Leu Met His Asn Leu Gly Lys His Leu Asn 
15 10 15 

Ser Met Glu Arg Val Glu Trp Leu Arg Lys Lys Leu Gin Asp Val His 
20 25 30 



611 



Asn Phe 



<210> 490 
<211> 271 
<212> PRT 

<213> Homo sapiens 
<400> 490 

Val Ala Glu Thr Pro Thr Tyr Pro Trp Arg Asp Ala Glu Thr Gly Glu 
15 10 15 

Arg Leu Val Cys Ala Gin Cys Pro Pro Gly Thr Phe Val Gin Arg Pro 
20 25 30 

Cys Arg Arg Asp Ser Pro Thr Thr Cys Gly Pro Cys Pro Pro Arg His 
35 40 45 

Tyr Thr Gin Phe Trp Asn Tyr Leu Glu Arg Cys Arg Tyr Cys Asn Val 
50 55 60 

Leu Cys Gly Glu Arg Glu Glu Glu Ala Arg Ala Cys His Ala Thr His 
65 70 75 80 

Asn Arg Ala Cys Arg Cys Arg Thr Gly Phe Phe Ala His Ala Gly Phe 
85 90 95 

Cys Leu Glu His Ala Ser Cys Pro Pro Gly Ala Gly Val lie Ala Pro 
100 105 110 

Gly Thr Pro Ser Gin Asn Thr Gin Cys Gin Pro Cys Pro Pro Gly Thr 
115 120 125 

Phe Ser Ala Ser Ser Ser Ser Ser Glu Gin Cys Gin Pro His Arg Asn 
130 135 140 

Cys Thr Ala Leu Gly Leu Ala Leu Asn Val Pro Gly Ser Ser Ser His 
145 150 155 160 

Asp Thr Leu Cys Thr Ser Cys Thr Gly Phe Pro Leu Ser Thr Arg Val 
165 170 175 

Pro Gly Ala Glu Glu Cys Glu Arg Ala Val lie Asp Phe Val Ala Phe 
180 185 190 

Gin Asp lie Ser lie Lys Arg Leu Gin Arg Leu Leu Gin Ala Leu Glu 
195 200 205 

Ala Pro Glu Gly Trp Gly Pro Thr Pro Arg Ala Gly Arg Ala Ala Leu 
210 215 220 

Gin Leu Lys Leu Arg Arg Arg Leu Thr Glu Leu Leu Gly Ala Gin Asp 
225 230 235 240 

Gly Ala Leu Leu Val Arg Leu Leu Gin Ala Leu Arg Val Ala Arg Met 
245 250 255 

Pro Gly Leu Glu Arg Ser Val Arg Glu Arg Phe Leu Pro Val His 
260 265 270 



612 



<210> 491 
<211> 300 
<212> PRT 
<213> Homo sapiens 

<400> 491 

Met Arg Ala Leu Glu Gly Pro Gly Leu Ser Leu Leu Cys Leu Val Leu 
15 10 15 

Ala Leu Pro Ala Leu Leu Pro Val Pro Ala Val Arg Gly Val Ala Glu 
20 25 30 

Thr Pro Thr Tyr Pro Trp Arg Asp Ala Glu Thr Gly Glu Arg Leu Val 
35 40 45 

Cys Ala Gin Cys Pro Pro Gly Thr Phe Val Gin Arg Pro Cys Arg Arg 
50 55 60 

Asp Ser Pro Thr Thr Cys Gly Pro Cys Pro Pro Arg His Tyr Thr Gin 
65 70 75 80 

Phe Trp Asn Tyr Leu Glu Arg Cys Arg Tyr Cys Asn Val Leu Cys Gly 
85 90 95 

Glu Arg Glu Glu Glu Ala Arg Ala Cys His Ala Thr His Asn Arg Ala 
100 105 110 

Cys Arg Cys Arg Thr Gly Phe Phe Ala His Ala Gly Phe Cys Leu Glu 
115 120 125 

His Ala Ser Cys Pro Pro Gly Ala Gly Val lie Ala Pro Gly Thr Pro 
130 135 140 

Ser Gin Asn Thr Gin Cys Gin Pro Cys Pro Pro Gly Thr Phe Ser Ala 
145 150 155 160 

Ser Ser Ser Ser Ser Glu Gin Cys Gin Pro His Arg Asn Cys Thr Ala 
165 170 175 

Leu Gly Leu Ala Leu Asn Val Pro Gly Ser Ser Ser His Asp Thr Leu 
180 185 190 

Cys Thr Ser Cys Thr Gly Phe Pro Leu Ser Thr Arg Val Pro Gly Ala 
195 200 205 

Glu Glu Cys Glu Arg Ala Val lie Asp Phe Val Ala Phe Gin Asp lie 
210 215 220 

Ser lie Lys Arg Leu Gin Arg Leu Leu Gin Ala Leu Glu Ala Pro Glu 
225 230 235 240 

Gly Trp Gly Pro Thr Pro Arg Ala Gly Arg Ala Ala Leu Gin Leu Lys 
245 250 255 

Leu Arg Arg Arg Leu Thr Glu Leu Leu Gly Ala Gin Asp Gly Ala Leu 
260 265 270 

Leu Val Arg Leu Leu Gin Ala Leu Arg Val Ala Arg Met Pro Gly Leu 
275 280 285 

Glu Arg Ser Val Arg Glu Arg Phe Leu Pro Val His 
290 295 300 



613 



<210> 492 
<211> 34 
<212> PRT 

<213> Homo sapiens 
<400> 492 

Ser Val Ser Glu lie Gin Leu Met His Asn Leu Gly Lys His Leu Asn 
15 10 15 

Ser Met Glu Arg Val Glu Trp Leu Arg Lys Lys Leu Gin Asp Val His 
20 25 30 

Asn Phe 



<210> 493 
<211> 34 
<212> PRT 

<213> Homo sapiens 
<400> 493 

Ser Val Ser Glu lie Gin Leu Met His Asn Leu Gly Lys His Leu Asn 
15 10 15 

Ser Met Glu Arg Val Glu Trp Leu Arg Lys Lys Leu Gin Asp Val His 
20 25 30 

Asn Phe 



<210> 494 
<211> 300 
<212> PRT 

<213> Homo sapiens 
<400> 494 

Met Arg Ala Leu Glu Gly Pro Gly Leu Ser Leu Leu Cys Leu Val Leu 
15 10 15 

Ala Leu Pro Ala Leu Leu Pro Val Pro Ala Val Arg Gly Val Ala Glu 
20 25 30 

Thr Pro Thr Tyr Pro Trp Arg Asp Ala Glu Thr Gly Glu Arg Leu Val 
35 40 45 

Cys Ala Gin Cys Pro Pro Gly Thr Phe Val Gin Arg Pro Cys Arg Arg 
50 55 60 

Asp Ser Pro Thr Thr Cys Gly Pro Cys Pro Pro Arg His Tyr Thr Gin 
65 70 75 80 

Phe Trp Asn Tyr Leu Glu Arg Cys Arg Tyr Cys Asn Val Leu Cys Gly 
85 90 95 

Glu Arg Glu Glu Glu Ala Arg Ala Cys His Ala Thr His Asn Arg Ala 
100 105 110 

Cys Arg Cys Arg Thr Gly Phe Phe Ala His Ala Gly Phe Cys Leu Glu 
115 120 125 

His Ala Ser Cys Pro Pro Gly Ala Gly Val lie Ala Pro Gly Thr Pro 
130 135 140 



614 



Ser Gin Asn Thr Gin Cys Gin Pro Cys Pro Pro Gly Thr Phe Ser Ala 
145 150 155 160 



Ser Ser Ser Ser Ser Glu Gin Cys Gin Pro His Arg Asn Cys Thr Ala 
165 170 175 

Leu Gly Leu Ala Leu Asn Val Pro Gly Ser Ser Ser His Asp Thr Leu 
180 185 190 

Cys Thr Ser Cys Thr Gly Phe Pro Leu Ser Thr Arg Val Pro Gly Ala 
195 200 205 

Glu Glu Cys Glu Arg Ala Val lie Asp Phe Val Ala Phe Gin Asp lie 
210 215 220 

Ser lie Lys Arg Leu Gin Arg Leu Leu Gin Ala Leu Glu Ala Pro Glu 
225 230 235 240 

Gly Trp Gly Pro Thr Pro Arg Ala Gly Arg Ala Ala Leu Gin Leu Lys 
245 250 255 

Leu Arg Arg Arg Leu Thr Glu Leu Leu Gly Ala Gin Asp Gly Ala Leu 
260 265 270 

Leu Val Arg Leu Leu Gin Ala Leu Arg Val Ala Arg Met Pro Gly Leu 
275 280 285 

Glu Arg Ser Val Arg Glu Arg Phe Leu Pro Val His 
290 295 300 



<210> 495 
<211> 271 
<212> PRT 
<213> Homo sapiens 

<400> 495 

Val Ala Glu Thr Pro Thr Tyr Pro Trp Arg Asp Ala Glu Thr Gly Glu 
15 10 15 

Arg Leu Val Cys Ala Gin Cys Pro Pro Gly Thr Phe Val Gin Arg Pro 
20 25 30 

Cys Arg Arg Asp Ser Pro Thr Thr Cys Gly Pro Cys Pro Pro Arg His 
35 40 45 

Tyr Thr Gin Phe Trp Asn Tyr Leu Glu Arg Cys Arg Tyr Cys Asn Val 
50 55 60 

Leu Cys Gly Glu Arg Glu Glu Glu Ala Arg Ala Cys His Ala Thr His 
65 70 75 80 

Asn Arg Ala Cys Arg Cys Arg Thr Gly Phe Phe Ala His Ala Gly Phe 
85 90 95 

Cys Leu Glu His Ala Ser Cys Pro Pro Gly Ala Gly Val lie Ala Pro 
100 105 110 

Gly Thr Pro Ser Gin Asn Thr Gin Cys Gin Pro Cys Pro Pro Gly Thr 
115 120 125 

Phe Ser Ala Ser Ser Ser Ser Ser Glu Gin Cys Gin Pro His Arg Asn 
130 135 140 



615 



Cys Thr Ala Leu Gly 
145 

Asp Thr Leu Cys Thr 
165 

Pro Gly Ala Glu Glu 
180 

Gin Asp lie Ser lie 
195 

Ala Pro Glu Gly Trp 
210 

Gin Leu Lys Leu Arg 
225 

Gly Ala Leu Leu Val 
245 

Pro Gly Leu Glu Arg 
260 



Leu Ala Leu Asn Val Pro 
150 155 

Ser Cys Thr Gly Phe Pro 
170 

Cys Glu Arg Ala Val lie 
185 

Lys Arg Leu Gin Arg Leu 
200 

Gly Pro Thr Pro Arg Ala 
215 

Arg Arg Leu Thr Glu Leu 
230 235 

Arg Leu Leu Gin Ala Leu 
250 

Ser Val Arg Glu Arg Phe 
265 



Gly Ser Ser Ser His 
160 

Leu Ser Thr Arg Val 
175 

Asp Phe Val Ala Phe 
190 

Leu Gin Ala Leu Glu 
205 

Gly Arg Ala Ala Leu 
220 

Leu Gly Ala Gin Asp 
240 

Arg Val Ala Arg Met 
255 

Leu Pro Val His 
270 



<210> 496 
<211> 34 
<212> PRT 

<213> Homo sapiens 
<400> 496 

Ser Val Ser Glu lie Gin Leu Met His Asn Leu Gly Lys His Leu Asn 
15 10 15 

Ser Met Glu Arg Val Glu Trp Leu Arg Lys Lys Leu Gin Asp Val His 
20 25 30 

Asn Phe 



<210> 497 
<211> 208 
<212> PRT 

<213> Homo sapiens 
<400> 497 

Met Trp Lys Trp lie Leu Thr His Cys Ala Ser Ala Phe Pro His Leu 
15 10 15 

Pro Gly Cys Cys Cys Cys Cys Phe Leu Leu Leu Phe Leu Val Ser Ser 
20 25 30 

Val Pro Val Thr Cys Gin Ala Leu Gly Gin Asp Met Val Ser Pro Glu 
35 40 45 

Ala Thr Asn Ser Ser Ser Ser Ser Phe Ser Ser Pro Ser Ser Ala Gly 
50 55 60 
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Arg His Val Arg Ser Tyr Asn His Leu Gin Gly Asp Val Arg Trp Arg 
65 70 75 80 



Lys Leu Phe Ser Phe Thr Lys Tyr 
85 

Lys Val Ser Gly Thr Lys Lys Glu 
100 

He Thr Ser Val Glu He Gly Val 
115 120 

Asn Tyr Tyr Leu Ala Met Asn Lys 
130 135 

Glu Phe Asn Asn Asp Cys Lys Leu 
145 150 

Tyr Asn Thr Tyr Ala Ser Phe Asn 
165 

Tyr Val Ala Leu Asn Gly Lys Gly 
180 

Arg Arg Lys Asn Thr Ser Ala His 
195 200 



Phe Leu Lys He Glu Lys Asn Gly 
90 95 

Asn Cys Pro Tyr Ser He Leu Glu 
105 110 

Val Ala Val Lys Ala He Asn Ser 
125 

Lys Gly Lys Leu Tyr Gly Ser Lys 
140 

Lys Glu Arg He Glu Glu Asn Gly 
155 160 

Trp Gin His Asn Gly Arg Gin Met 
170 175 

Ala Pro Arg Arg Gly Gin Lys Thr 
185 190 

Phe Leu Pro Met Val Val His Ser 
205 



<210> 498 
<211> 208 
<212> PRT 

<213> Homo sapiens 
<400> 498 

Met Trp Lys Trp He Leu Thr His Cys Ala Ser Ala Phe Pro His Leu 
15 10 15 

Pro Gly Cys Cys Cys Cys Cys Phe Leu Leu Leu Phe Leu Val Ser Ser 
20 25 30 

Val Pro Val Thr Cys Gin Ala Leu Gly Gin Asp Met Val Ser Pro Glu 
35 40 45 

Ala Thr Asn Ser Ser Ser Ser Ser Phe Ser Ser Pro Ser Ser Ala Gly 
50 55 60 

Arg His Val Arg Ser Tyr Asn His Leu Gin Gly Asp Val Arg Trp Arg 
65 70 75 80 

Lys Leu Phe Ser Phe Thr Lys Tyr Phe Leu Lys He Glu Lys Asn Gly 
85 90 95 

Lys Val Ser Gly Thr Lys Lys Glu Asn Cys Pro Tyr Ser He Leu Glu 
100 105 110 

He Thr Ser Val Glu He Gly Val Val Ala Val Lys Ala He Asn Ser 
115 120 125 

Asn Tyr Tyr Leu Ala Met Asn Lys Lys Gly Lys Leu Tyr Gly Ser Lys 
130 135 140 
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Glu Phe Asn Asn Asp Cys Lys Leu Lys Glu Arg lie Glu Glu Asn Gly 
145 150 155 160 

Tyr Asn Thr Tyr Ala Ser Phe Asn Trp Gin His Asn Gly Arg Gin Met 
165 170 175 

Tyr Val Ala Leu Asn Gly Lys Gly Ala Pro Arg Arg Gly Gin Lys Thr 
180 185 190 

Arg Arg Lys Asn Thr Ser Ala His Phe Leu Pro Met Val Val His Ser 
195 200 205 



<210> 499 
<211> 193 
<212> PRT 

<213> Homo sapiens 
<400> 499 

Met Gly Val His Glu Cys Pro Ala Trp Leu Trp Leu Leu Leu Ser Leu 
15 10 15 

Leu Ser Leu Pro Leu Gly Leu Pro Val Leu Gly Ala Pro Pro Arg Leu 
20 25 30 

lie Cys Asp Ser Arg Val Leu Glu Arg Tyr Leu Leu Glu Ala Lys Glu 
35 40 45 

Ala Glu Asn lie Thr Thr Gly Cys Ala Glu His Cys Ser Leu Asn Glu 
50 55 60 

Asn lie Thr Val Pro Asp Thr Lys Val Asn Phe Tyr Ala Trp Lys Arg 
65 70 75 80 

Met Glu Val Gly Gin Gin Ala Val Glu Val Trp Gin Gly Leu Ala Leu 
85 90 95 

Leu Ser Glu Ala Val Leu Arg Gly Gin Ala Leu Leu Val Asn Ser Ser 
100 105 110 

Gin Pro Trp Glu Pro Leu Gin Leu His Val Asp Lys Ala Val Ser Gly 
115 120 125 

Leu Arg Ser Leu Thr Thr Leu Leu Arg Ala Leu Arg Ala Gin Lys Glu 
130 135 140 

Ala lie Ser Pro Pro Asp Ala Ala Ser Ala Ala Pro Leu Arg Thr lie 
145 150 155 160 

Thr Ala Asp Thr Phe Arg Lys Leu Phe Arg Val Tyr Ser Asn Phe Leu 
165 170 175 

Arg Gly Lys Leu Lys Leu Tyr Thr Gly Glu Ala Cys Arg Thr Gly Asp 
180 185 190 

Arg 



<210> 500 
<211> 193 
<212> PRT 

<213> Homo sapiens 
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<400> 500 

Met Gly Val His Glu Cys Pro Ala Trp Leu Trp Leu Leu Leu Ser Leu 
15 10 15 

Leu Ser Leu Pro Leu Gly Leu Pro Val Leu Gly Ala Pro Pro Arg Leu 
20 25 30 

lie Cys Asp Ser Arg Val Leu Glu Arg Tyr Leu Leu Glu Ala Lys Glu 
35 40 45 

Ala Glu Asn lie Thr Thr Gly Cys Ala Glu His Cys Ser Leu Asn Glu 
50 55 60 

Asn lie Thr Val Pro Asp Thr Lys Val Asn Phe Tyr Ala Trp Lys Arg 
65 70 75 80 

Met Glu Val Gly Gin Gin Ala Val Glu Val Trp Gin Gly Leu Ala Leu 
85 90 95 

Leu Ser Glu Ala Val Leu Arg Gly Gin Ala Leu Leu Val Asn Ser Ser 
100 105 110 

Gin Pro Trp Glu Pro Leu Gin Leu His Val Asp Lys Ala Val Ser Gly 
115 120 125 

Leu Arg Ser Leu Thr Thr Leu Leu Arg Ala Leu Arg Ala Gin Lys Glu 
130 135 140 

Ala lie Ser Pro Pro Asp Ala Ala Ser Ala Ala Pro Leu Arg Thr lie 
145 150 155 160 

Thr Ala Asp Thr Phe Arg Lys Leu Phe Arg Val Tyr Ser Asn Phe Leu 
165 170 175 

Arg Gly Lys Leu Lys Leu Tyr Thr Gly Glu Ala Cys Arg Thr Gly Asp 
180 185 190 



Arg 



<210> 501 
<211> 34 
<212> PRT 

<213> Homo sapiens 
<400> 501 

Ser Val Ser Glu lie Gin Leu Met His Asn Leu Gly Lys His Leu Asn 
15 10 15 

Ser Met Glu Arg Val Glu Trp Leu Arg Lys Lys Leu Gin Asp Val His 
20 25 30 

Asn Phe 



<210> 502 

<211> 93 

<212> PRT 

<213> Homo sapiens 

<400> 502 
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Met Lys lie Ser Val Ala Ala lie Pro Phe Phe Leu Leu He Thr lie 
15 10 15 



Ala Leu Gly Thr Lys Thr Glu Ser 
20 

Ser Glu Cys Cys Phe Thr Tyr Thr 

35 40 

He Met Asp Tyr Tyr Glu Thr Asn 
50 55 

Val Phe He Thr Lys Arg Gly His 
65 70 

Lys Trp Val Gin Asp Tyr He Lys 
85 



Ser Ser Arg Gly Pro Tyr His Pro 
25 30 

Thr Tyr Lys He Pro Arg Gin Arg 
45 

Ser Gin Cys Ser Lys Pro Gly He 
60 

Ser Val Cys Thr Asn Pro Ser Asp 
75 80 

Asp Met Lys Glu Asn 
90 



<210> 503 
<211> 93 
<212> PRT 

<213> Homo sapiens 
<400> 503 

Met Lys He Ser Val Ala Ala He Pro Phe Phe Leu Leu He Thr He 
15 10 15 

Ala Leu Gly Thr Lys Thr Glu Ser Ser Ser Arg Gly Pro Tyr His Pro 
20 25 30 

Ser Glu Cys Cys Phe Thr Tyr Thr Thr Tyr Lys He Pro Arg Gin Arg 
35 40 45 

He Met Asp Tyr Tyr Glu Thr Asn Ser Gin Cys Ser Lys Pro Gly He 
50 55 60 

Val Phe He Thr Lys Arg Gly His Ser Val Cys Thr Asn Pro Ser Asp 
65 70 75 80 

Lys Trp Val Gin Asp Tyr He Lys Asp Met Lys Glu Asn 
85 90 



<210> 504 
<211> 34 
<212> PRT 

<213> Homo sapiens 
<400> 504 

Ser Val Ser Glu He Gin Leu Met His Asn Leu Gly Lys His Leu Asn 
15 10 15 

Ser Met Glu Arg Val Glu Trp Leu Arg Lys Lys Leu Gin Asp Val His 
20 25 30 

Asn Phe 



<210> 505 
<211> 84 
<212> PRT 

< 2 1 3 > Homo s ap i ens 
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<400> 505 

Ser Val Ser Glu lie Gin Leu Met 
1 5 

Ser Met Glu Arg Val Glu Trp Leu 
20 

Asn Phe Val Ala Leu Gly Ala Pro 
35 40 

Gin Arg Pro Arg Lys Lys Glu Asp 
50 55 

Lys Ser Leu Gly Glu Ala Asp Lys 
65 70 

Ala Lys Ser Gin 



His Asn Leu Gly Lys His Leu Asn 
10 15 

Arg Lys Lys Leu Gin Asp Val His 
25 30 

Leu Ala Pro Arg Asp Ala Gly Ser 
45 

Asn Val Leu Val Glu Ser His Glu 
60 

Ala Asp Val Asn Val Leu Thr Lys 
75 80 



<210> 506 
<211> 93 
<212> PRT 

<213> Homo sapiens 
<400> 506 

Met Lys lie Ser Val Ala Ala lie Pro Phe Phe Leu Leu lie Thr lie 
15 10 15 

Ala Leu Gly Thr Lys Thr Glu Ser Ser Ser Arg Gly Pro Tyr His Pro 
20 25 30 

Ser Glu Cys Cys Phe Thr Tyr Thr Thr Tyr Lys lie Pro Arg Gin Arg 
35 40 45 

lie Met Asp Tyr Tyr Glu Thr Asn Ser Gin Cys Ser Lys Pro Gly lie 
50 55 60 

Val Phe lie Thr Lys Arg Gly His Ser Val Cys Thr Asn Pro Ser Asp 
65 70 75 80 

Lys Trp Val Gin Asp Tyr lie Lys Asp Met Lys Glu Asn 
85 90 



<210> 507 
<211> 93 
<212> PRT 

<213> Homo sapiens 
<400> 507 

Met Lys lie Ser Val Ala Ala lie Pro Phe Phe Leu Leu lie Thr lie 
15 10 15 

Ala Leu Gly Thr Lys Thr Glu Ser Ser Ser Arg Gly Pro Tyr His Pro 
20 25 30 

Ser Glu Cys Cys Phe Thr Tyr Thr Thr Tyr Lys lie Pro Arg Gin Arg 
35 40 45 

lie Met Asp Tyr Tyr Glu Thr Asn Ser Gin Cys Ser Lys Pro Gly lie 
50 55 60 
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Val Phe lie Thr Lys Arg Gly His Ser Val Cys Thr Asn Pro Ser Asp 
65 70 75 80 

Lys Trp Val Gin Asp Tyr lie Lys Asp Met Lys Glu Asn 
85 90 



<210> 508 
<211> 84 
<212> PRT 

<213> Homo sapiens 
<400> 508 

Ser Val Ser Glu lie Gin Leu Met His Asn Leu Gly Lys His Leu Asn 
15 10 15 

Ser Met Glu Arg Val Glu Trp Leu Arg Lys Lys Leu Gin Asp Val His 
20 25 30 

Asn Phe Val Ala Leu Gly Ala Pro Leu Ala Pro Arg Asp Ala Gly Ser 
35 40 45 

Gin Arg Pro Arg Lys Lys Glu Asp Asn Val Leu Val Glu Ser His Glu 
50 55 60 

Lys Ser Leu Gly Glu Ala Asp Lys Ala Asp Val Asn Val Leu Thr Lys 
65 70 75 80 

Ala Lys Ser Gin 



<210> 509 
<211> 153 
<212> PRT 

<213> Homo sapiens 
<400> 509 

Met Tyr Arg Met Gin Leu Leu Ser Cys lie Ala Leu Ser Leu Ala Leu 
15 10 15 

Val Thr Asn Ser Ala Pro Thr Ser Ser Ser Thr Lys Lys Thr Gin Leu 
20 25 30 

Gin Leu Glu His Leu Leu Leu Asp Leu Gin Met lie Leu Asn Gly lie 
35 40 45 

Asn Asn Tyr Lys Asn Pro Lys Leu Thr Arg Met Leu Thr Phe Lys Phe 
50 55 60 

Tyr Met Pro Lys Lys Ala Thr Glu Leu Lys His Leu Gin Cys Leu Glu 
65 70 75 80 

Glu Glu Leu Lys Pro Leu Glu Glu Val Leu Asn Leu Ala Gin Ser Lys 
85 90 95 

Asn Phe His Leu Arg Pro Arg Asp Leu lie Ser Asn lie Asn Val lie 
100 105 110 

Val Leu Glu Leu Lys Gly Ser Glu Thr Thr Phe Met Cys Glu Tyr Ala 
115 120 125 

Asp Glu Thr Ala Thr lie Val Glu Phe Leu Asn Arg Trp lie Thr Phe 
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130 135 140 

Ser Gin Ser lie lie Ser Thr Leu Thr 
145 150 



<210> 510 
<211> 153 
<212> PRT 

<213> Homo sapiens 
<400> 510 

Met Tyr Arg Met Gin Leu Leu Ser Cys lie Ala Leu Ser Leu Ala Leu 
15 10 15 

Val Thr Asn Ser Ala Pro Thr Ser Ser Ser Thr Lys Lys Thr Gin Leu 
20 25 30 

Gin Leu Glu His Leu Leu Leu Asp Leu Gin Met lie Leu Asn Gly lie 
35 40 45 

Asn Asn Tyr Lys Asn Pro Lys Leu Thr Arg Met Leu Thr Phe Lys Phe 
50 55 60 

Tyr Met Pro Lys Lys Ala Thr Glu Leu Lys His Leu Gin Cys Leu Glu 
65 70 75 80 

Glu Glu Leu Lys Pro Leu Glu Glu Val Leu Asn Leu Ala Gin Ser Lys 
85 90 95 

Asn Phe His Leu Arg Pro Arg Asp Leu lie Ser Asn lie Asn Val lie 
100 105 110 

Val Leu Glu Leu Lys Gly Ser Glu Thr Thr Phe Met Cys Glu Tyr Ala 
115 120 125 

Asp Glu Thr Ala Thr lie Val Glu Phe Leu Asn Arg Trp lie Thr Phe 
130 135 140 

Ser Gin Ser lie lie Ser Thr Leu Thr 
145 150 



<210> 511 
<211> 93 
<212> PRT 

<213> Homo sapiens 
<400> 511 

Met Lys lie Ser Val Ala Ala lie Pro Phe Phe Leu Leu lie Thr lie 
15 10 15 

Ala Leu Gly Thr Lys Thr Glu Ser Ser Ser Arg Gly Pro Tyr His Pro 
20 25 30 

Ser Glu Cys Cys Phe Thr Tyr Thr Thr Tyr Lys lie Pro Arg Gin Arg 
35 40 45 

lie Met Asp Tyr Tyr Glu Thr Asn Ser Gin Cys Ser Lys Pro Gly lie 
50 55 60 

Val Phe lie Thr Lys Arg Gly His Ser Val Cys Thr Asn Pro Ser Asp 
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65 



70 



75 



80 



Lys Trp Val Gin Asp 
85 



Tyr 



lie Lys Asp Met Lys 
90 



Glu 



Asn 



<210> 512 
<211> 249 
<212> PRT 

<213> Homo sapiens 
<400> 512 

Gin Val Gin Leu Gin Gin Ser Gly Ala Glu Val Lys Lys Pro Gly Ser 
15 10 15 

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn 
20 25 30 

Ala lie Asn Trp Val Arg Gin Ala Pro Gly Gin Gly Leu Glu Trp Met 
35 40 45 

Gly Gly lie He Pro Met Phe Gly Thr Ala Lys Tyr Ser Gin Asn Phe 
50 55 60 

Gin Gly Arg Val Ala He Thr Ala Asp Glu Ser Thr Gly Thr Ala Ser 
65 70 75 80 

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys 



Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro His His Ala Leu Ser Pro 
100 105 110 

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser 
115 120 125 

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu 
130 135 140 

Thr Gin Asp Pro Ala Val Ser Val Ala Leu Gly Gin Thr Val Arg Val 
145 150 155 160 

Thr Cys Gin Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gin 
165 170 175 

Gin Lys Pro Gly Gin Ala Pro Val Leu Val He Tyr Gly Lys Asn Asn 
180 185 190 

Arg Pro Ser Gly lie Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn 
195 200 205 

Thr Ala Ser Leu Thr He Thr Gly Ala Gin Ala Glu Asp Glu Ala Asp 
210 215 220 

Tyr Tyr Cys Ser Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly 
225 230 235 240 

Gly Gly Thr Glu Leu Thr Val Leu Gly 



85 



90 



95 



245 
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<210> 513 
<211> 193 
<212> PRT 

<213> Homo sapiens 
<400> 513 

Met Gly Val His Glu Cys Pro Ala Trp Leu Trp Leu Leu Leu Ser Leu 
15 10 15 

Leu Ser Leu Pro Leu Gly Leu Pro Val Leu Gly Ala Pro Pro Arg Leu 
20 25 30 

lie Cys Asp Ser Arg Val Leu Glu Arg Tyr Leu Leu Glu Ala Lys Glu 
35 40 45 

Ala Glu Asn lie Thr Thr Gly Cys Ala Glu His Cys Ser Leu Asn Glu 
50 55 60 

Asn lie Thr Val Pro Asp Thr Lys Val Asn Phe Tyr Ala Trp Lys Arg 
65 70 75 80 

Met Glu Val Gly Gin Gin Ala Val Glu Val Trp Gin Gly Leu Ala Leu 
85 90 95 

Leu Ser Glu Ala Val Leu Arg Gly Gin Ala Leu Leu Val Asn Ser Ser 
100 105 110 

Gin Pro Trp Glu Pro Leu Gin Leu His Val Asp Lys Ala Val Ser Gly 
115 120 125 

Leu Arg Ser Leu Thr Thr Leu Leu Arg Ala Leu Arg Ala Gin Lys Glu 
130 135 140 

Ala lie Ser Pro Pro Asp Ala Ala Ser Ala Ala Pro Leu Arg Thr lie 
145 150 155 160 

Thr Ala Asp Thr Phe Arg Lys Leu Phe Arg Val Tyr Ser Asn Phe Leu 
165 170 175 

Arg Gly Lys Leu Lys Leu Tyr Thr Gly Glu Ala Cys Arg Thr Gly Asp 
180 185 190 

Arg 



<210> 514 
<211> 193 
<212> PRT 

<213> Homo sapiens 
<400> 514 

Met Gly Val His Glu Cys Pro Ala Trp Leu Trp Leu Leu Leu Ser Leu 
1-5 10 15 

Leu Ser Leu Pro Leu Gly Leu Pro Val Leu Gly Ala Pro Pro Arg Leu 
20 25 30 

lie Cys Asp Ser Arg Val Leu Glu Arg Tyr Leu Leu Glu Ala Lys Glu 
35 40 45 

Ala Glu Asn lie Thr Thr Gly Cys Ala Glu His Cys Ser Leu Asn Glu 
50 55 60 
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Asn lie Thr Val Pro Asp Thr Lys Val Asn Phe Tyr Ala Trp Lys Arg 
65 70 75 80 



Met Glu Val Gly Gin Gin Ala Val Glu Val Trp Gin Gly Leu Ala Leu 
85 90 95 

Leu Ser Glu Ala Val Leu Arg Gly Gin Ala Leu Leu Val Asn Ser Ser 
100 105 110 

Gin Pro Trp Glu Pro Leu Gin Leu His Val Asp Lys Ala Val Ser Gly 
115 120 125 

Leu Arg Ser Leu Thr Thr Leu Leu Arg Ala Leu Arg Ala Gin Lys Glu 
130 135 140 

Ala lie Ser Pro Pro Asp Ala Ala Ser Ala Ala Pro Leu Arg Thr lie 
145 150 155 160 

Thr Ala Asp Thr Phe Arg Lys Leu Phe Arg Val Tyr Ser Asn Phe Leu 
165 170 175 

Arg Gly Lys Leu Lys Leu Tyr Thr Gly Glu Ala Cys Arg Thr Gly Asp 
180 185 190 

Arg 



<210> 515 
<211> 193 
<212> PRT 

<213> Homo sapiens 
<400> 515 

Met Gly Val His Glu Cys Pro Ala Trp Leu Trp Leu Leu Leu Ser Leu 
15 10 15 

Leu Ser Leu Pro Leu Gly Leu Pro Val Leu Gly Ala Pro Pro Arg Leu 
20 25 30 

lie Cys Asp Ser Arg Val Leu Glu Arg Tyr Leu Leu Glu Ala Lys Glu 
35 40 45 

Ala Glu Asn lie Thr Thr Gly Cys Ala Glu His Cys Ser Leu Asn Glu 
50 55 60 

Asn lie Thr Val Pro Asp Thr Lys Val Asn Phe Tyr Ala Trp Lys Arg 
65 70 75 80 

Met Glu Val Gly Gin Gin Ala Val Glu Val Trp Gin Gly Leu Ala Leu 
85 90 95 

Leu Ser Glu Ala Val Leu Arg Gly Gin Ala Leu Leu Val Asn Ser Ser 
100 105 110 

Gin Pro Trp Glu Pro Leu Gin Leu His Val Asp Lys Ala Val Ser Gly 
115 120 125 

Leu Arg Ser Leu Thr Thr Leu Leu Arg Ala Leu Arg Ala Gin Lys Glu 
130 135 140 

Ala lie Ser Pro Pro Asp Ala Ala Ser Ala Ala Pro Leu Arg Thr lie 
145 150 155 160 
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Thr Ala Asp Thr 

Arg Gly Lys Leu 
180 

Arg 



Phe Arg Lys Leu 
165 

Lys Leu Tyr Thr 



Phe Arg Val Tyr 
170 

Gly Glu Ala Cys 
185 



Ser Asn Phe Leu 
175 

Arg Thr Gly Asp 
190 



<210> 516 
<211> 193 
<212> PRT 

<213> Homo sapiens 
<400> 516 

Met Gly Val His Glu Cys Pro Ala Trp Leu Trp Leu Leu Leu Ser Leu 
15 10 15 

Leu Ser Leu Pro Leu Gly Leu Pro Val Leu Gly Ala Pro Pro Arg Leu 
20 25 30 

lie Cys Asp Ser Arg Val Leu Glu Arg Tyr Leu Leu Glu Ala Lys Glu 
35 40 45 

Ala Glu Asn lie Thr Thr Gly Cys Ala Glu His Cys Ser Leu Asn Glu 
50 55 60 

Asn lie Thr Val Pro Asp Thr Lys Val Asn Phe Tyr Ala Trp Lys Arg 
65 70 75 80 

Met Glu Val Gly Gin Gin Ala Val Glu Val Trp Gin Gly Leu Ala Leu 
85 90 95 

Leu Ser Glu Ala Val Leu Arg Gly Gin Ala Leu Leu Val Asn Ser Ser 
100 105 110 

Gin Pro Trp Glu Pro Leu Gin Leu His Val Asp Lys Ala Val Ser Gly 
115 120 125 

Leu Arg Ser Leu Thr Thr Leu Leu Arg Ala Leu Arg Ala Gin Lys Glu 
130 135 140 

Ala lie Ser Pro Pro Asp Ala Ala Ser Ala Ala Pro Leu Arg Thr lie 
145 150 155 160 

Thr Ala Asp Thr Phe Arg Lys Leu Phe Arg Val Tyr Ser Asn Phe Leu 
165 170 175 

Arg Gly Lys Leu Lys Leu Tyr Thr Gly Glu Ala Cys Arg Thr Gly Asp 
180 185 190 

Arg 



<210> 517 
<211> 26 
<212> PRT 

<213> Homo sapiens 
<400> 517 

Gly Asp Arg Leu His Cys Lys Pro Gin Arg Gin Ser Pro Trp Met Lys 
15 10 15 
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Cys Gin His Leu Asp Pro Glu Gly Gly Gly 
20 25 



<210> 518 
<211> 193 
<212> PRT 
<213> Homo sapiens 

<400> 518 

Met Gly Val His Glu Cys Pro Ala Trp Leu Trp Leu Leu Leu Ser Leu 
15 10 15 

Leu Ser Leu Pro Leu Gly Leu Pro Val Leu Gly Ala Pro Pro Arg Leu 
20 25 30 

lie Cys Asp Ser Arg Val Leu Glu Arg Tyr Leu Leu Glu Ala Lys Glu 
35 40 45 

Ala Glu Asn lie Thr Thr Gly Cys Ala Glu His Cys Ser Leu Asn Glu 
50 55 60 

Asn lie Thr Val Pro Asp Thr Lys Val Asn Phe Tyr Ala Trp Lys Arg 
65 70 75 80 

Met Glu Val Gly Gin Gin Ala Val Glu Val Trp Gin Gly Leu Ala Leu 
85 90 95 

Leu Ser Glu Ala Val Leu Arg Gly Gin Ala Leu Leu Val Asn Ser Ser 
100 105 110 

Gin Pro Trp Glu Pro Leu Gin Leu His Val Asp Lys Ala Val Ser Gly 
115 120 125 

Leu Arg Ser Leu Thr Thr Leu Leu Arg Ala Leu Arg Ala Gin Lys Glu 
130 135 140 

Ala lie Ser Pro Pro Asp Ala Ala Ser Ala Ala Pro Leu Arg Thr lie 
145 150 155 160 

Thr Ala Asp Thr Phe Arg Lys Leu Phe Arg Val Tyr Ser Asn Phe Leu 
165 170 175 

Arg Gly Lys Leu Lys Leu Tyr Thr Gly Glu Ala Cys Arg Thr Gly Asp 
180 185 190 

Arg 



<210> 519 
<211> 193 
<212> PRT 
<213> Homo sapiens 

<400> 519 

Met Gly Val His Glu Cys Pro Ala Trp Leu Trp Leu Leu Leu Ser Leu 
15 10 15 

Leu Ser Leu Pro Leu Gly Leu Pro Val Leu Gly Ala Pro Pro Arg Leu 
20 25 30 

lie Cys Asp Ser Arg Val Leu Glu Arg Tyr Leu Leu Glu Ala Lys Glu 
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35 



40 



45 



Ala Glu Asn lie Thr Thr Gly Cys Ala Glu His Cys Ser Leu Asn Glu 
50 55 60 

Asn lie Thr Val Pro Asp Thr Lys Val Asn Phe Tyr Ala Trp Lys Arg 
65 70 75 80 

Met Glu Val Gly Gin Gin Ala Val Glu Val Trp Gin Gly Leu Ala Leu 
85 90 95 

Leu Ser Glu Ala Val Leu Arg Gly Gin Ala Leu Leu Val Asn Ser Ser 
100 105 110 

Gin Pro Trp Glu Pro Leu Gin Leu His Val Asp Lys Ala Val Ser Gly 
115 120 125 

Leu Arg Ser Leu Thr Thr Leu Leu Arg Ala Leu Arg Ala Gin Lys Glu 
130 135 140 

Ala lie Ser Pro Pro Asp Ala Ala Ser Ala Ala Pro Leu Arg Thr lie 
145 150 155 160 

Thr Ala Asp Thr Phe Arg Lys Leu Phe Arg Val Tyr Ser Asn Phe Leu 
165 170 175 

Arg Gly Lys Leu Lys Leu Tyr Thr Gly Glu Ala Cys Arg Thr Gly Asp 
180 185 190 

Arg 



<210> 520 
<211> 193 
<212> PRT 

<213> Homo sapiens 
<400> 520 

Met Gly Val His Glu Cys Pro Ala Trp Leu Trp Leu Leu Leu Ser Leu 
15 10 15 

Leu Ser Leu Pro Leu Gly Leu Pro Val Leu Gly Ala Pro Pro Arg Leu 
20 25 30 

lie Cys Asp Ser Arg Val Leu Glu Arg Tyr Leu Leu Glu Ala Lys Glu 
35 40 45 

Ala Glu Asn lie Thr Thr Gly Cys Ala Glu His Cys Ser Leu Asn Glu 
50 55 60 

Asn lie Thr Val Pro Asp Thr Lys Val Asn Phe Tyr Ala Trp Lys Arg 
65 70 75 80 

Met Glu Val Gly Gin Gin Ala Val Glu Val Trp Gin Gly Leu Ala Leu 
85 90 95 

Leu Ser Glu Ala Val Leu Arg Gly Gin Ala Leu Leu Val Asn Ser Ser 
100 105 110 

Gin Pro Trp Glu Pro Leu Gin Leu His Val Asp Lys Ala Val Ser Gly 
115 120 125 

Leu Arg Ser Leu Thr Thr Leu Leu Arg Ala Leu Arg Ala Gin Lys Glu 
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130 



135 



140 



Ala lie Ser Pro Pro Asp Ala Ala Ser Ala Ala Pro Leu Arg Thr lie 
145 150 155 160 

Thr Ala Asp Thr Phe Arg Lys Leu Phe Arg Val Tyr Ser Asn Phe Leu 
165 170 175 

Arg Gly Lys Leu Lys Leu Tyr Thr Gly Glu Ala Cys Arg Thr Gly Asp 
180 185 190 

Arg 



<210> 521 
<211> 193 
<212> PRT 
<213> Homo sapiens 

<400> 521 

Met Gly Val His Glu Cys Pro Ala Trp Leu Trp Leu Leu Leu Ser Leu 
1 5 10 15 • 

Leu Ser Leu Pro Leu Gly Leu Pro Val Leu Gly Ala Pro Pro Arg Leu 
20 25 30 

lie Cys Asp Ser Arg Val Leu Glu Arg Tyr Leu Leu Glu Ala Lys Glu 
35 40 45 

Ala Glu Asn lie Thr Thr Gly Cys Ala Glu His Cys Ser Leu Asn Glu 
50 55 60 

Asn lie Thr Val Pro Asp Thr Lys Val Asn Phe Tyr Ala Trp Lys Arg 
65 70 75 80 

Met Glu Val Gly Gin Gin Ala Val Glu Val Trp Gin Gly Leu Ala Leu 
85 90 95 

Leu Ser Glu Ala Val Leu Arg Gly Gin Ala Leu Leu Val Asn Ser Ser 
100 105 110 

Gin Pro Trp Glu Pro Leu Gin Leu His Val Asp Lys Ala Val Ser Gly 
115 120 125 

Leu Arg Ser Leu Thr Thr Leu Leu Arg Ala Leu Arg Ala Gin Lys Glu 
130 135 140 

Ala lie Ser Pro Pro Asp Ala Ala Ser Ala Ala Pro Leu Arg Thr lie 
145 150 155 160 

Thr Ala Asp Thr Phe Arg Lys Leu Phe Arg Val Tyr Ser Asn Phe Leu 
165 170 175 

Arg Gly Lys Leu Lys Leu Tyr Thr Gly Glu Ala Cys Arg Thr Gly Asp 
180 185 190 



Arg 



<210> 522 



630 



<211> 93 
<212> PRT 

<213> Homo sapiens 
<400> 522 

Met Lys lie Ser Val Ala Ala lie Pro Phe Phe Leu Leu lie Thr lie 
15 10 15 

Ala Leu Gly Thr Lys Thr Glu Ser Ser Ser Arg Gly Pro Tyr His Pro 
20 25 30 

Ser Glu Cys Cys Phe Thr Tyr Thr Thr Tyr Lys lie Pro Arg Gin Arg 
35 40 45 

lie Met Asp Tyr Tyr Glu Thr Asn Ser Gin Cys Ser Lys Pro Gly lie 
50 55 60 

Val Phe lie Thr Lys Arg Gly His Ser Val Cys Thr Asn Pro Ser Asp 
65 70 75 . 80 

Lys Trp Val Gin Asp Tyr lie Lys Asp Met Lys Glu Asn 
85 90 



<210> 523 
<211> 26 
<212> PRT 

<213> Homo sapiens 
<400> 523 

Gly Asp Arg Leu His Cys Lys Pro Gin Arg Gin Ser Pro Trp Met Lys 
1 5 10 15 

Cys Gin His Leu Asp Pro Glu Gly Gly Gly 
20 25 



<210> 524 
<211> 26 
<212> PRT 

<213> Homo sapiens 
<400> 524 

Gly Asp Asp Asp Asp Cys Gly Trp lie Gly Phe Ala Asn Phe His Leu 
15 10 15 

Cys Leu His Gly Asp Pro Glu Gly Gly Gly 
20 25 



<210> 525 
<211> 26 
<212> PRT 

<213> Homo sapiens 
<400> 525 

Gly Asp Asp Asp Asp Cys Gly Trp lie Gly Phe Ala Asn Phe His Leu 
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10 



15 



Cys Leu His Gly Asp Pro Glu Gly Gly Gly 
20 25 



<210> 526 
<211> 187 
<212> PRT 

<213> Homo sapiens 
<400> 526 

Met Thr Asn Lys Cys Leu Leu Gin lie Ala Leu Leu Leu Cys Phe Ser 
15 10 15 

Thr Thr Ala Leu Ser Met Ser Tyr Asn Leu Leu Gly Phe Leu Gin Arg 
20 25 30 

Ser Ser Asn Phe Gin Cys Gin Lys Leu Leu Trp Gin Leu Asn Gly Arg 
35 40 45 

Leu Glu Tyr Cys Leu Lys Asp Arg Met Asn Phe Asp lie Pro Glu Glu 
50 55 60 

lie Lys Gin Leu Gin Gin Phe Gin Lys Glu Asp Ala Ala Leu Thr lie 
65 70 75 80 

Tyr Glu Met Leu Gin Asn lie Phe Ala lie Phe Arg Gin Asp Ser Ser 
85 90 95 

Ser Thr Gly Trp Asn Glu Thr lie Val Glu Asn Leu Leu Ala Asn Val 
100 105 110 

Tyr His Gin lie Asn His Leu Lys Thr Val Leu Glu Glu Lys Leu Glu 
115 120 125 

Lys Glu Asp Phe Thr Arg Gly Lys Leu Met Ser Ser Leu His Leu Lys 
130 135 140 

Arg Tyr Tyr Gly Arg lie Leu His Tyr Leu Lys Ala Lys Glu Tyr Ser 
145 150 155 160 

His Cys Ala Trp Thr lie Val Arg Val Glu lie Leu Arg Asn Phe Tyr 
165 170 175 

Phe lie Asn Arg Leu Thr Gly Tyr Leu Arg Asn 
180 185 



<210> 527 
<211> 166 
<212> PRT 

<213> Homo sapiens 
<400> 527 

Met Ser Tyr Asn Leu Leu Gly Phe Leu Gin Arg Ser Ser Asn Phe Gin 
15 10 15 

Cys Gin Lys Leu Leu Trp Gin Leu Asn Gly Arg Leu Glu Tyr Cys Leu 
20 25 30 
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Lys Asp Arg Met Asn Phe 
35 

Gin Phe Gin Lys Glu Asp 
50 

Asn lie Phe Ala lie Phe 
65 70 

Glu Thr He Val Glu Asn 
85 

His Leu Lys Thr Val Leu 
100 

Arg Gly Lys Leu Met Ser 
115 

He Leu His Tyr Leu Lys 
130 

He Val Arg Val Glu He 
145 150 

Thr Gly Tyr Leu Arg Asn 
165 



Asp He Pro Glu Glu 
40 

Ala Ala Leu Thr He 
55 

Arg Gin Asp Ser Ser 
75 

Leu Leu Ala Asn Val 
90 

Glu Glu Lys Leu Glu 
105 

Ser Leu His Leu Lys 
120 

Ala Lys Glu Tyr Ser 
135 

Leu Arg Asn Phe Tyr 
155 



He Lys Gin Leu Gin 
45 

Tyr Glu Met Leu Gin 
60 

Ser Thr Gly Trp Asn 
80 

Tyr His Gin He Asn 
95 

Lys Glu Asp Phe Thr 
110 

Arg Tyr Tyr Gly Arg 
125 

His Cys Ala Trp Thr 
140 

Phe He Asn Arg Leu 
160 



<210> 528 
<211> 401 
<212> PRT 

<213> Homo sapiens 
<400> 528 

Met Asn Lys Leu Leu Cys Cys Ala Leu Val Phe Leu Asp He Ser He 
15 10 15 

Lys Trp Thr Thr Gin Glu Thr Phe Pro Pro Lys Tyr Leu His Tyr Asp 
20 25 30 

Glu Glu Thr Ser His Gin Leu Leu Cys Asp Lys Cys Pro Pro Gly Thr 
35 40 45 

Tyr Leu Lys Gin His Cys Thr Ala Lys Trp Lys Thr Val Cys Ala Pro 
50 55 60 

Cys Pro Asp His Tyr Tyr Thr Asp Ser Trp His Thr Ser Asp Glu Cys 
65 70 75 80 

Leu Tyr Cys Ser Pro Val Cys Lys Glu Leu Gin Tyr Val Lys Gin Glu 
85 90 95 

Cys Asn Arg Thr His Asn Arg Val Cys Glu Cys Lys Glu Gly Arg Tyr 
100 105 110 

Leu Glu He Glu Phe Cys Leu Lys His Arg Ser Cys Pro Pro Gly Phe 
115 120 125 

Gly Val Val Gin Ala Gly Thr Pro Glu Arg Asn Thr Val Cys Lys Arg 
130 135 140 

Cys Pro Asp Gly Phe Phe Ser Asn Glu Thr Ser Ser Lys Ala Pro Cys 
145 150 155 160 
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J 



Arg Lys His Thr Asn Cys Ser Val Phe Gly Leu Leu Leu Thr Gin Lys 
165 170 175 



Gly Asn Ala Thr His Asp Asn lie Cys Ser Gly Asn Ser Glu Ser Thr 
180 185 190 

Gin Lys Cys Gly lie Asp Val Thr Leu Cys Glu Glu Ala Phe Phe Arg 
195 200 205 

Phe Ala Val Pro Thr Lys Phe Thr Pro Asn Trp Leu Ser Val Leu Val 
210 215 220 

Asp Asn Leu Pro Gly Thr Lys Val Asn Ala Glu Ser Val Glu Arg lie 
225 230 235 240 

Lys Arg Gin His Ser Ser Gin Glu Gin Thr Phe Gin Leu Leu Lys Leu 
245 250 255 

Trp Lys His Gin Asn Lys Asp Gin Asp lie Val Lys Lys lie lie Gin 
260 265 270 

Asp lie Asp Leu Cys Glu Asn Ser Val Gin Arg His lie Gly His Ala 
275 280 285 

Asn Leu Thr Phe Glu Gin Leu Arg Ser Leu Met Glu Ser Leu Pro Gly 
290 295 300 

Lys Lys Val Gly Ala Glu Asp lie Glu Lys Thr lie Lys Ala Cys Lys 
305 310 315 320 

Pro Ser Asp Gin lie Leu Lys Leu Leu Ser Leu Trp Arg lie Lys Asn 
325 330 335 

Gly Asp Gin Asp Thr Leu Lys Gly Leu Met His Ala Leu Lys His Ser 
340 345 350 

Lys Thr Tyr His Phe Pro Lys Thr Val Thr Gin Ser Leu Lys Lys Thr 
355 360 365 

lie Arg Phe Leu His Ser Phe Thr Met Tyr Lys Leu Tyr Gin Lys Leu 
370 375 380 

Phe Leu Glu Met lie Gly Asn Gin Val Gin Ser Val Lys lie Ser Cys 
385 390 395 400 



Leu 



<210> 529 
<211> 401 
<212> PRT 

<213> Homo sapiens 
<400> 529 

Met Asn Lys Leu Leu Cys Cys Ala Leu Val Phe Leu Asp lie Ser lie 
15 10 15 

Lys Trp Thr Thr Gin Glu Thr Phe Pro Pro Lys Tyr Leu His Tyr Asp 
20 25 30 

Glu Glu Thr Ser His Gin Leu Leu Cys Asp Lys Cys Pro Pro Gly Thr 
35 40 45 
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Tyr Leu Lys Gin His Cys Thr Ala Lys Trp Lys Thr Val Cys Ala Pro 
50 55 60 

Cys Pro Asp His Tyr Tyr Thr Asp Ser Trp His Thr Ser Asp Glu Cys 
65 70 75 80 

Leu Tyr Cys Ser Pro Val Cys Lys Glu Leu Gin Tyr Val Lys Gin Glu 
85 90 95 

Cys Asn Arg Thr His Asn Arg Val Cys Glu Cys Lys Glu Gly Arg Tyr 
100 105 110 

Leu Glu lie Glu Phe Cys Leu Lys His Arg Ser Cys Pro Pro Gly Phe 
115 120 125 

Gly Val Val Gin Ala Gly Thr Pro Glu Arg Asn Thr Val Cys Lys Arg 
130 135 140 

Cys Pro Asp Gly Phe Phe Ser Asn Glu Thr Ser Ser Lys Ala Pro Cys 
145 150 155 160 

Arg Lys His Thr Asn Cys Ser Val Phe Gly Leu Leu Leu Thr Gin Lys 
165 170 175 

Gly Asn Ala Thr His Asp Asn lie Cys Ser Gly Asn Ser Glu Ser Thr 
180 185 190 

Gin Lys Cys Gly lie Asp Val Thr Leu Cys Glu Glu Ala Phe Phe Arg 
195 200 205 

Phe Ala Val Pro Thr Lys Phe Thr Pro Asn Trp Leu Ser Val Leu Val 
210 215 220 

Asp Asn Leu Pro Gly Thr Lys Val Asn Ala Glu Ser Val Glu Arg lie 
225 230 235 240 

Lys Arg Gin His Ser Ser Gin Glu Gin Thr Phe Gin Leu Leu Lys Leu 
245 250 255 

Trp Lys His Gin Asn Lys Asp Gin Asp lie Val Lys Lys lie lie Gin 
260 265 270 

Asp lie Asp Leu Cys Glu Asn Ser Val Gin Arg His lie Gly His Ala 
275 280 285 

Asn Leu Thr Phe Glu Gin Leu Arg Ser Leu Met Glu Ser Leu Pro Gly 
290 295 300 

Lys Lys Val Gly Ala Glu Asp lie Glu Lys Thr lie Lys Ala Cys Lys 
305 310 315 320 

Pro Ser Asp Gin lie Leu Lys Leu Leu Ser Leu Trp Arg lie Lys Asn 
325 330 335 

Gly Asp Gin Asp Thr Leu Lys Gly Leu Met His Ala Leu Lys His Ser 
340 345 350 

Lys Thr Tyr His Phe Pro Lys Thr Val Thr Gin Ser Leu Lys Lys Thr 
355 360 365 

lie Arg Phe Leu His Ser Phe Thr Met Tyr Lys Leu Tyr Gin Lys Leu 
370 375 380 
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Phe Leu Glu Met lie Gly Asn Gin Val Gin Ser Val Lys lie Ser Cys 
385 390 395 400 



Leu 



<210> 530 
<211> 84 
<212> PRT 

<213> Homo sapiens 
<400> 530 

Ser Val Ser Glu lie Gin Leu Met His Asn Leu Gly Lys His Leu Asn 
15 10 15 

Ser Met Glu Arg Val Glu Trp Leu Arg Lys Lys Leu Gin Asp Val His 
20 25 30 

Asn Phe Val Ala Leu Gly Ala Pro Leu Ala Pro Arg Asp Ala Gly Ser 
35 40 45 

Gin Arg Pro Arg Lys Lys Glu Asp Asn Val Leu Val Glu Ser His Glu 
50 55 60 

Lys Ser Leu Gly Glu Ala Asp Lys Ala Asp Val Asn Val Leu Thr Lys 
65 70 75 80 

Ala Lys Ser Gin 



<210> 531 

<211> 84 

<212> PRT 

<213> Homo sapiens 

<400> 531 

Ser Val Ser Glu lie Gin Leu Met His Asn Leu Gly Lys His Leu Asn 
15 10 15 

Ser Met Glu Arg Val Glu Trp Leu Arg Lys Lys Leu Gin Asp Val His 
20 25 30 

Asn Phe Val Ala Leu Gly Ala Pro Leu Ala Pro Arg Asp Ala Gly Ser 
35 40 45 

Gin Arg Pro Arg Lys Lys Glu Asp Asn Val Leu Val Glu Ser His Glu 
50 55 60 

Lys Ser Leu Gly Glu Ala Asp Lys Ala Asp Val Asn Val Leu Thr Lys 
65 70 75 80 

Ala Lys Ser Gin 



<210> 532 

<211> 84 

<212> PRT 

<213> Homo sapiens 

<400> 532 

Ser Val Ser Glu lie Gin Leu Met His Asn Leu Gly Lys His Leu Asn 
15 10 15 
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Ser Met Glu Arg Val Glu Trp Leu Arg Lys Lys Leu Gin Asp Val His 
20 25 30 

Asn Phe Val Ala Leu Gly Ala Pro Leu Ala Pro Arg Asp Ala Gly Ser 
35 40 45 

Gin Arg Pro Arg Lys Lys Glu Asp Asn Val Leu Val Glu Ser His Glu 
50 55 60 

Lys Ser Leu Gly Glu Ala Asp Lys Ala Asp Val Asn Val Leu Thr Lys 
65 70 75 80 

Ala Lys Ser Gin 



<210> 533 
<211> 9 
<212> PRT 

<213> Homo sapiens 
<400> 533 

Glu Trp Pro Arg Pro Gin lie Pro Pro 
1 5 

<210> 534 
<211> 9 
<212> PRT 

<213> Homo sapiens 
<400> 534 

Glu Trp Pro Arg Pro Gin lie Pro Pro 
1 5 



<210> 535 
<211> 153 
<212> PRT 

<213> Homo sapiens 
<400> 535 

Met Tyr Arg Met Gin Leu Leu Ser Cys lie Ala Leu Ser Leu Ala Leu 
15 10 15 

Val Thr Asn Ser Ala Pro Thr Ser Ser Ser Thr Lys Lys Thr Gin Leu 
20 25 30 

Gin Leu Glu His Leu Leu Leu Asp Leu Gin Met lie Leu Asn Gly lie 
35 40 45 

Asn Asn Tyr Lys Asn Pro Lys Leu Thr Arg Met Leu Thr Phe Lys Phe 
50 55 60 

Tyr Met Pro Lys Lys Ala Thr Glu Leu Lys His Leu Gin Cys Leu Glu 
65 70 75 80 

Glu Glu Leu Lys Pro Leu Glu Glu Val Leu Asn Leu Ala Gin Ser Lys 
85 90 95 

Asn Phe His Leu Arg Pro Arg Asp Leu lie Ser Asn lie Asn Val lie 
100 105 110 

Val Leu Glu Leu Lys Gly Ser Glu Thr Thr Phe Met Cys Glu Tyr Ala 
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115 120 125 

Asp Glu Thr Ala Thr lie Val Glu Phe Leu Asn Arg Trp lie Thr Phe 
130 135 140 

Cys Gin Ser lie lie Ser Thr Leu Thr 
145 150 



<210> 536 
<211> 153 
<212> PRT 
<213> Homo sapiens 

<400> 536 

Met Tyr Arg Met Gin Leu Leu Ser Cys lie Ala Leu Ser Leu Ala Leu 
15 10 15 

Val Thr Asn Ser Ala Pro Thr Ser Ser Ser Thr Lys Lys Thr Gin Leu 
20 25 30 

Gin Leu Glu His Leu Leu Leu Asp Leu Gin Met lie Leu Asn Gly lie 
35 40 45 

Asn Asn Tyr Lys Asn Pro Lys Leu Thr Arg Met Leu Thr Phe Lys Phe 
50 55 60 

Tyr Met Pro Lys Lys Ala Thr Glu Leu Lys His Leu Gin Cys Leu Glu 
65 70 75 80 

Glu Glu Leu Lys Pro Leu Glu Glu Val Leu Asn Leu Ala Gin Ser Lys 
85 90 95 

Asn Phe His Leu Arg Pro Arg Asp Leu lie Ser Asn lie Asn Val lie 
100 105 110 

Val Leu Glu Leu Lys Gly Ser Glu Thr Thr Phe Met Cys Glu Tyr Ala 
115 120 125 

Asp Glu Thr Ala Thr lie Val Glu Phe Leu Asn Arg Trp lie Thr Phe 
130 135 140 

Cys Gin Ser lie lie Ser Thr Leu Thr 
145 150 



<210> 537 
<211> 193 
<212> PRT 

<213> Homo sapiens 
<400> 537 

Met Gly Val His Glu Cys Pro Ala Trp Leu Trp Leu Leu Leu Ser Leu 
15 10 15 

Leu Ser Leu Pro Leu Gly Leu Pro Val Leu Gly Ala Pro Pro Arg Leu 
20 25 30 

lie Cys Asp Ser Arg Val Leu Glu Arg Tyr Leu Leu Glu Ala Lys Glu 
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Ala Glu Asn lie Thr Thr Gly Cys Ala Glu His Cys Ser Leu Asn Glu 
50 55 60 



Asn lie Thr Val Pro Asp Thr Lys Val Asn Phe Tyr Ala Trp Lys Arg 
65 70 75 80 

Met Glu Val Gly Gin Gin Ala Val Glu Val Trp Gin Gly Leu Ala Leu 
85 90 95 

Leu Ser Glu Ala Val Leu Arg Gly Gin Ala Leu Leu Val Asn Ser Ser 
100 105 110 

Gin Pro Trp Glu Pro Leu Gin Leu His Val Asp Lys Ala Val Ser Gly 
115 120 125 

Leu Arg Ser Leu Thr Thr Leu Leu Arg Ala Leu Arg Ala Gin Lys Glu 
130 135 140 

Ala lie Ser Pro Pro Asp Ala Ala Ser Ala Ala Pro Leu Arg Thr lie 
145 150 155 160 

Thr Ala Asp Thr Phe Arg Lys Leu Phe Arg Val Tyr Ser Asn Phe Leu 
165 170 175 

Arg Gly Lys Leu Lys Leu Tyr Thr Gly Glu Ala Cys Arg Thr Gly Asp 
180 185 190 

Arg 



<210> 538 
<211> 187 
<212> PRT 

<213> Homo sapiens 
<400> 538 

Met Thr Asn Lys Cys Leu Leu Gin lie Ala Leu Leu Leu Cys Phe Ser 
15 10 15 

Thr Thr Ala Leu Ser Met Ser Tyr Asn Leu Leu Gly Phe Leu Gin Arg 
20 25 30 

Ser Ser Asn Phe Gin Cys Gin Lys Leu Leu Trp Gin Leu Asn Gly Arg 
35 40 45 

Leu Glu Tyr Cys Leu Lys Asp Arg Met Asn Phe Asp lie Pro Glu Glu 
50 55 60 

lie Lys Gin Leu Gin Gin Phe Gin Lys Glu Asp Ala Ala Leu Thr lie 
65 70 75 80 

Tyr Glu Met Leu Gin Asn He Phe Ala He Phe Arg Gin Asp Ser Ser 
85 90 95 

Ser Thr Gly Trp Asn Glu Thr He Val Glu Asn Leu Leu Ala Asn Val 
100 105 110 

Tyr His Gin He Asn His Leu Lys Thr Val Leu Glu Glu Lys Leu Glu 
115 120 125 

Lys Glu Asp Phe Thr Arg Gly Lys Leu Met Ser Ser Leu His Leu Lys 
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130 135 140 

Arg Tyr Tyr Gly Arg lie Leu His Tyr Leu Lys Ala Lys Glu Tyr Ser 
145 150 155 160 

His Cys Ala Trp Thr lie Val Arg Val Glu lie Leu Arg Asn Phe Tyr 
165 170 175 

Phe lie Asn Arg Leu Thr Gly Tyr Leu Arg Asn 
180 185 



<210> 539 
<211> 166 
<212> PRT 

<213> Homo sapiens 
<400> 539 

Met Ser Tyr Asn Leu Leu Gly Phe Leu Gin Arg Ser Ser Asn Phe Gin 
15 10 15 

Cys Gin Lys Leu Leu Trp Gin Leu Asn Gly Arg Leu Glu Tyr Cys Leu 
20 25 30 

Lys Asp Arg Met Asn Phe Asp lie Pro Glu Glu lie Lys Gin Leu Gin 
35 40 45 

Gin Phe Gin Lys Glu Asp Ala Ala Leu Thr lie Tyr Glu Met Leu Gin 
50 55 60 

Asn lie Phe Ala lie Phe Arg Gin Asp Ser Ser Ser Thr Gly Trp Asn 
65 70 75 80 

Glu Thr lie Val Glu Asn Leu Leu Ala Asn Val Tyr His Gin lie Asn 
85 90 95 

His Leu Lys Thr Val Leu Glu Glu Lys Leu Glu Lys Glu Asp Phe Thr 
100 105 110 

Arg Gly Lys Leu Met Ser Ser Leu His Leu Lys Arg Tyr Tyr Gly Arg 
115 120 125 

lie Leu His Tyr Leu Lys Ala Lys Glu Tyr Ser His Cys Ala Trp Thr 
130 135 140 

lie Val Arg Val Glu lie Leu Arg Asn Phe Tyr Phe lie Asn Arg Leu 
145 150 155 160 

Thr Gly Tyr Leu Arg Asn 
165 



<210> 540 
<211> 144 
<212> PRT 

<213> Homo sapiens 
<400> 540 

Met Trp Leu Gin Ser Leu Leu Leu Leu Gly Thr Val Ala Cys Ser lie 
15 10 15 

Ser Ala Pro Ala Arg Ser Pro Ser Pro Ser Thr Gin Pro Trp Glu His 
20 25 30 
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Val Asn Ala lie Gin Glu Ala Arg 
35 40 

Thr Ala Ala Glu Met Asn Glu Thr 
50 55 

Asp Leu Gin Glu Pro Thr Cys Leu 
65 70 

Gin Gly Leu Arg Gly Ser Leu Thr 
85 

Met Ala Ser His Tyr Lys Gin His 
100 

Cys Ala Thr Gin lie lie Thr Phe 
115 120 

Asp Phe Leu Leu Val lie Pro Phe 
130 135 



Arg Leu Leu Asn Leu Ser Arg Asp 
45 

Val Glu Val lie Ser Glu Met Phe 
60 

Gin Thr Arg Leu Glu Leu Tyr Lys 
75 80 

Lys Leu Lys Gly Pro Leu Thr Met 
90 95 

Cys Pro Pro Thr Pro Glu Thr Ser 
105 110 

Glu Ser Phe Lys Glu Asn Leu Lys 
125 

Asp Cys Trp Glu Pro Val Gin Glu 
140 



<210> 541 
<211> 144 
<212> PRT 

<213> Homo sapiens 
<400> 541 

Met Trp Leu Gin Ser Leu Leu Leu Leu Gly Thr Val Ala Cys Ser lie 
15 10 15 

Ser Ala Pro Ala Arg Ser Pro Ser Pro Ser Thr Gin Pro Trp Glu His 
20 25 30 

Val Asn Ala lie Gin Glu Ala Arg Arg Leu Leu Asn Leu Ser Arg Asp 
35 40 45 

Thr Ala Ala Glu Met Asn Glu Thr Val Glu Val lie Ser Glu Met Phe 
50 55 60 

Asp Leu Gin Glu Pro Thr Cys Leu Gin Thr Arg Leu Glu Leu Tyr Lys 
65 70 75 80 

Gin Gly Leu Arg Gly Ser Leu Thr Lys Leu Lys Gly Pro Leu Thr Met 
85 90 95 

Met Ala Ser His Tyr Lys Gin His Cys Pro Pro Thr Pro Glu Thr Ser 
100 105 110 

Cys Ala Thr Gin lie lie Thr Phe Glu Ser Phe Lys Glu Asn Leu Lys 
115 120 125 

Asp Phe Leu Leu Val lie Pro Phe Asp Cys Trp Glu Pro Val Gin Glu 
130 135 140 
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<210> 542 
<211> 401 
<212> PRT 

<213> Homo sapiens 
<400> 542 

Met Asn Lys Leu Leu Cys Cys Ala Leu Val Phe Leu Asp lie Ser lie 
15 10 15 

Lys Trp Thr Thr Gin Glu Thr Phe Pro Pro Lys Tyr Leu His Tyr Asp 
20 25 30 

Glu Glu Thr Ser His Gin Leu Leu Cys Asp Lys Cys Pro Pro Gly Thr 
35 40 45 

Tyr Leu Lys Gin His Cys Thr Ala Lys Trp Lys Thr Val Cys Ala Pro 
50 55 60 

Cys Pro Asp His Tyr Tyr Thr Asp Ser Trp His Thr Ser Asp Glu Cys 
65 70 75 80 

Leu Tyr Cys Ser Pro Val Cys Lys Glu Leu Gin Tyr Val Lys Gin Glu 
85 90 95 

Cys Asn Arg Thr His Asn Arg Val Cys Glu Cys Lys Glu Gly Arg Tyr 
100 105 110 

Leu Glu lie Glu Phe Cys Leu Lys His Arg Ser Cys Pro Pro Gly Phe 
115 120 125 

Gly Val Val Gin Ala Gly Thr Pro Glu Arg Asn Thr Val Cys Lys Arg 
130 135 140 

Cys Pro Asp Gly Phe Phe Ser Asn Glu Thr Ser Ser Lys Ala Pro Cys 
145 150 155 160 

Arg Lys His Thr Asn Cys Ser Val Phe Gly Leu Leu Leu Thr Gin Lys 
165 170 175 

Gly Asn Ala Thr His Asp Asn lie Cys Ser Gly Asn Ser Glu Ser Thr 
180 185 190 

Gin Lys Cys Gly lie Asp Val Thr Leu Cys Glu Glu Ala Phe Phe Arg 
195 200 205 

Phe Ala Val Pro Thr Lys Phe Thr Pro Asn Trp Leu Ser Val Leu Val 
210 215 220 

Asp Asn Leu Pro Gly Thr Lys Val Asn Ala Glu Ser Val Glu Arg lie 
225 230 235 240 

Lys Arg Gin His Ser Ser Gin Glu Gin Thr Phe Gin Leu Leu Lys Leu 
245 250 255 

Trp Lys His Gin Asn Lys Asp Gin Asp lie Val Lys Lys lie lie Gin 
260 265 270 

Asp lie Asp Leu Cys Glu Asn Ser Val Gin Arg His lie Gly His Ala 
275 280 285 

Asn Leu Thr Phe Glu Gin Leu Arg Ser Leu Met Glu Ser Leu Pro Gly 
290 295 300 
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Lys Lys Val Gly Ala Glu Asp He Glu Lys Thr He Lys Ala Cys Lys 
305 310 315 320 

Pro Ser Asp Gin He Leu Lys Leu Leu Ser Leu Trp Arg He Lys Asn 
325 330 335 

Gly Asp Gin Asp Thr Leu Lys Gly Leu Met His Ala Leu Lys His Ser 
340 345 350 

Lys Thr Tyr His Phe Pro Lys Thr Val Thr Gin Ser Leu Lys Lys Thr 
355 360 365 

He Arg Phe Leu His Ser Phe Thr Met Tyr Lys Leu Tyr Gin Lys Leu 
370 375 380 

Phe Leu Glu Met He Gly Asn Gin Val Gin Ser Val Lys He Ser Cys 
385 390 395 400 

Leu 

<210> 543 
<211> 380 
<212> PRT 

<213> Homo sapiens 
<400> 543 

Glu Thr Phe Pro Pro Lys Tyr Leu His Tyr Asp Glu Glu Thr Ser His 
15 10 15 

Gin Leu Leu Cys Asp Lys Cys Pro Pro Gly Thr Tyr Leu Lys Gin His 
20 25 30 

Cys Thr Ala Lys Trp Lys Thr Val Cys Ala Pro Cys Pro Asp His Tyr 
35 40 45 

Tyr Thr Asp Ser Trp His Thr Ser Asp Glu Cys Leu Tyr Cys Ser Pro 
50 55 60 

Val Cys Lys Glu Leu Gin Tyr Val Lys Gin Glu Cys Asn Arg Thr His 
65 70 75 80 

Asn Arg Val Cys Glu Cys Lys Glu Gly Arg Tyr Leu Glu He Glu Phe 
85 90 95 

Cys Leu Lys His Arg Ser Cys Pro Pro Gly Phe Gly Val Val Gin Ala 
100 . 105 110 

Gly Thr Pro Glu Arg Asn Thr Val Cys Lys Arg Cys Pro Asp Gly Phe 
115 120 125 

Phe Ser Asn Glu Thr Ser Ser Lys Ala Pro Cys Arg Lys His Thr Asn 
130 135 140 

Cys Ser Val Phe Gly Leu Leu Leu Thr Gin Lys Gly Asn Ala Thr His 
145 150 155 160 

Asp Asn He Cys Ser Gly Asn Ser Glu Ser Thr Gin Lys Cys Gly He 
165 170 175 

Asp Val Thr Leu Cys Glu Glu Ala Phe Phe Arg Phe Ala Val Pro Thr 
180 185 190 

Lys Phe Thr Pro Asn Trp Leu Ser Val Leu Val Asp Asn Leu Pro Gly 
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195 



200 



205 



Thr Lys Val Asn Ala Glu 
210 

Ser Gin Glu Gin Th/ Phe 
225 230 

Lys Asp Gin Asp lie Val 
245 

Glu Asn Ser Val Gin Arg 
260 

Gin Leu Arg Ser Leu Met 
275 

Glu Asp lie Glu Lys Thr 
290 

Leu Lys Leu Leu Ser Leu 
305 310 

Leu Lys Gly Leu Met His 
325 

Pro Lys Thr Val Thr Gin 
340 

Ser Phe Thr Met Tyr Lys 
355 

Gly Asn Gin Val Gin Ser 
370 



Ser Val Glu Arg lie 
215 

Gin Leu Leu Lys Leu 
235 

Lys Lys lie lie Gin 
250 

His lie Gly His Ala 
265 

Glu Ser Leu Pro Gly 
280 

lie Lys Ala Cys Lys 
295 

Trp Arg lie Lys Asn 
315 

Ala Leu Lys His Ser 
330 

Ser Leu Lys Lys Thr 
345 

Leu Tyr Gin Lys Leu 
360 

Val Lys lie Ser Cys 
375 



Lys Arg Gin His Ser 
220 

Trp Lys His Gin Asn 
240 

Asp lie Asp Leu Cys 
255 

Asn Leu Thr Phe Glu 
270 

Lys Lys Val Gly Ala 
285 

Pro Ser Asp Gin lie 
300 

Gly Asp Gin Asp Thr 
320 

Lys Thr Tyr His Phe 
335 

lie Arg Phe Leu His 
350 

Phe Leu Glu Met lie 
365 

Leu 
380 



<210> 544 
<211> 285 
<212> PRT 

<213> Homo sapiens 
<400> 544 

Met Asp Asp Ser Thr Glu Arg Glu Gin Ser Arg Leu Thr Ser Cys Leu 
15 10 15 

Lys Lys Arg Glu Glu Met Lys Leu Lys Glu Cys Val Ser lie Leu Pro 
20 25 30 

Arg Lys Glu Ser Pro Ser Val Arg Ser Ser Lys Asp Gly Lys Leu Leu 
35 40 45 

Ala Ala Thr Leu Leu Leu Ala Leu Leu Ser Cys Cys Leu Thr Val Val 
50 55 60 

Ser Phe Tyr Gin Val Ala Ala Leu Gin Gly Asp Leu Ala Ser Leu Arg 
65 70 75 80 

Ala Glu Leu Gin Gly His His Ala Glu Lys Leu Pro Ala Gly Ala Gly 
85 90 95 

Ala Pro Lys Ala Gly Leu Glu Glu Ala Pro Ala Val Thr Ala Gly Leu 
100 105 110 
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Lys lie Phe Glu Pro Pro Ala Pro Gly Glu Gly Asn Ser Ser Gin Asn 
115 120 125 



Ser Arg Asn Lys Arg Ala Val Gin Gly Pro Glu Glu Thr Val Thr Gin 
130 135 140 

Asp Cys Leu Gin Leu lie Ala Asp Ser Glu Thr Pro Thr lie Gin Lys 
145 150 155 160 

Gly Ser Tyr Thr Phe Val Pro Trp Leu Leu Ser Phe Lys Arg Gly Ser 
165 170 175 

Ala Leu Glu Glu Lys Glu Asn Lys lie Leu Val Lys Glu Thr Gly Tyr 
180 185 190 

Phe Phe lie Tyr Gly Gin Val Leu Tyr Thr Asp Lys Thr Tyr Ala Met 
195 200 205 

Gly His Leu lie Gin Arg Lys Lys Val His Val Phe Gly Asp Glu Leu 
210 215 220 

Ser Leu Val Thr Leu Phe Arg Cys lie Gin Asn Met Pro Glu Thr Leu 
225 230 235 240 

Pro Asn Asn Ser Cys Tyr Ser Ala Gly lie Ala Lys Leu Glu Glu Gly 
245 250 255 

Asp Glu Leu Gin Leu Ala lie Pro Arg Glu Asn Ala Gin lie Ser Leu 
260 265 270 

Asp Gly Asp Val Thr Phe Phe Gly Ala Leu Lys Leu Leu 
275 280 285 



<210> 545 
<211> 152 
<212> PRT 

<213> Homo sapiens 
<400> 545 

Ala Val Gin Gly Pro Glu Glu Thr Val Thr Gin Asp Cys Leu Gin Leu 
15 10 15 

lie Ala Asp Ser Glu Thr Pro Thr lie Gin Lys Gly Ser Tyr Thr Phe 
20 25 30 

Val Pro Trp Leu Leu Ser Phe Lys Arg Gly Ser Ala Leu Glu Glu Lys 
35 40 45 

Glu Asn Lys lie Leu Val Lys Glu Thr Gly Tyr Phe Phe lie Tyr Gly 
50 55 60 

Gin Val Leu Tyr Thr Asp Lys Thr Tyr Ala Met Gly His Leu lie Gin 
65 70 75 80 

Arg Lys Lys Val His Val Phe Gly Asp Glu Leu Ser Leu Val Thr Leu 
85 90 95 

Phe Arg Cys lie Gin Asn Met Pro Glu Thr Leu Pro Asn Asn Ser Cys 
100 105 110 

Tyr Ser Ala Gly lie Ala Lys Leu Glu Glu Gly Asp Glu Leu Gin Leu 
115 120 125 
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Ala lie Pro Arg Glu Asn Ala Gin lie Ser Leu Asp Gly Asp Val Thr 
130 135 140 

Phe Phe Gly Ala Leu Lys Leu Leu 
145 150 



<210> 546 
<211> 89 
<212> PRT 

<213> Homo sapiens 
<400> 546 

Met Lys Gly Leu Ala Ala Ala Leu Leu Val Leu Val Cys Thr Met Ala 
15 10 15 

Leu Cys Ser Cys Ala Gin Val Gly Thr Asn Lys Glu Leu Cys Cys Leu 
20 25 30 

Val Tyr Thr Ser Trp Gin lie Pro Gin Lys Phe lie Val Asp Tyr Ser 
35 40 45 

Glu Thr Ser Pro Gin Cys Pro Lys Pro Gly Val lie Leu Leu Thr Lys 
50 55 60 

Arg Gly Arg Gin lie Cys Ala Asp Pro Asn Lys Lys Trp Val Gin Lys 
65 70 75 80 

Tyr lie Ser Asp Leu Lys Leu Asn Ala 
85 



<210> 547 
<211> 193 
<212> PRT 

<213> Homo sapiens 
<400> 547 

Met Gly Val His Glu Cys Pro Ala Trp Leu Trp Leu Leu Leu Ser Leu 
15 10 15 

Leu Ser Leu Pro Leu Gly Leu Pro Val Leu Gly Ala Pro Pro Arg Leu 
20 25 30 

lie Cys Asp Ser Arg Val Leu Glu Arg Tyr Leu Leu Glu Ala Lys Glu 
35 40 45 

Ala Glu Asn lie Thr Thr Gly Cys Ala Glu His Cys Ser Leu Asn Glu 
50 55 60 

Asn He Thr Val Pro Asp Thr Lys Val Asn Phe Tyr Ala Trp Lys Arg 
65 70 75 80 

Met Glu Val Gly Gin Gin Ala Val Glu Val Trp Gin Gly Leu Ala Leu 
85 90 95 

Leu Ser Glu Ala Val Leu Arg Gly Gin Ala Leu Leu Val Asn Ser Ser 
100 105 110 
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Gin Pro Trp Glu Pro Leu Gin Leu His Val Asp Lys Ala Val Ser Gly 
115 120 125 

Leu Arg Ser Leu Thr Thr Leu Leu Arg Ala Leu Arg Ala Gin Lys Glu 
130 135 140 

Ala lie Ser Pro Pro Asp Ala Ala Ser Ala Ala Pro Leu Arg Thr lie 
145 150 155 160 

Thr Ala Asp Thr Phe Arg Lys Leu Phe Arg Val Tyr Ser Asn Phe Leu 
165 170 175 

Arg Gly Lys Leu Lys Leu Tyr Thr Gly Glu Ala Cys Arg Thr Gly Asp 
180 185 190 

Arg 



<210> 548 
<211> 283 
<212> PRT 

<213> Homo sapiens 
<400> 548 

Met Glu Pro Pro Gly Asp Trp Gly Pro Pro Pro Trp Arg Ser Thr Pro 
15 10 15 

Lys Thr Asp Val Leu Arg Leu Val Leu Tyr Leu Thr Phe Leu Gly Ala 
20 25 30 

Pro Cys Tyr Ala Pro Ala Leu Pro Ser Cys Lys Glu Asp Glu Tyr Pro 
35 40 45 

Val Gly Ser Glu Cys Cys Pro Lys Cys Ser Pro Gly Tyr Arg Val Lys 
50 55 60 

Glu Ala Cys Gly Glu Leu Thr Gly Thr Val Cys Glu Pro Cys Pro Pro 
65 70 75 80 

Gly Thr Tyr lie Ala His Leu Asn Gly Leu Ser Lys Cys Leu Gin Cys 
85 90 95 

Gin Met Cys Asp Pro Ala Met Gly Leu Arg Ala Ser Arg Asn Cys Ser 
100 105 110 

Arg Thr Glu Asn Ala Val Cys Gly Cys Ser Pro Gly His Phe Cys lie 
115 120 125 

Val Gin Asp Gly Asp His Cys Ala Ala Cys Arg Ala Tyr Ala Thr Ser 
130 135 140 

Ser Pro Gly Gin Arg Val Gin Lys Gly Gly Thr Glu Ser Gin Asp Thr 
145 150 155 160 

Leu Cys Gin Asn Cys Pro Pro Gly Thr Phe Ser Pro Asn Gly Thr Leu 
165 170 175 

Glu Glu Cys Gin His Gin Thr Lys Cys Ser Trp Leu Val Thr Lys Ala 
180 185 190 
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Gly Ala Gly Thr Ser 
195 

Ser Leu Val lie Val 
210 

Val Lys Arg Arg Lys 
225 

Val Gin Arg Lys Arg 
245 

Ala Leu Gin Ala Pro 
260 

lie Pro Ser Phe Thr 
275 



Ser Ser His Trp Val Trp 
200 

lie Val Cys Ser Thr Val 
215 

Pro Arg Gly Asp Val Val 
230 235 

Gin Glu Ala Glu Gly Glu 
250 

Pro Asp Val Thr Thr Val 
265 

Gly Arg Ser Pro Asn His 
280 



Trp Phe Leu Ser Gly 
205 

Gly Leu lie lie Cys 
220 

Lys Val lie Val Ser 
240 

Ala Thr Val lie Glu 
255 

Ala Val Glu Glu Thr 
270 



<210> 549 
<211> 93 
<212> PRT 

<213> Homo sapiens 
<400> 549 

Met Ala Arg Leu Gin Thr Ala Leu Leu Val Val Leu Val Leu Leu Ala 
15 10 15 

Val Ala Leu Gin Ala Thr Glu Ala Gly Pro Tyr Gly Ala Asn Met Glu 
20 25 30 

Asp Ser Val Cys Cys Arg Asp Tyr Val Arg Tyr Arg Leu Pro Leu Arg 
35 40 45 

Val Val Lys His Phe Tyr Trp Thr Ser Asp Ser Cys Pro Arg Pro Gly 
50 55 60 

Val Val Leu Leu Thr Phe Arg Asp Lys Glu lie Cys Ala Asp Pro Arg 
65 70 75 80 

Val Pro Trp Val Lys Met lie Leu Asn Lys Leu Ser Gin 
85 90 



<210> 550 
<211> 96 
<212> PRT 

<213> Homo sapiens 
<400> 550 

Met Cys Cys Thr Lys Ser Leu Leu Leu Ala Ala Leu Met Ser Val Leu 
15 10 15 

Leu Leu His Leu Cys Gly Glu Ser Glu Ala Ala Ser Asn Phe Asp Cys 
20 25 30 

Cys Leu Gly Tyr Thr Asp Arg lie Leu His Pro Lys Phe lie Val Gly 
35 40 45 

Phe Thr Arg Gin Leu Ala Asn Glu Gly Cys Asp lie Asn Ala lie lie 
50 55 60 

Phe His Thr Lys Lys Lys Leu Ser Val Cys Ala Asn Pro Lys Gin Thr 
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65 



70 



75 



80 



Trp Val Lys Tyr lie Val Arg Leu Leu Ser Lys Lys Val Lys Asn Met 
85 90 95 



<210> 551 
<211> 167 
<212> PRT 
<213> Homo sapiens 

<400> 551 

Met His Trp Gly Thr Leu Cys Gly Phe Leu Trp Leu Trp Pro Tyr Leu 
15 10 15 

Phe Tyr Val Gin Ala Val Pro lie Gin Lys Val Gin Asp Asp Thr Lys 
20 25 30 

Thr Leu lie Lys Thr lie Val Thr Arg lie Asn Asp lie Ser His Thr 
35 40 45 

Gin Ser Val Ser Ser Lys Gin Lys Val Thr Gly Leu Asp Phe lie Pro 
50 55 60 

Gly Leu His Pro lie Leu Thr Leu Ser Lys Met Asp Gin Thr Leu Ala 
65 70 75 80 

Val Tyr Gin Gin lie Leu Thr Ser Met Pro Ser Arg Asn Val lie Gin 
85 90 95 

lie Ser Asn Asp Leu Glu Asn Leu Arg Asp Leu Leu His Val Leu Ala 
100 105 110 

Phe Ser Lys Ser Cys His Leu Pro Trp Ala Ser Gly Leu Glu Thr Leu 
115 120 125 

Asp Ser Leu Gly Gly Val Leu Glu Ala Ser Gly Tyr Ser Thr Glu Val 
130 135 140 

Val Ala Leu Ser Arg Leu Gin Gly Ser Leu Gin Asp Met Leu Trp Gin 
145 150 155 160 

Leu Asp Leu Ser Pro Gly Cys 
165 



<210> 552 
<211> 159 
<212> PRT 
<213> Homo sapiens 

<400> 552 

Met Ala Leu Glu Thr lie Cys Arg Pro Ser Gly Arg Lys Ser Ser Lys 
15 10 15 

Met Gin Ala Phe Arg lie Trp Asp Val Asn Gin Lys Thr Phe Tyr Leu 
20 25 30 

Arg Asn Asn Gin Leu Val Ala Gly Tyr Leu Gin Gly Pro Asn Val Asn 
35 40 45 
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Leu Glu Glu Lys lie Asp Val Val Pro lie Glu Pro His Ala Leu Phe 
50 55 60 



Leu Gly lie His Gly Gly Lys Met Cys Leu Ser Cys Val Lys Ser Gly 
65 70 75 80 

Asp Glu Thr Arg Leu Gin Leu Glu Ala Val Asn lie Thr Asp Leu Ser 
85 90 95 

Glu Asn Arg Lys Gin Asp Lys Arg Phe Ala Phe lie Arg Ser Asp Ser 
100 105 110 

Gly Pro Thr Thr Ser Phe Glu Ser Ala Ala Cys Pro Gly Trp Phe Leu 
115 120 125 

Cys Thr Ala Met Glu Ala Asp Gin Pro Val Ser Leu Thr Asn Met Pro 
130 135 140 

Asp Glu Gly Val Met Val Thr Lys Phe Tyr Phe Gin Glu Asp Glu 
145 150 155 



<210> 553 
<211> 159 
<212> PRT 

<213> Homo sapiens 
<400> 553 

Met Ala Leu Glu Thr lie Cys Arg Pro Ser Gly Arg Lys Ser Ser Lys 
15 10 15 

\. 

Met Gin Ala Phe Arg lie Trp Asp Val Asn Gin Lys Thr Phe Tyr Leu 
20 25 30 

Arg Asn Asn Gin Leu Val Ala Gly Tyr Leu Gin Gly Pro Asn Val Asn 
35 40 45 

Leu Glu Glu Lys lie Asp Val Val Pro lie Glu Pro His Ala Leu Phe 
50 55 60 

Leu Gly lie His Gly Gly Lys Met Cys Leu Ser Cys Val Lys Ser Gly 
65 70 75 80 

Asp Glu Thr Arg Leu Gin Leu Glu Ala Val Asn lie Thr Asp Leu Ser 
85 90 95 

Glu Asn Arg Lys Gin Asp Lys Arg Phe Ala Phe lie Arg Ser Asp Ser 
100 105 110 

Gly Pro Thr Thr Ser Phe Glu Ser Ala Ala Cys Pro Gly Trp Phe Leu 
115 120 125 

Cys Thr Ala Met Glu Ala Asp Gin Pro Val Ser Leu Thr Asn Met Pro 
130 135 140 

Asp Glu Gly Val Met Val Thr Lys Phe Tyr Phe Gin Glu Asp Glu 
145 150 155 
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<210> 554 
<211> 159 
<212> PRT 

<213> Homo sapiens 
<400> 554 

Met Ala Leu Glu Thr lie Cys Arg Pro Ser Gly Arg Lys Ser Ser Lys 
1 5 10 15 

Met Gin Ala Phe Arg lie Trp Asp Val Asn Gin Lys Thr Phe Tyr Leu 
20 25 30 

Arg Asn Asn Gin Leu Val Ala Gly Tyr Leu Gin Gly Pro Asn Val Asn 
35 40 45 

Leu Glu Glu Lys lie Asp Val Val Pro lie Glu Pro His Ala Leu Phe 
50 55 60 

Leu Gly lie His Gly Gly Lys Met Cys Leu Ser Cys Val Lys Ser Gly 
65 70 75 80 

Asp Glu Thr Arg Leu Gin Leu Glu Ala Val Asn lie Thr Asp Leu Ser 
85 90 95 

Glu Asn Arg Lys Gin Asp Lys Arg Phe Ala Phe lie Arg Ser Asp Ser 
100 105 110 

Gly Pro Thr Thr Ser Phe Glu Ser Ala Ala Cys Pro Gly Trp Phe Leu 
115 120 125 

Cys Thr Ala Met Glu Ala Asp Gin Pro Val Ser Leu Thr Asn Met Pro 
130 135 140 

Asp Glu Gly Val Met Val Thr Lys Phe Tyr Phe Gin Glu Asp Glu 
145 150 155 



<210> 555 
<211> 167 
<212> PRT 
<213> Homo sapiens 

<400> 555 

Met His Trp Gly Thr Leu Cys Gly Phe Leu Trp Leu Trp Pro Tyr Leu 
15 10 15 

Phe Tyr Val Gin Ala Val Pro lie Gin Lys Val Gin Asp Asp Thr Lys 
20 25 30 

Thr Leu lie Lys Thr lie Val Thr Arg lie Asn Asp lie Ser His Thr 
35 40 45 

Gin Ser Val Ser Ser Lys Gin Lys Val Thr Gly Leu Asp Phe lie Pro 
50 55 60 

Gly Leu His Pro lie Leu Thr Leu Ser Lys Met Asp Gin Thr Leu Ala 
65 70 75 80 

Val Tyr Gin Gin lie Leu Thr Ser Met Pro Ser Arg Asn Val lie Gin 
85 90 95 
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lie Ser Asn Asp Leu Glu Asn Leu 
100 

Phe Ser Lys Ser Cys His Leu Pro 
115 120 

Asp Ser Leu Gly Gly Val Leu Glu 
130 135 

Val Ala Leu Ser Arg Leu Gin Gly 
145 150 

Leu Asp Leu Ser Pro Gly Cys 
165 



Arg Asp Leu Leu His Val Leu Ala 
105 110 

Trp Ala Ser Gly Leu Glu Thr Leu 
125 

Ala Ser Gly Tyr Ser Thr Glu Val 
140 

Ser Leu Gin Asp Met Leu Trp Gin 
155 160 



<210> 556 
<211> 159 
<212> PRT 

<213> Homo sapiens 
<400> 556 

Met Ala Leu Glu Thr lie Cys Arg Pro Ser Gly Arg Lys Ser Ser Lys 
15 10 15 

Met Gin Ala Phe Arg lie Trp Asp Val Asn Gin Lys Thr Phe Tyr Leu 
20 25 30 

Arg Asn Asn Gin Leu Val Ala Gly Tyr Leu Gin Gly Pro Asn Val Asn 
35 40 45 

Leu Glu Glu Lys lie Asp Val Val Pro lie Glu Pro His Ala Leu Phe 
50 55 60 

Leu Gly lie His Gly Gly Lys Met Cys Leu Ser Cys Val Lys Ser Gly 
65 70 75 80 

Asp Glu Thr Arg Leu Gin Leu Glu Ala Val Asn lie Thr Asp Leu Ser 
85 90 95 

Glu Asn Arg Lys Gin Asp Lys Arg Phe Ala Phe lie Arg Ser Asp Ser 
100 105 110 

Gly Pro Thr Thr Ser Phe Glu Ser Ala Ala Cys Pro Gly Trp Phe Leu 
115 120 125 

Cys Thr Ala Met Glu Ala Asp Gin Pro Val Ser Leu Thr Asn Met Pro 
130 135 140 

Asp Glu Gly Val Met Val Thr Lys Phe Tyr Phe Gin Glu Asp Glu 
145 150 155 



<210> 557 
<211> 167 
<212> PRT 

< 2 1 3 > Homo s ap i ens 
<400> 557 
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Met His Trp Gly Thr Leu Cys Gly Phe Leu Trp Leu Trp Pro Tyr Leu 
15 10 15 

Phe Tyr Val Gin Ala Val Pro lie Gin Lys Val Gin Asp Asp Thr Lys 
20 25 30 

Thr Leu lie Lys Thr lie Val Thr Arg lie Asn Asp lie Ser His Thr 
35 40 45 

Gin Ser Val Ser Ser Lys Gin Lys Val Thr Gly Leu Asp Phe lie Pro 
50 55 60 

Gly Leu His Pro lie Leu Thr Leu Ser Lys Met Asp Gin Thr Leu Ala 
65 70 75 80 

Val Tyr Gin Gin lie Leu Thr Ser Met Pro Ser Arg Asn Val lie Gin 
85 90 95 

lie Ser Asn Asp Leu Glu Asn Leu Arg Asp Leu Leu His Val Leu Ala 
100 105 110 

Phe Ser Lys Ser Cys His Leu Pro Trp Ala Ser Gly Leu Glu Thr Leu 
115 120 125 

Asp Ser Leu Gly Gly Val Leu Glu Ala Ser Gly Tyr Ser Thr Glu Val 
130 135 140 

Val Ala Leu Ser Arg Leu Gin Gly Ser Leu Gin Asp Met Leu Trp Gin 
145 150 155 160 

Leu Asp Leu Ser Pro Gly Cys 
165 



<210> 558 
<211> 167 
<212> PRT 

<213> Homo sapiens 
<400> 558 

Met His Trp Gly Thr 
1 5 

Phe Tyr Val Gin Ala 
20 

Thr Leu lie Lys Thr 
35 

Gin Ser Val Ser Ser 
50 

Gly Leu His Pro lie 
65 

Val Tyr Gin Gin lie 
85 

lie Ser Asn Asp Leu 
100 



Leu Cys Gly Phe Leu 
10 

Val Pro He Gin Lys 
25 

He Val Thr Arg He 
40 

Lys Gin Lys Val Thr 
55 

Leu Thr Leu Ser Lys 
70 

Leu Thr Ser Met Pro 
90 

Glu Asn Leu Arg Asp 
105 



Trp Leu Trp Pro Tyr Leu 
15 

Val Gin Asp Asp Thr Lys 
30 

Asn Asp He Ser His Thr 
45 

Gly Leu Asp Phe He Pro 
60 

Met Asp Gin Thr Leu Ala 
75 80 

Ser Arg Asn Val He Gin 
95 

Leu Leu His Val Leu Ala 
110 
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Phe Ser Lys Ser Cys His Leu Pro Trp Ala Ser Gly Leu Glu Thr Leu 
115 120 125 

Asp Ser Leu Gly Gly Val Leu Glu Ala Ser Gly Tyr Ser Thr Glu Val 
130 135 140 

Val Ala Leu Ser Arg Leu Gin Gly Ser Leu Gin Asp Met Leu Trp Gin 
145 150 155 160 

Leu Asp Leu Ser Pro Gly Cys 
165 



<210> 559 
<211> 234 
<212> PRT 

<213> Homo sapiens 
<400> 559 

Met Arg Lys Thr Arg Leu Trp Gly Leu Leu Trp Met Leu Phe Val Ser 
15 10 15 

Glu Leu Arg Ala Ala Thr Lys Leu Thr Glu Glu Lys Tyr Glu Leu Lys 
20 25 30 

Glu Gly Gin Thr Leu Asp Val Lys Cys Asp Tyr Thr Leu Glu Lys Phe 
35 40 45 

Ala Ser Ser Gin Lys Ala Trp Gin lie lie Arg Asp Gly Glu Met Pro 
50 55 60 

Lys Thr Leu Ala Cys Thr Glu Arg Pro Ser Lys Asn Ser His Pro Val 
65 70 75 80 

Gin Val Gly Arg lie lie Leu Glu Asp Tyr His Asp His Gly Leu Leu 
85 90 95 

Arg Val Arg Met Val Asn Leu Gin Val Glu Asp Ser Gly Leu Tyr Gin 
100 105 110 

Cys Val lie Tyr Gin Pro Pro Lys Glu Pro His Met Leu Phe Asp Arg 
115 120 125 

lie Arg Leu Val Val Thr Lys Gly Phe Ser Gly Thr Pro Gly Ser Asn 
130 135 140 

Glu Asn Ser Thr Gin Asn Val Tyr Lys lie Pro Pro Thr Thr Thr Lys 
145 150 155 160 

Ala Leu Cys Pro Leu Tyr Thr Ser Pro Arg Thr Val Thr Gin Ala Pro 
165 170 175 

Pro Lys Ser Thr Ala Asp Val Ser Thr Pro Asp Ser Glu lie Asn Leu 
180 185 190 

Thr Asn Val Thr Asp lie lie Arg Val Pro Val Phe Asn lie Val lie 
195 200 205 

Leu Leu Ala Gly Gly Phe Leu Ser Lys Ser Leu Val Phe Ser Val Leu 
210 215 220 



r 
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Phe Ala Val Thr Leu Arg Ser Phe Val Pro 
225 230 



<210> 560 
<211> 234 
<212> PRT 

<213> Homo sapiens 
<400> 560 

Met Arg Lys Thr Arg Leu Trp Gly Leu Leu Trp Met Leu Phe Val Ser 
15 10 15 

Glu Leu Arg Ala Ala Thr Lys Leu Thr Glu Glu Lys Tyr Glu Leu Lys 
20 25 30 

Glu Gly Gin Thr Leu Asp Val Lys Cys Asp Tyr Thr Leu Glu Lys Phe 
35 40 45 

Ala Ser Ser Gin Lys Ala Trp Gin lie lie Arg Asp Gly Glu Met Pro 
50 55 60 

Lys Thr Leu Ala Cys Thr Glu Arg Pro Ser Lys Asn Ser His Pro Val 
65 70 75 80 

Gin Val Gly Arg lie lie Leu Glu Asp Tyr His Asp His Gly Leu Leu 
85 90 95 

Arg Val Arg Met Val Asn Leu Gin Val Glu Asp Ser Gly Leu Tyr Gin 
100 105 110 

Cys Val lie Tyr Gin Pro Pro Lys Glu Pro His Met Leu Phe Asp Arg 
115 120 125 

lie Arg Leu Val Val Thr Lys Gly Phe Ser Gly Thr Pro Gly Ser Asn 
130 135 140 

Glu Asn Ser Thr Gin Asn Val Tyr Lys lie Pro Pro Thr Thr Thr Lys 
145 150 155 160 

Ala Leu Cys Pro Leu Tyr Thr Ser Pro Arg Thr Val Thr Gin Ala Pro 
165 170 175 

Pro Lys Ser Thr Ala Asp Val Ser Thr Pro Asp Ser Glu lie Asn Leu 
180 185 190 

Thr Asn Val Thr Asp He He Arg Val Pro Val Phe Asn He Val lie 
195 200 205 

Leu Leu Ala Gly Gly Phe Leu Ser Lys Ser Leu Val Phe Ser Val Leu 
210 215 220 

Phe Ala Val Thr Leu Arg Ser Phe Val Pro 
225 230 



<210> 561 
<211> 89 
<212> PRT 
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<213> Homo sapiens 



<400> 561 

Met Lys Gly Leu Ala Ala Ala Leu 
1 5 

Leu Cys Ser Cys Ala Gin Val Gly 
20 

Val Tyr Thr Ser Trp Gin lie Pro 
35 40 

Glu Thr Ser Pro Gin Cys Pro Lys 
50 55 

Arg Gly Arg Gin lie Cys Ala Asp 
65 70 

Tyr lie Ser Asp Leu Lys Leu Asn 
85 



Leu Val Leu Val Cys Thr Met Ala 
10 15 

Thr Asn Lys Glu Leu Cys Cys Leu 
25 30 

Gin Lys Phe lie Val Asp Tyr Ser 
45 

Pro Gly Val lie Leu Leu Thr Lys 
60 

Pro Asn Lys Lys Trp Val Gin Lys 
75 80 

Ala 



<210> 562 

<211> 89 

<212> PRT 

<213> Homo sapiens 

<400> 562 

Met Lys Gly Leu Ala Ala Ala Leu Leu Val Leu Val Cys Thr Met Ala 
15 10 15 

Leu Cys Ser Cys Ala Gin Val Gly Thr Asn Lys Glu Leu Cys Cys Leu 
20 25 30 

Val Tyr Thr Ser Trp Gin lie Pro Gin Lys Phe lie Val Asp Tyr Ser 
35 40 45 

Glu Thr Ser Pro Gin Cys Pro Lys Pro Gly Val lie Leu Leu Thr Lys 
50 55 60 

Arg Gly Arg Gin lie Cys Ala Asp Pro Asn Lys Lys Trp Val Gin Lys 
65 70 75 80 

Tyr lie Ser Asp Leu Lys Leu Asn Ala 
85 



<210> 563 
<211> 167 
<212> PRT 
<213> Homo sapiens 

<400> 563 

Met Leu Thr Val Ala Leu Leu Ala Leu Leu Cys Ala Ser Ala Ser Gly 
15 10 15 

Asn Ala lie Gin Ala Arg Ser Ser Ser Tyr Ser Gly Glu Tyr Gly Gly 
20 25 30 
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Gly Gly Gly Lys Arg Phe Ser His Ser Gly Asn Gin Leu Asp Gly Pro 
35 40 45 

lie Thr Ala Leu Arg Val Arg Val Asn Thr Tyr Tyr lie Val Gly Leu 
50 55 60 

Gin Val Arg Tyr Gly Lys Val Trp Ser Asp Tyr Val Gly Gly Arg Asn 
65 70 75 80 

Gly Asp Leu Glu Glu lie Phe Leu His Pro Gly Glu Ser Val lie Gin 
85 90 95 

Val Ser Gly Lys Tyr Lys Trp Tyr Leu Lys Lys Leu Val Phe Val Thr 
100 105 110 

Asp Lys Gly Arg Tyr Leu Ser Phe Gly Lys Asp Ser Gly Thr Ser Phe 
115 120 125 

Asn Ala Val Pro Leu His Pro Asn Thr Val Leu Arg Phe lie Ser Gly 
130 135 140 

Arg Ser Gly Ser Leu lie Asp Ala lie Gly Leu His Trp Asp Val Tyr 
145 150 155 160 

Pro Thr Ser Cys Ser Arg Cys 
165 



<210> 564 

<211> 89 

<212> PRT 

<213> Homo sapiens 

<400> 564 

Met Lys Gly Leu Ala Ala Ala Leu Leu Val Leu Val Cys Thr Met Ala 
15 10 15 

Leu Cys Ser Cys Ala Gin Val Gly Thr Asn Lys Glu Leu Cys Cys Leu 
20 25 30 

Val Tyr Thr Ser Trp Gin lie Pro Gin Lys Phe lie Val Asp Tyr Ser 
35 40 45 

Glu Thr Ser Pro Gin Cys Pro Lys Pro Gly Val He Leu Leu Thr Lys 
50 55 60 

Arg Gly Arg Gin He Cys Ala Asp Pro Asn Lys Lys Trp Val Gin Lys 
65 70 75 80 

Tyr He Ser Asp Leu Lys Leu Asn Ala 
85 



<210> 565 

<211> 89 

<212> PRT 

<213> Homo sapiens 

<400> 565 
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Met Lys Gly Leu Ala Ala Ala Leu Leu Val Leu Val Cys Thr Met Ala 
15 10 15 



Leu Cys Ser Cys Ala Gin Val Gly Thr Asn Lys Glu Leu Cys Cys Leu 
20 25 30 

Val Tyr Thr Ser Trp Gin lie Pro Gin Lys Phe lie Val Asp Tyr Ser 
35 40 45 

Glu Thr Ser Pro Gin Cys Pro Lys Pro Gly Val lie Leu Leu Thr Lys 
50 55 60 

Arg Gly Arg Gin lie Cys Ala Asp Pro Asn Lys Lys Trp Val Gin Lys 
65 70 75 80 

Tyr lie Ser Asp Leu Lys Leu Asn Ala 
85 



<210> 566 

<211> 89 

<212> PRT 

<213> Homo sapiens 

<400> 566 

Met Lys Gly Leu Ala Ala Ala Leu Leu Val Leu Val Cys Thr Met Ala 
15 10 15 

Leu Cys Ser Cys Ala Gin Val Gly Thr Asn Lys Glu Leu Cys Cys Leu 
20 25 30 

Val Tyr Thr Ser Trp Gin lie Pro Gin Lys Phe lie Val Asp Tyr Ser 
35 40 45 

Glu Thr Ser Pro Gin Cys Pro Lys Pro Gly Val lie Leu Leu Thr Lys 
50 55 60 

Arg Gly Arg Gin lie Cys Ala Asp Pro Asn Lys Lys Trp Val Gin Lys 
65 70 75 80 

Tyr lie Ser Asp Leu Lys Leu Asn Ala 
85 



<210> 567 

<211> 89 

<212> PRT 

<213> Homo sapiens 

<400> 567 

Met Lys Gly Leu Ala Ala Ala Leu Leu Val Leu Val Cys Thr Met Ala 
15 10 15 

Leu Cys Ser Cys Ala Gin Val Gly Thr Asn Lys Glu Leu Cys Cys Leu 
20 25 30 

Val Tyr Thr Ser Trp Gin lie Pro Gin Lys Phe lie Val Asp Tyr Ser 
35 40 45 
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Glu Thr Ser Pro Gin Cys Pro Lys Pro Gly Val lie Leu Leu Thr Lys 
50 55 60 

Arg Gly Arg Gin lie Cys Ala Asp Pro Asn Lys Lys Trp Val Gin Lys 
65 70 75 80 

Tyr lie Ser Asp Leu Lys Leu Asn Ala 
85 



<210> 568 
<211> 165 
<212> PRT 

<213> Homo sapiens 
<400> 568 

Cys Asp Leu Pro Gin Thr His Ser Leu Gly Ser Arg Arg Thr Leu Met 
15 10 15 

Leu Leu Ala Gin Met Arg Arg lie Ser Leu Phe Ser Cys Leu Lys Asp 
20 25 30 

Arg His Asp Phe Gly Phe Pro Gin Glu Glu Phe Gly Asn Gin Phe Gin 
35 40 45 

Lys Ala Glu Thr lie Pro Val Leu His Glu Met lie Gin Gin lie Phe 
50 55 60 

Asn Leu Phe Ser Thr Lys Asp Ser Ser Ala Ala Trp Asp Glu Thr Leu 
65 70 75 80 

Leu Asp Lys Phe Tyr Thr Glu Leu Tyr Gin Gin Leu Asn Asp Leu Glu 
85 90 95 

Ala Cys Val He Gin Gly Val Gly Val Thr Glu Thr Pro Leu Met Lys 
100 105 110 

Glu Asp Ser He Leu Ala Val Arg Lys Tyr Phe Gin Arg He Thr Leu 
115 120 125 

Tyr Leu Lys Glu Lys Lys Tyr Ser Pro Cys Ala Trp Glu Val Val Arg 
130 135 140 

Ala Glu He Met Arg Ser Phe Ser Leu Ser Thr Asn Leu Gin Glu Ser 
145 150 155 160 

Leu Arg Ser Lys Glu 
165 



<210> 569 

<211> 63 

<212> PRT 

<213> Homo sapiens 

<400> 569 

Phe Val Asn Gin His Leu Cys Gly Ser His Leu Val Glu Ala Leu Tyr 
15 10 15 
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Leu Val Cys Gly Glu Arg Gly Phe 
20 

Gly Ser Ser Ser Arg Arg Ala Pro 
35 40 

Cys Thr Ser lie Cys Ser Leu Tyr 
50 55 



Phe Tyr Thr Pro Lys Thr Gly Tyr 
25 30 

Gin Thr Gly lie Val Glu Gin Cys 
45 

Gin Leu Glu Asn Tyr Cys Asn 
60 



<210> 570 
<211> 419 
<212> PRT 

<213> Homo sapiens 
<400> 570 

Met His Ser Leu Gly Phe Phe Ser Val Ala Cys Ser Leu Leu Ala Ala 
15 10 15 

Ala Leu Leu Pro Gly Pro Arg Glu Ala Pro Ala Ala Ala Ala Ala Phe 
20 25 30 

Glu Ser Gly Leu Asp Leu Ser Asp Ala Glu Pro Asp Ala Gly Glu Ala 
35 40 45 

Thr Ala Tyr Ala Ser Lys Asp Leu Glu Glu Gin Leu Arg Ser Val Ser 
50 55 60 

Ser Val Asp Glu Leu Met Thr Val Leu Tyr Pro Glu Tyr Trp Lys Met 
65 70 75 80 

Tyr Lys Cys Gin Leu Arg Lys Gly Gly Trp Gin His Asn Arg Glu Gin 
85 90 95 

Ala Asn Leu Asn Ser Arg Thr Glu Glu Thr lie Lys Phe Ala Ala Ala 
100 105 110 

His Tyr Asn Thr Glu lie Leu Lys Ser lie Asp Asn Glu Trp Arg Lys 
115 120 125 

Thr Gin Cys Met Pro Arg Glu Val Cys lie Asp Val Gly Lys Glu Phe 
130 135 140 

Gly Val Ala Thr Asn Thr Phe Phe Lys Pro Pro Cys Val Ser Val Tyr 
145 150 155 160 

Arg Cys Gly Gly Cys Cys Asn Ser Glu Gly Leu Gin Cys Met Asn Thr 
165 170 175 

Ser Thr Ser Tyr Leu Ser Lys Thr Leu Phe Glu lie Thr Val Pro Leu 
180 185 190 

Ser Gin Gly Pro Lys Pro Val Thr lie Ser Phe Ala Asn His Thr Ser 
195 200 205 

Cys Arg Cys Met Ser Lys Leu Asp Val Tyr Arg Gin Val His Ser lie 
210 215 220 

lie Arg Arg Ser Leu Pro Ala Thr Leu Pro Gin Cys Gin Ala Ala Asn 
225 230 235 240 
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Lys Thr Cys Pro Thr Asn Tyr Met Trp Asn Asn His lie Cys Arg Cys 
245 250 255 



Leu Ala Gin Glu Asp Phe Met Phe Ser Ser Asp Ala Gly Asp Asp Ser 
260 265 270 

Thr Asp Gly Phe His Asp lie Cys Gly Pro Asn Lys Glu Leu Asp Glu 
275 280 285 

Glu Thr Cys Gin Cys Val Cys Arg Ala Gly Leu Arg Pro Ala Ser Cys 
290 295 300 

Gly Pro His Lys Glu Leu Asp Arg Asn Ser Cys Gin Cys Val Cys Lys 
305 310 315 320 

Asn Lys Leu Phe Pro Ser Gin Cys Gly Ala Asn Arg Glu Phe Asp Glu 
325 330 335 

Asn Thr Cys Gin Cys Val Cys Lys Arg Thr Cys Pro Arg Asn Gin Pro 
340 345 350 

Leu Asn Pro Gly Lys Cys Ala Cys Glu Cys Thr Glu Ser Pro Gin Lys 
355 360 365 

Cys Leu Leu Lys Gly Lys Lys Phe His His Gin Thr Cys Ser Cys Tyr 
370 375 380 

Arg Arg Pro Cys Thr Asn Arg Gin Lys Ala Cys Glu Pro Gly Phe Ser 
385 390 395 400 

Tyr Ser Glu Glu Val Cys Arg Cys Val Pro Ser Tyr Trp Gin Arg Pro 
405 410 415 

Gin Met Ser 



<210> 571 
<211> 419 
<212> PRT 

<213> Homo sapiens 
<400> 571 

Met His Ser Leu Gly Phe Phe Ser Val Ala Cys Ser Leu Leu Ala Ala 
15 10 15 

Ala Leu Leu Pro Gly Pro Arg Glu Ala Pro Ala Ala Ala Ala Ala Phe 
20 25 30 

Glu Ser Gly Leu Asp Leu Ser Asp Ala Glu Pro Asp Ala Gly Glu Ala 
35 40 45 

Thr Ala Tyr Ala Ser Lys Asp Leu Glu Glu Gin Leu Arg Ser Val Ser 
50 55 60 

Ser Val Asp Glu Leu Met Thr Val Leu Tyr Pro Glu Tyr Trp Lys Met 
65 70 75 80 

Tyr Lys Cys Gin Leu Arg Lys Gly Gly Trp Gin His Asn Arg Glu Gin 
85 90 95 
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Ala Asn Leu Asn Ser Arg Thr Glu Glu Thr lie Lys Phe Ala Ala Ala 
100 105 110 

His Tyr Asn Thr Glu lie Leu Lys Ser lie Asp Asn Glu Trp Arg Lys 
115 120 125 

Thr Gin Cys Met Pro Arg Glu Val Cys lie Asp Val Gly Lys Glu Phe 
130 135 140 

Gly Val Ala Thr Asn Thr Phe Phe Lys Pro Pro Cys Val Ser Val Tyr 
145 150 155 160 

Arg Cys Gly Gly Cys Cys Asn Ser Glu Gly Leu Gin Cys Met Asn Thr 
165 170 175 

Ser Thr Ser Tyr Leu Ser Lys Thr Leu Phe Glu lie Thr Val Pro Leu 
180 185 190 

Ser Gin Gly Pro Lys Pro Val Thr lie Ser Phe Ala Asn His Thr Ser 
195 200 205 

Cys Arg Cys Met Ser Lys Leu Asp Val Tyr Arg Gin Val His Ser lie 
210 215 220 

lie Arg Arg Ser Leu Pro Ala Thr Leu Pro Gin Cys Gin Ala Ala Asn 
225 230 235 240 

Lys Thr Cys Pro Thr Asn Tyr Met Trp Asn Asn His lie Cys Arg Cys 
245 250 255 

Leu Ala Gin Glu Asp Phe Met Phe Ser Ser Asp Ala Gly Asp Asp Ser 
260 265 270 

Thr Asp Gly Phe His Asp lie Cys Gly Pro Asn Lys Glu Leu Asp Glu 
275 280 285 

Glu Thr Cys Gin Cys Val Cys Arg Ala Gly Leu Arg Pro Ala Ser Cys 
290 295 300 

Gly Pro His Lys Glu Leu Asp Arg Asn Ser Cys Gin Cys Val Cys Lys 
305 310 315 320 

Asn Lys Leu Phe Pro Ser Gin Cys Gly Ala Asn Arg Glu Phe Asp Glu 
325 330 335 

Asn Thr Cys Gin Cys Val Cys Lys Arg Thr Cys Pro Arg Asn Gin Pro 
340 345 350 

Leu Asn Pro Gly Lys Cys Ala Cys Glu Cys Thr Glu Ser Pro Gin Lys 
355 360 365 

Cys Leu Leu Lys Gly Lys Lys Phe His His Gin Thr Cys Ser Cys Tyr 
370 375 380 

Arg Arg Pro Cys Thr Asn Arg Gin Lys Ala Cys Glu Pro Gly Phe Ser 
385 390 395 400 

Tyr Ser Glu Glu Val Cys Arg Cys Val Pro Ser Tyr Trp Gin Arg Pro 
405 410 415 

Gin Met Ser 
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<210> 572 
<211> 63 
<212> PRT 

<213> Homo sapiens 
<400> 572 

Phe Val Asn Gin His Leu Cys Gly 
1 5 

Leu Val Cys Gly Glu Arg Gly Phe 
20 

Gly Ser Ser Ser Arg Arg Ala Pro 

35 40 

Cys Thr Ser lie Cys Ser Leu Tyr 
50 55 



Ser His Leu Val Glu Ala Leu Tyr 
10 15 

Phe Tyr Thr Pro Lys Thr Gly Tyr 
25 30 

Gin Thr Gly lie Val Glu Gin Cys 
45 

Gin Leu Glu Asn Tyr Cys Asn 
60 



<210> 573 
<211> 419 
<212> PRT 

<213> Homo sapiens 
<400> 573 

Met His Ser Leu Gly Phe Phe Ser Val Ala Cys Ser Leu Leu Ala Ala 
1 5 10 15 

Ala Leu Leu Pro Gly Pro Arg Glu Ala Pro Ala Ala Ala Ala Ala Phe 
20 25 30 

Glu Ser Gly Leu Asp Leu Ser Asp Ala Glu Pro Asp Ala Gly Glu Ala 
35 40 45 

Thr Ala Tyr Ala Ser Lys Asp Leu Glu Glu Gin Leu Arg Ser Val Ser 
50 55 60 

Ser Val Asp Glu Leu Met Thr Val Leu Tyr Pro Glu Tyr Trp Lys Met 
65 70 75 80 

Tyr Lys Cys Gin Leu Arg Lys Gly Gly Trp Gin His Asn Arg Glu Gin 
85 90 95 

Ala Asn Leu Asn Ser Arg Thr Glu Glu Thr lie Lys Phe Ala Ala Ala 
100 105 110 

His Tyr Asn Thr Glu lie Leu Lys Ser lie Asp Asn Glu Trp Arg Lys 
115 120 125 

Thr Gin Cys Met Pro Arg Glu Val Cys lie Asp Val Gly Lys Glu Phe 
130 135 140 

Gly Val Ala Thr Asn Thr Phe Phe Lys Pro Pro Cys Val Ser Val Tyr 
145 150 155 160 

Arg Cys Gly Gly Cys Cys Asn Ser Glu Gly Leu Gin Cys Met Asn Thr 
165 170 175 
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Ser Thr Ser Tyr Leu Ser Lys Thr Leu Phe Glu lie Thr Val 
180 185 190 



Pro Leu 



Ser Gin Gly Pro Lys Pro Val Thr lie Ser Phe Ala Asn His Thr Ser 
195 200 205 

Cys Arg Cys Met Ser Lys Leu Asp Val Tyr Arg Gin Val His Ser lie 
210 215 220 

lie Arg Arg Ser Leu Pro Ala Thr Leu Pro Gin Cys Gin Ala Ala Asn 
225 230 235 240 

Lys Thr Cys Pro Thr Asn Tyr Met Trp Asn Asn His He Cys Arg Cys 
245 250 255 

Leu Ala Gin Glu Asp Phe Met Phe Ser Ser Asp Ala Gly Asp Asp Ser 
260 265 270 

Thr Asp Gly Phe His Asp He Cys Gly Pro Asn Lys Glu Leu Asp Glu 
275 280 285 

Glu Thr Cys Gin Cys Val Cys Arg Ala Gly Leu Arg Pro Ala Ser Cys 
290 295 300 

Gly Pro His Lys Glu Leu Asp Arg Asn Ser Cys Gin Cys Val Cys Lys 
305 310 315 320 

Asn Lys Leu Phe Pro Ser Gin Cys Gly Ala Asn Arg Glu Phe Asp Glu 
325 330 335 

Asn Thr Cys Gin Cys Val Cys Lys Arg Thr Cys Pro Arg Asn Gin Pro 
340 345 350 

Leu Asn Pro Gly Lys Cys Ala Cys Glu Cys Thr Glu Ser Pro Gin Lys 
355 360 365 

Cys Leu Leu Lys Gly Lys Lys Phe His His Gin Thr Cys Ser Cys Tyr 
370 375 380 

Arg Arg Pro Cys Thr Asn Arg Gin Lys Ala Cys Glu Pro Gly Phe Ser 
385 390 395 400 

Tyr Ser Glu Glu Val Cys Arg Cys Val Pro Ser Tyr Trp Gin Arg Pro 
405 410 415 

Gin Met Ser 



<210> 574 
<211> 419 
<212> PRT 

<213> Homo sapiens 
<400> 574 

Met His Ser Leu Gly Phe Phe Ser Val Ala Cys Ser Leu Leu Ala Ala 
15 10 15 

Ala Leu Leu Pro Gly Pro Arg Glu Ala Pro Ala Ala Ala Ala Ala Phe 
20 25 30 
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Glu Ser Gly Leu Asp Leu Ser Asp Ala Glu Pro Asp Ala Gly Glu Ala 
35 40 45 

Thr Ala Tyr Ala Ser Lys Asp Leu Glu Glu Gin Leu Arg Ser Val Ser 
50 55 60 

Ser Val Asp Glu Leu Met Thr Val Leu Tyr Pro Glu Tyr Trp Lys Met 
65 70 75 80 

Tyr Lys Cys Gin Leu Arg Lys Gly Gly Trp Gin His Asn Arg Glu Gin 
85 90 95 

Ala Asn Leu Asn Ser Arg Thr Glu Glu Thr lie Lys Phe Ala Ala Ala 
100 105 110 

His Tyr Asn Thr Glu lie Leu Lys Ser lie Asp Asn Glu Trp Arg Lys 
115 120 125 

Thr Gin Cys Met Pro Arg Glu Val Cys lie Asp Val Gly Lys Glu Phe 
130 135 140 

Gly Val Ala Thr Asn Thr Phe Phe Lys Pro Pro Cys Val Ser Val Tyr 
145 150 155 160 

Arg Cys Gly Gly Cys Cys Asn Ser Glu Gly Leu Gin Cys Met Asn Thr 
165 170 175 

Ser Thr Ser Tyr Leu Ser Lys Thr Leu Phe Glu lie Thr Val Pro Leu 
180 185 190 

Ser Gin Gly Pro Lys Pro Val Thr lie Ser Phe Ala Asn His Thr Ser 
195 200 205 

Cys Arg Cys Met Ser Lys Leu Asp Val Tyr Arg Gin Val His Ser lie 
210 215 220 

lie Arg Arg Ser Leu Pro Ala Thr Leu Pro Gin Cys Gin Ala Ala Asn 
225 230 235 240 

Lys Thr Cys Pro Thr Asn Tyr Met Trp Asn Asn His lie Cys Arg Cys 
245 250 255 

Leu Ala Gin Glu Asp Phe Met Phe Ser Ser Asp Ala Gly Asp Asp Ser 
260 265 270 

Thr Asp Gly Phe His Asp lie Cys Gly Pro Asn Lys Glu Leu Asp Glu 
275 280 285 

Glu Thr Cys Gin Cys Val Cys Arg Ala Gly Leu Arg Pro Ala Ser Cys 
290 295 300 

Gly Pro His Lys Glu Leu Asp Arg Asn Ser Cys Gin Cys Val Cys Lys 
305 310 315 320 

Asn Lys Leu Phe Pro Ser Gin Cys Gly Ala Asn Arg Glu Phe Asp Glu 
325 330 335 

Asn Thr Cys Gin Cys Val Cys Lys Arg Thr Cys Pro Arg Asn Gin Pro 
340 345 350 

Leu Asn Pro Gly Lys Cys Ala Cys Glu Cys Thr Glu Ser Pro Gin Lys 
355 360 365 
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Cys Leu Leu Lys Gly Lys Lys Phe His His Gin Thr Cys Ser Cys Tyr 
370 375 380 



Arg Arg Pro Cys Thr Asn Arg Gin Lys Ala Cys Glu Pro Gly Phe Ser 
385 390 395 400 

Tyr Ser Glu Glu Val Cys Arg Cys Val Pro Ser Tyr Trp Gin Arg Pro 
405 410 415 

Gin Met Ser 



<210> 575 
<211> 146 
<212> PRT 

<213>^Homo sapiens 
<400> 575 

Met Leu Ala Gly Ala Gly Arg Pro Gly Leu Pro Gin Gly Arg His Leu 
1 - 5 10 15 

Cys Trp Leu Leu Cys Ala Phe Thr Leu Lys Leu Cys Gin Ala Glu Ala 
20 25 30 

Pro Val Gin Glu Glu Lys Leu Ser Ala Ser Thr Ser Asn Leu Pro Cys 
35 40 45 

Trp Leu Val Glu Glu Phe Val Val Ala Glu Glu Cys Ser Pro Cys Ser 
50 55 60 

Asn Phe Arg Ala Lys Thr Thr Pro Glu Cys Gly Pro Thr Gly Tyr Val 
65 70 75 80 

Glu Lys lie Thr Cys Ser Ser Ser Lys Arg Asn Glu Phe Lys Ser Cys 
85 90 95 

Arg Ser Ala Leu Met Glu Gin Arg Leu Phe Trp Lys Phe Glu Gly Ala 
100 105 110 

Val Val Cys Val Ala Leu lie Phe Ala Cys Leu Val lie lie Arg Gin 
115 120 125 

Arg Gin Leu Asp Arg Lys Ala Leu Glu Lys Val Arg Lys Gin He Glu 
130 135 140 

Ser He 
145 



<210> 576 
<211> 58 
<212> PRT 

<213> Homo sapiens 
<400> 576 

Phe Val Asn Gin His Leu Cys Gly Ser His Leu Val Glu Ala Leu Tyr 
15 10 15 
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Leu Val Cys Gly Glu Arg Gly Phe Phe Tyr Thr Pro Lys Thr Gly Gly 
20 25 30 

Gly Pro Gly Lys Arg Gly lie Val Glu Gin Cys Cys Thr Ser He Cys 
35 40 45 

Ser Leu Tyr Gin Leu Glu Asn Tyr Cys Asn 
50 55 



<210> 577 

<211> 58 

<212> PRT 

<213> Homo sapiens 

<400> 577 

Phe Val Asn Gin His Leu Cys Gly 
1 5 

Leu Val Cys Gly Glu Arg Gly Phe 
20 

Gly Pro Gly Lys Arg Gly He Val 
35 40 

Ser Leu Tyr Gin Leu Glu Asn Tyr 
50 55 



Ser His Leu Val Glu Ala Leu Tyr 
10 15 

Phe Tyr Thr Pro Lys Thr Gly Gly 
25 30 

Glu Gin Cys Cys Thr Ser He Cys 
45 

Cys Asn 



<210> 578 
<211> 146 
<212> PRT 
<213> Homo sapiens 

<400> 578 

Met Leu Ala Gly Ala Gly Arg Pro Gly Leu Pro Gin Gly Arg His Leu 
15 10 15 

Cys Trp Leu Leu Cys Ala Phe Thr Leu Lys Leu Cys Gin Ala Glu Ala 
20 25 30 

Pro Val Gin Glu Glu Lys Leu Ser Ala Ser Thr Ser Asn Leu Pro Cys 
35 40 45 

Trp Leu Val Glu Glu Phe Val Val Ala Glu Glu Cys Ser Pro Cys Ser 
50 55 60 

Asn Phe Arg Ala Lys Thr Thr Pro Glu Cys Gly Pro Thr Gly Tyr Val 
65 70 75 80 

Glu Lys lie Thr Cys Ser Ser Ser Lys Arg Asn Glu Phe Lys Ser Cys 
85 90 95 

Arg Ser Ala Leu Met Glu Gin Arg Leu Phe Trp Lys Phe Glu Gly Ala 
100 105 110 



Val Val Cys Val Ala Leu He Phe Ala Cys Leu Val He He Arg Gin 
115 120 125 



Arg Gin Leu Asp Arg Lys Ala Leu Glu 
130 135 



Lys Val Arg Lys Gin 
140 



lie Glu 



Ser lie 
145 



<210> 579 
<211> 193 
<212> PRT 

<213> Homo sapiens 
<400> 579 

Met Gly Val His Glu Cys Pro Ala Trp Leu Trp Leu Leu Leu Ser Leu 
15 10 15 

Leu Ser Leu Pro Leu Gly Leu Pro Val Leu Gly Ala Pro Pro Arg Leu 
20 25 30 

lie Cys Asp Ser Arg Val Leu Glu Arg Tyr Leu Leu Glu Ala Lys Glu 
35 40 45 

Ala Glu Gin lie Thr Thr Gly Cys Ala Glu His Cys Ser Leu Asn Glu 
50 55 60 

Gin lie Thr Val Pro Asp Thr Lys Val Asn Phe Tyr Ala Trp Lys Arg 
65 70 75 80 

Met Glu Val Gly Gin Gin Ala Val Glu Val Trp Gin Gly Leu Ala Leu 
85 90 95 

Leu Ser Glu Ala Val Leu Arg Gly Gin Ala Leu Leu Val Gin Ser Ser 
100 105 110 

Gin Pro Trp Glu Pro Leu Gin Leu His Val Asp Lys Ala Val Ser Gly 
115 120 125 

Leu Arg Ser Leu Thr Thr Leu Leu Arg Ala Leu Arg Ala Gin Lys Glu 
130 135 140 

Ala lie Ser Pro Pro Asp Ala Ala Ser Ala Ala Pro Leu Arg Thr lie 
145 150 155 160 

Thr Ala Asp Thr Phe Arg Lys Leu Phe Arg Val Tyr Ser Asn Phe Leu 
165 170 175 

Arg Gly Lys Leu Lys Leu Tyr Thr Gly Glu Ala Cys Arg Thr Gly Asp 
180 185 190 

Arg 



<210> 580 
<211> 193 
<212> PRT 

<213> Homo sapiens 
<400> 580 
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Met Gly Val His Glu Cys Pro Ala Trp Leu Trp Leu Leu Leu Ser Leu 
15 10 15 

Leu Ser Leu Pro Leu Gly Leu Pro Val Leu Gly Ala Pro Pro Arg Leu 
20 25 30 

lie Cys Asp Ser Arg Val Leu Glu Arg Tyr Leu Leu Glu Ala Lys Glu 
35 40 45 

Ala Glu Gin lie Thr Thr Gly Cys Ala Glu His Cys Ser Leu Asn Glu 
50 55 60 

Gin lie Thr Val Pro Asp Thr Lys Val Asn Phe Tyr Ala Trp Lys Arg 
65 70 75 80 

Met Glu Val Gly Gin Gin Ala Val Glu Val Trp Gin Gly Leu Ala Leu 
85 90 95 

Leu Ser Glu Ala Val Leu Arg Gly Gin Ala Leu Leu Val Gin Ser Ser 
100 105 110 

Gin Pro Trp Glu Pro Leu Gin Leu His Val Asp Lys Ala Val Ser Gly 
115 120 125 

Leu Arg Ser Leu Thr Thr Leu Leu Arg Ala Leu Arg Ala Gin Lys Glu 
130 135 140 

Ala lie Ser Pro Pro Asp Ala Ala Ser Ala Ala Pro Leu Arg Thr lie 
145 150 155 160 

Thr Ala Asp Thr Phe Arg Lys Leu Phe Arg Val Tyr Ser Asn Phe Leu 
165 170 175 

Arg Gly Lys Leu Lys Leu Tyr Thr Gly Glu Ala Cys Arg Thr Gly Asp 
180 185 190 

Arg 



<210> 581 
<211> 193 
<212> PRT 
<213> Homo sapiens 

<400> 581 

Met Gly Val His Glu Cys Pro Ala Trp Leu Trp Leu Leu Leu Ser Leu 
15 10 15 

Leu Ser Leu Pro Leu Gly Leu Pro Val Leu Gly Ala Pro Pro Arg Leu 
20 25 30 

lie Cys Asp Ser Arg Val Leu Glu Arg Tyr Leu Leu Glu Ala Lys Glu 
35 40 45 

Ala Glu Gin lie Thr Thr Gly Cys Ala Glu His Cys Ser Leu Asn Glu 
50 55 60 

Gin lie Thr Val Pro Asp Thr Lys Val Asn Phe Tyr Ala Trp Lys Arg 
65 70 75 80 
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Met Glu Val Gly 



Leu Ser Glu Ala 
100 

Gin Pro Trp Glu 
115 

Leu Arg Ser Leu 
130 

Ala lie Ser Pro 
145 

Thr Ala Asp Thr 



Arg Gly Lys Leu 
180 

Arg 



Gin Gin Ala Val 
85 

Val Leu Arg Gly 



Pro Leu Gin Leu 
120 

Thr Thr Leu Leu 
135 

Pro Asp Ala Ala 
150 

Phe Arg Lys Leu 
165 

Lys Leu Tyr Thr 



Glu Val Trp Gin 
90 

Gin Ala Leu Leu 
105 

His Val Asp Lys 



Arg Ala Leu Arg 
140 

Ser Ala Ala Pro 
155 

Phe Arg Val Tyr 
170 

Gly Glu Ala Cys 
185 



Gly Leu Ala Leu 
95 

Val Gin Ser Ser 
110 

Ala Val Ser Gly 
125 

Ala Gin Lys Glu 



Leu Arg Thr lie 
160 

Ser Asn Phe Leu 
175 

Arg Thr Gly Asp 
190 



<210> 582 
<211> 193 
<212> PRT 

<213> Homo sapiens 
<400> 582 

Met Gly Val His Glu Cys Pro Ala Trp Leu Trp Leu Leu Leu Ser Leu 
15 10 15 

Leu Ser Leu Pro Leu Gly Leu Pro Val Leu Gly Ala Pro Pro Arg Leu 
20 25 30 

lie Cys Asp Ser Arg Val Leu Glu Arg Tyr Leu Leu Glu Ala Lys Glu 
35 40 45 

Ala Glu Gin lie Thr Thr Gly. Cys Ala Glu His Cys Ser Leu Asn Glu 
50 55 60 

Gin lie Thr Val Pro Asp Thr Lys Val Asn Phe Tyr Ala Trp Lys Arg 
65 70 75 80 

Met Glu Val Gly Gin Gin Ala Val Glu Val Trp Gin Gly Leu Ala Leu 
85 90 95 

Leu Ser Glu Ala Val Leu Arg Gly Gin Ala Leu Leu Val Gin Ser Ser 
100 105 110 

Gin Pro Trp Glu Pro Leu Gin Leu His Val Asp Lys Ala Val Ser Gly 
115 120 125 

Leu Arg Ser Leu Thr Thr Leu Leu Arg Ala Leu Arg Ala Gin Lys Glu 
130 135 140 

Ala lie Ser Pro Pro Asp Ala Ala Ser Ala Ala Pro Leu Arg Thr lie 
145 150 155 160 
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Thr Ala Asp Thr Phe Arg Lys Leu Phe Arg Val Tyr Ser Asn Phe Leu 
165 170 175 



Arg Gly Lys Leu Lys Leu Tyr Thr Gly Glu Ala Cys Arg Thr Gly Asp 
180 185 190 



Arg 



<210> 583 
<211> 123 
<212> PRT 

<213> Homo sapiens 
<400> 583 

Met Gly Val His Glu Cys Pro Ala Trp Leu Trp Leu Leu Leu Ser Leu 
15 10 15 

Leu Ser Leu Pro Leu Gly Leu Pro Val Leu Gly Ala Pro Pro Arg Leu 
20 25 30 

lie Cys Asp Ser Arg Val Leu Glu Arg Tyr Leu Leu Glu Ala Lys Glu 
35 40 45 

Ala Glu Asn lie Thr Thr Gly Cys Ala Glu His Cys Ser Leu Asn Glu 
50 55 60 

Asn lie Thr Val Pro Asp Thr Lys Val Asn Phe Tyr Ala Trp Lys Arg 
65 70 75 80 

Met Glu Val Gly Gin Gin Ala Val Glu Val Trp Gin Gly Leu Ala Leu 
85 90 95 

Leu Ser Glu Ala Val Leu Arg Gly Gin Ala Leu Leu Val Asn Ser Ser 
100 105 110 

Gin Pro Trp Glu Pro Leu Gin Leu Ala Cys Gly 
115 120 



<210> 584 
<211> 108 
<212> PRT 
<213> Homo sapiens 

<400> 584 

Met Lys Ala Leu Cys Leu Leu Leu Leu Pro Val Leu Gly Leu Leu Val 
15 10 15 

Ser Ser Lys Thr Leu Cys Ser Met Glu Glu Ala lie Asn Glu Arg lie 
20 25 30 

Gin Glu Val Ala Gly Ser Leu lie Phe Arg Ala lie Ser Ser lie Gly 
35 40 45 

Leu Glu Cys Gin Ser Val Thr Ser Arg Gly Asp Leu Ala Thr Cys Pro 
50 55 60 
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Arg Gly Phe 
65 



Ala Val Thr Gly Cys Thr Cys Gly Ser Ala Cys Gly Ser 
70 75 80 



Trp Asp Val Arg Ala Glu Thr Thr Cys His Cys Gin Cys Ala Gly Met 
85 90 95 

Asp Trp Thr Gly Ala Arg Cys Cys Arg Val Gin Pro 
100 105 



<210> 585 
<211> 108 
<212> PRT 

<213> Homo sapiens 
<400> 585 

Met Lys Ala Leu Cys Leu Leu Leu Leu Pro Val Leu Gly Leu Leu Val 
15 10 15 

Ser Ser Lys Thr Leu Cys Ser Met Glu Glu Ala lie Asn Glu Arg lie 
20 25 30 

Gin Glu Val Ala Gly Ser Leu He Phe Arg Ala He Ser Ser He Gly 
35 40 45 

Leu Glu Cys Gin Ser Val Thr Ser Arg Gly Asp Leu Ala Thr Cys Pro 
50 55 60 

Arg Gly Phe Ala Val Thr Gly Cys Thr Cys Gly Ser Ala Cys Gly Ser 
65 70 75 80 

Trp Asp Val Arg Ala Glu Thr Thr Cys His Cys Gin Cys Ala Gly Met 
85 90 95 

Asp Trp Thr Gly Ala Arg Cys Cys Arg Val Gin Pro 
100 105 



<210> 586 
<211> 108 
<212> PRT 
<213> Homo sapiens 

<400> 586 

Met Lys Ala Leu Cys Leu Leu Leu Leu Pro Val Leu Gly Leu Leu Val 
15 10 15 

Ser Ser Lys Thr Leu Cys Ser Met Glu Glu Ala He Asn Glu Arg He 
20 25 30 

Gin Glu Val Ala Gly Ser Leu He Phe Arg Ala He Ser Ser He Gly 
35 40 45 

Leu Glu Cys Gin Ser Val Thr Ser Arg Gly Asp Leu Ala Thr Cys Pro 
50 55 60 

Arg Gly Phe Ala Val Thr Gly Cys Thr Cys Gly Ser Ala Cys Gly Ser 
65 70 75 80 
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Trp Asp Val Arg Ala Glu Thr Thr Cys His Cys Gin Cys Ala Gly Met 
85 90 95 

Asp Trp Thr Gly Ala Arg Cys Cys Arg Val Gin Pro 
100 105 



<210> 587 
<211> 193 
<212> PRT 

<213> Homo sapiens 
<400> 587 

Met Gly Val His Glu Cys Pro Ala Trp Leu Trp Leu Leu Leu Ser Leu 
15 10 15 

Leu Ser Leu Pro Leu Gly Leu Pro Val Leu Gly Ala Pro Pro Arg Leu 
20 25 30 

lie Cys Asp Ser Arg Val Leu Glu Arg Tyr Leu Leu Glu Ala Lys Glu 
35 40 45 

Ala Glu Asn lie Thr Thr Gly Cys Ala Glu His Cys Ser Leu Asn Glu 
50 55 60 

Asn lie Thr Val Pro Asp Thr Lys Val Asn Phe Tyr Ala Trp Lys Arg 
65 70 75 80 

Met Glu Val Gly Gin Gin Ala Val Glu Val Trp Gin Gly Leu Ala Leu 
85 90 95 

Leu Ser Glu Ala Val Leu Arg Gly Gin Ala Leu Leu Val Asn Ser Ser 
100 105 110 

Gin Pro Trp Glu Pro Leu Gin Leu His Val Asp Lys Ala Val Ser Gly 
115 120 125 

Leu Arg Ser Leu Thr Thr Leu Leu Arg Ala Leu Arg Ala Gin Lys Glu 
130 135 140 

Ala lie Ser Pro Pro Asp Ala Ala Ser Ala Ala Pro Leu Arg Thr lie 
145 150 155 160 

Thr Ala Asp Thr Phe Arg Lys Leu Phe Arg Val Tyr Ser Asn Phe Leu 
165 170 175 

Arg Gly Lys Leu Lys Leu Tyr Thr Gly Glu Ala Cys Arg Thr Gly Asp 
180 185 190 

Arg 



<210> 588 
<211> 108 
<212> PRT 
<213> Homo sapiens 

<400> 588 
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Met Lys Ala Leu Cys Leu Leu Leu Leu Pro Val Leu Gly Leu Leu Val 
15 10 15 

Ser Ser Lys Thr Leu Cys Ser Met Glu Glu Ala lie Asn Glu Arg lie 
20 25 30 

Gin Glu Val Ala Gly Ser Leu lie Phe Arg Ala lie Ser Ser lie Gly 
35 40 45 

Leu Glu Cys Gin Ser Val Thr Ser Arg Gly Asp Leu Ala Thr Cys Pro 
50 55 60 

Arg Gly Phe Ala Val Thr Gly Cys Thr Cys Gly Ser Ala Cys Gly Ser 
65 70 75 80 

Trp Asp Val Arg Ala Glu Thr Thr Cys His Cys Gin Cys Ala Gly Met 
85 90 95 

Asp Trp Thr Gly Ala Arg Cys Cys Arg Val Gin Pro 
100 105 



<210> 589 
<211> 108 
<212> PRT 
<213> Homo sapiens 

<400> 589 

Met Lys Ala Leu Cys Leu Leu Leu Leu Pro Val Leu Gly Leu Leu Val 
15 10 15 

Ser Ser Lys Thr Leu Cys Ser Met Glu Glu Ala lie Asn Glu Arg lie 
20 25 30 

Gin Glu Val Ala Gly Ser Leu lie Phe Arg Ala lie Ser Ser He Gly 
35 40 45 

Leu Glu Cys Gin Ser Val Thr Ser Arg Gly Asp Leu Ala Thr Cys Pro 
50 55 60 

Arg Gly Phe Ala Val Thr Gly Cys Thr Cys Gly Ser Ala Cys Gly Ser 
65 70 75 80 

Trp Asp Val Arg Ala Glu Thr Thr Cys His Cys Gin Cys Ala Gly Met 
85 90 95 

Asp Trp Thr Gly Ala Arg Cys Cys Arg Val Gin Pro 
100 105 

<210> 590 
<211> 192 
<212> PRT 
<213> Homo sapiens 

<400> 590 

Met Gly Val His Glu Cys Pro Ala Trp Leu Trp Leu Leu Leu Ser Leu 
15 10 15 

Leu Ser Leu Pro Leu Gly Leu Pro Val Leu Gly Ala Pro Pro Arg Leu 
20 25 3 0 

He Cys Asp Ser Arg Val Leu Glu Arg Tyr Leu Leu Glu Ala Lys Glu 
35 40 45 
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Ala Glu Asn lie Thr Thr Gly Cys Ala Glu His Cys Ser Leu Asn Glu 
50 55 60 



Asn lie Thr Val Pro Asp Thr Lys Val Asn Phe Tyr Ala Trp Lys Arg 
65 70 75 80 

Met Glu Val Gly Gin Gin Ala Val Glu Val Trp Gin Gly Leu Ala Leu 
85 90 95 

Leu Ser Glu Ala Val Leu Arg Gly Gin Ala Leu Leu Val Asn Ser Ser 
100 105 110 

Gin Pro Trp Glu Pro Leu Gin Leu His Val Asp Lys Ala Val Ser Gly 
115 120 125 

Leu Arg Ser Leu Thr Thr Leu Leu Arg Ala Leu Arg Ala Gin Lys Glu 
130 135 140 

Ala lie Ser Pro Pro Asp Ala Ala Ser Ala Ala Pro Leu Arg Thr lie 
145 150 155 160 

Thr Ala Asp Thr Phe Arg Lys Leu Phe Arg Val Tyr Ser Asn Phe Leu 
165 170 175 

Arg Gly Lys Leu Lys Leu Tyr Thr Gly Glu Ala Cys Arg Thr Gly Asp 
180 185 190 



<210> 591 
<211> 192 
<212> PRT 
<213> Homo sapiens 

<400> 591 

Met Gly Val His Glu Cys Pro Ala Trp Leu Trp Leu Leu Leu Ser Leu 
15 10 15 

Leu Ser Leu Pro Leu Gly Leu Pro Val Leu Gly Ala Pro Pro Arg Leu 
20 25 30 

lie Cys Asp Ser Arg Val Leu Glu Arg Tyr Leu Leu Glu Ala Lys Glu 
35 40 45 

Ala Glu Asn lie Thr Thr Gly Cys Ala Glu His Cys Ser Leu Asn Glu 
50 55 60 

Asn lie Thr Val Pro Asp Thr Lys Val Asn Phe Tyr Ala Trp Lys Arg 
65 70 75 80 

Met Glu Val Gly Gin Gin Ala Val Glu Val Trp Gin Gly Leu Ala Leu 
85 90 95 

Leu Ser Glu Ala Val Leu Arg Gly Gin Ala Leu Leu Val Asn Ser Ser 
100 105 110 

Gin Pro Trp Glu Pro Leu Gin Leu His Val Asp Lys Ala Val Ser Gly 
115 120 125 
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Leu Arg Ser Leu Thr Thr Leu Leu 
130 135 

Ala lie Ser Pro Pro Asp Ala Ala 
145 150 

Thr Ala Asp Thr Phe Arg Lys Leu 
165 

Arg Gly Lys Leu Lys Leu Tyr Thr 
180 



Arg Ala Leu Arg Ala Gin Lys Glu 
140 

Ser Ala Ala Pro Leu Arg Thr lie 
155 160 

Phe Arg Val Tyr Ser Asn Phe Leu 
170 175 

Gly Glu Ala Cys Arg Thr Gly Asp 
185 190 



<210> 592 
<211> 146 
<212> PRT 
<213> Homo sapiens 

<400> 592 

Met Leu Ala Gly Ala Gly Arg Pro Gly Leu Pro Gin Gly Arg His Leu 
15 10 15 

Cys Trp Leu Leu Cys Ala Phe Thr Leu Lys Leu Cys Gin Ala Glu Ala 
20 25 30 

Pro Val Gin Glu Glu Lys Leu Ser Ala Ser Thr Ser Asn Leu Pro Cys 
35 40 45 

Trp Leu Val Glu Glu Phe Val Val Ala Glu Glu Cys Ser Pro Cys Ser 
50 55 60 

Asn Phe Arg Ala Lys Thr Thr Pro Glu Cys Gly Pro Thr Gly Tyr Val 
65 70 75 80 

Glu Lys He Thr Cys Ser Ser Ser Lys Arg Asn Glu Phe Lys Ser Cys 
85 90 95 

Arg Ser Ala Leu Met Glu Gin Arg Leu Phe Trp Lys Phe Glu Gly Ala 
100 105 110 

Val Val Cys Val Ala Leu lie Phe Ala Cys Leu Val He lie Arg Gin 
115 120 125 

Arg Gin Leu Asp Arg Lys Ala Leu Glu Lys Val Arg Lys Gin He Glu 
130 135 140 

Ser He 
145 



<210> 593 
<211> 192 
<212> PRT 
<213> Homo sapiens 

<400> 593 

Met Gly Val His Glu Cys Pro Ala Trp Leu Trp Leu Leu Leu Ser Leu 
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Leu Ser Leu Pro Leu Gly Leu Pro Val Leu Gly Ala Pro Pro Arg Leu 
20 25 30 



lie Cys Asp Ser Arg Val Leu Glu Arg Tyr Leu Leu Glu Ala Lys Glu 
35 40 45 

Ala Glu Asn He Thr Thr Gly Cys Ala Glu His Cys Ser Leu Asn Glu 
50 55 60 

Asn He Thr Val Pro Asp Thr Lys Val Asn Phe Tyr Ala Trp Lys Arg 
65 70 75 80 

Met Glu Val Gly Gin Gin Ala Val Glu Val Trp Gin Gly Leu Ala Leu 
85 90 95 

Leu Ser Glu Ala Val Leu Arg Gly Gin Ala Leu Leu Val Asn Ser Ser 
100 105 110 

Gin Pro Trp Glu Pro Leu Gin Leu His Val Asp Lys Ala Val Ser Gly 
115 120 125 

Leu Arg Ser Leu Thr Thr Leu Leu Arg Ala Leu Gly Ala Gin Lys Glu 
130 135 140 

Ala He Ser Pro Pro Asp Ala Ala Ser Ala Ala Pro Leu Arg Thr lie 
145 150 155 160 

Thr Ala Asp Thr Phe Arg Lys Leu Phe Arg Val Tyr Ser Asn Phe Leu 
165 170 175 

Arg Gly Lys Leu Lys Leu Tyr Thr Gly Glu Ala Cys Arg Thr Gly Asp 
180 185 190 



<210> 594 
<211> 192 
<212> PRT 

<213> Homo sapiens 
<400> 594 

Met Gly Val His Glu Cys Pro Ala Trp Leu Trp Leu Leu Leu Ser Leu 
15 10 15 

Leu Ser Leu Pro Leu Gly Leu Pro Val Leu Gly Ala Pro Pro Arg Leu 
20 25 30 

He Cys Asp Ser Arg Val Leu Glu Arg Tyr Leu Leu Glu Ala Lys Glu 
35 40 45 

Ala Glu Asn He Thr Thr Gly Cys Ala Glu His Cys Ser Leu Asn Glu 
50 55 60 

Asn He Thr Val Pro Asp Thr Lys Val Asn Phe Tyr Ala Trp Lys Arg 
65 70 75 80 

Met Glu Val Gly Gin Gin Ala Val Glu Val Trp Gin Gly Leu Ala Leu 
85 90 95 

Leu Ser Glu Ala Val Leu Arg Gly Gin Ala Leu Leu Val Asn Ser Ser 
100 105 110 
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Gin Pro Trp Glu Pro Leu Gin Leu His Val Asp Lys Ala Val Ser Gly 
115 120 125 



Leu Arg Ser Leu Thr Thr Leu Leu Arg Ala Leu Gly Ala Gin Lys Glu 
130 135 140 

Ala lie Ser Pro Pro Asp Ala Ala Ser Ala Ala Pro Leu Arg Thr lie 
145 150 155 160 

Thr Ala Asp Thr Phe Arg Lys Leu Phe Arg Val Tyr Ser Asn Phe Leu 
165 170 175 



Arg Gly Lys Leu Lys Leu Tyr Thr Gly Glu Ala Cys Arg Thr Gly Asp 
180 185 190 



<210> 595 
<211> 429 
<212> PRT 

<213> Homo sapiens 
<400> 595 

Met Cys Pro Gly Ala Leu Trp Val Ala Leu Pro Leu Leu Ser Leu Leu 
15 10 15 

Ala Gly Ser Leu Gin Gly Lys Pro Leu Gin Ser Trp Gly Arg Gly Ser 
20 25 30 

Ala Gly Gly Asn Ala His Ser Pro Leu Gly Val Pro Gly Gly Gly Leu 
35 40 45 

Pro Glu His Thr Phe Asn Leu Lys Met Phe Leu Glu Asn Val Lys Val 
50 55 60 

Asp Phe Leu Arg Ser Leu Asn Leu Ser Gly Val Pro Ser Gin Asp Lys 
65 70 75 80 

Thr Arg Val Glu Pro Pro Gin Tyr Met lie Asp Leu Tyr Asn Arg Tyr 
85 90 95 

Thr Ser Asp Lys Ser Thr Thr Pro Ala Ser Asn lie Val Arg Ser Phe 
100 105 110 

Ser Met Glu Asp Ala lie Ser lie Thr Ala Thr Glu Asp Phe Pro Phe 
115 120 125 

Gin Lys His lie Leu Leu Phe Asn lie Ser lie Pro Arg His Glu Gin 
130 135 140 

lie Thr Arg Ala Glu Leu Arg Leu Tyr Val Ser Cys Gin Asn His Val 
145 150 155 160 

Asp Pro Ser His Asp Leu Lys Gly Ser Val Val lie Tyr Asp Val Leu 
165 170 175 

Asp Gly Thr Asp Ala Trp Asp Ser Ala Thr Glu Thr Lys Thr Phe Leu 
180 185 190 

Val Ser Gin Asp lie Gin Asp Glu Gly Trp Glu Thr Leu Glu Val Ser 
195 200 205 

Ser Ala Val Lys Arg Trp Val Arg Ser Asp Ser Thr Lys Ser Lys Asn 
210 215 220 



678 



Lys Leu Glu Val Thr Val Glu Ser His Arg Lys Gly Cys Asp Thr Leu 
225 230 235 240 

Asp lie Ser Val Pro Pro Gly Ser Arg Asn Leu Pro Phe Phe Val Val 
245 250 255 

Phe Ser Asn Asp His Ser Ser Gly Thr Lys Glu Thr Arg Leu Glu Leu 
260 265 270 

Arg Glu Met lie Ser His Glu Gin Glu Ser Val Leu Lys Lys Leu Ser 
275 280 285 

Lys Asp Gly Ser Thr Glu Ala Gly Glu Ser Ser His Glu Glu Asp Thr 
290 295 300 

Asp Gly His Val Ala Ala Gly Ser Thr Leu Ala Arg Arg Lys Arg Ser 
305 310 315 320 

Ala Gly Ala Gly Ser His Cys Gin Lys Thr Ser Leu Arg Val Asn Phe 
325 330 335 

Glu Asp lie Gly Trp Asp Ser Trp lie lie Ala Pro Lys Glu Tyr Glu 
340 345 350 

Ala Tyr Glu Cys Lys Gly Gly Cys Phe Phe Pro Leu Ala Asp Asp Val 
355 360 365 

Thr Pro Thr Lys His Ala lie Val Gin Thr Leu Val His Leu Lys Phe 
370 375 380 

Pro Thr Lys Val Gly Lys Ala Cys Cys Val Pro Thr Lys Leu Ser Pro 
385 390 395 400 

lie Ser Val Leu Tyr Lys Asp Asp Met Gly Val Pro Thr Leu Lys Tyr 
405 410 415 

His Tyr Glu Gly Met Ser Val Ala Glu Cys Gly Cys Arg 
420 425 

<210> 596 

<211> 96 

<212> PRT 

<213> Homo sapiens 

<400> 596 

Met Cys Cys Thr Lys Ser Leu Leu Leu Ala Ala Leu Met Ser Val Leu 
15 10 15 

Leu Leu His Leu Cys Gly Glu Ser Glu Ala Ala Ser Asn Phe Asp Cys 
20 25 30 

Cys Leu Gly Tyr Thr Asp Arg lie Leu His Pro Lys Phe lie Val Gly 
35 40 45 

Phe Thr Arg Gin Leu Ala Asn Glu Gly Cys Asp lie Asn Ala lie lie 
50 55 60 

Phe His Thr Lys Lys Lys Leu Ser Val Cys Ala Asn Pro Lys Gin Thr 
65 70 75 80 

Trp Val Lys Tyr lie Val Arg Leu Leu Ser Lys Lys Val Lys Asn Met 
85 90 95 



679 



<210> 597 

<211> 96 

<212> PRT 

<213> Homo sapiens 

<400> 597 

Met Cys Cys Thr Lys Ser Leu Leu Leu Ala Ala Leu Met Ser Val Leu 
15 10 15 

Leu Leu His Leu Cys Gly Glu Ser Glu Ala Ala Ser Asn Phe Asp Cys 
20 25 30 

Cys Leu Gly Tyr Thr Asp Arg lie Leu His Pro Lys Phe lie Val Gly 
35 40 45 

Phe Thr Arg Gin Leu Ala Asn Glu Gly Cys Asp lie Asn Ala lie lie 
50 55 60 

Phe His Thr Lys Lys Lys Leu Ser Val Cys Ala Asn Pro Lys Gin Thr 
65 70 75 80 

Trp Val Lys Tyr lie Val Arg Leu Leu Ser Lys Lys Val Lys Asn Met 
85 90 95 



<210> 598 

<211> 96 

<212> PRT 

<213> Homo sapiens 

<400> 598 

Met Cys Cys Thr Lys Ser Leu Leu Leu Ala Ala Leu Met Ser Val Leu 
15 10 15 

Leu Leu His Leu Cys Gly Glu Ser Glu Ala Ala Ser Asn Phe Asp Cys 
20 25 30 

Cys Leu Gly Tyr Thr Asp Arg lie Leu His Pro Lys Phe lie Val Gly 
35 40 45 

Phe Thr Arg Gin Leu Ala Asn Glu Gly Cys Asp lie Asn Ala He He 
50 55 60 

Phe His Thr Lys Lys Lys Leu Ser Val Cys Ala Asn Pro Lys Gin Thr 
65 70 75 80 

Trp Val Lys Tyr He Val Arg Leu Leu Ser Lys Lys Val Lys Asn Met 
85 90 95 



<210> 599 

<211> 96 

<212> PRT 

<213> Homo sapiens 

<400> 599 

Met Cys Cys Thr Lys Ser Leu Leu Leu Ala Ala Leu Met Ser Val Leu 
15 10 15 

Leu Leu His Leu Cys Gly Glu Ser Glu Ala Ala Ser Asn Phe Asp Cys 
20 25 30 



680 



Cys Leu Gly Tyr Thr Asp Arg lie Leu His Pro Lys Phe lie Val Gly 
35 40 45 

Phe Thr Arg Gin Leu Ala Asn Glu Gly Cys Asp lie Asn Ala lie lie 
50 55 60 

Phe His Thr Lys Lys Lys Leu Ser Val Cys Ala Asn Pro Lys Gin Thr 
65 70 75 80 

Trp Val Lys Tyr lie Val Arg Leu Leu Ser Lys Lys Val Lys Asn Met 
85 90 95 



<210> 600 
<211> 96 
<212> PRT 

<213> Homo sapiens 
<400> 600 

Met Cys Cys Thr Lys 
1 5 

Leu Leu His Leu Cys 
20 

Cys Leu Gly Tyr Thr 
35 

Leu Thr Arg Gin Leu 
50 

Phe His Thr Lys Lys 
65 

Trp Val Lys Tyr lie 
85 



Ser Leu Leu Leu Ala Ala 
10 

Gly Glu Ser Glu Ala Ala 
25 

Asp Arg lie Leu His Pro 
40 

Ala Asn Glu Gly Cys Asp 
55 

Lys Leu Ser Val Cys Ala 
70 75 

Val Arg Leu Leu Ser Lys 
90 



Leu Met Ser Val Leu 
15 

Ser Asn Phe Asp Cys 
30 

Lys Phe He Val Gly 
45 

lie Asn Ala He He 
60 

Asn Pro Lys Gin Thr 
80 

Lys Val Lys Asn Met 
95 



<210> 601 
<211> 429 
<212> PRT 
<213> Homo sapiens 

<400> 601 

Met Cys Pro Gly Ala Leu Trp Val Ala Leu Pro Leu Leu Ser Leu Leu 
15 10 15 

Ala Gly Ser Leu Gin Gly Lys Pro Leu Gin Ser Trp Gly Arg Gly Ser 
20 25 30 

Ala Gly Gly Asn Ala His Ser Pro Leu Gly Val Pro Gly Gly Gly Leu 
35 40 45 

Pro Glu His Thr Phe Asn Leu Lys Met Phe Leu Glu Asn Val Lys Val 
50 55 60 

Asp Phe Leu Arg Ser Leu Asn Leu Ser Gly Val Pro Ser Gin Asp Lys 
65 70 75 80 

Thr Arg Val Glu Pro Pro Gin Tyr Met He Asp Leu Tyr Asn Arg Tyr 
85 90 95 



681 



Thr Ser Asp Lys Ser Thr Thr Pro Ala Ser Asn lie Val Arg Ser Phe 
100 105 110 

Ser Met Glu Asp Ala lie Ser lie Thr Ala Thr Glu Asp Phe Pro Phe 
115 120 125 

Gin Lys His lie Leu Leu Phe Asn lie Ser lie Pro Arg His Glu Gin 
130 135 140 

lie Thr Arg Ala Glu Leu Arg Leu Tyr Val Ser Cys Gin Asn His Val 
145 150 155 160 

Asp Pro Ser His Asp Leu Lys Gly Ser Val Val lie Tyr Asp Val Leu 
165 170 175 

Asp Gly Thr Asp Ala Trp Asp Ser Ala Thr Glu Thr Lys Thr Phe Leu 
180 185 190 

Val Ser Gin Asp lie Gin Asp Glu Gly Trp Glu Thr Leu Glu Val Ser 
195 200 205 

Ser Ala Val Lys Arg Trp Val Arg Ser Asp Ser Thr Lys Ser Lys Asn 
210 215 220 

Lys Leu Glu Val Thr Val Glu Ser His Arg Lys Gly Cys Asp Thr Leu 
225 230 235 240 

Asp lie Ser Val Pro Pro Gly Ser Arg Asn Leu Pro Phe Phe Val Val 
245 250 255 

Phe Ser Asn Asp His Ser Ser Gly Thr Lys Glu Thr Arg Leu Glu Leu 
260 265 270 

Arg Glu Met lie Ser His Glu Gin Glu Ser Val Leu Lys Lys Leu Ser 
275 280 285 

Lys Asp Gly Ser Thr Glu Ala Gly Glu Ser Ser His Glu Glu Asp Thr 
290 295 300 

Asp Gly His Val Ala Ala Gly Ser Thr Leu Ala Arg Arg Lys Arg Ser 
305 310 315 320 

Ala Gly Ala Gly Ser His Cys Gin Lys Thr Ser Leu Arg Val Asn Phe 
325 330 335 

Glu Asp lie Gly Trp Asp Ser Trp lie lie Ala Pro Lys Glu Tyr Glu 
340 345 350 

Ala Tyr Glu Cys Lys Gly Gly Cys Phe Phe Pro Leu Ala Asp Asp Val 
355 360 365 

Thr Pro Thr Lys His Ala lie Val Gin Thr Leu Val His Leu Lys Phe 
370 375 380 

Pro Thr Lys Val Gly Lys Ala Cys Cys Val Pro Thr Lys Leu Ser Pro 
385 390 395 400 

lie Ser Val Leu Tyr Lys Asp Asp Met Gly Val Pro Thr Leu Lys Tyr 
405 410 415 

His Tyr Glu Gly Met Ser Val Ala Glu Cys Gly Cys Arg 
420 425 



682 



<210> 602 
<211> 165 
<212> PRT 

<213> Homo sapiens 
<400> 602 

Cys Asp Leu Pro Gin Thr His Ser Leu Gly Ser Arg Arg Thr Leu Met 
15 10 15 

Leu Leu Ala Gin Met Arg Arg lie Ser Leu Phe Ser Cys Leu Lys Asp 
20 25 30 

Arg His Asp Phe Gly Phe Pro Gin Glu Glu Phe Gly Asn Gin Phe Gin 
35 40 45 

Lys Ala Glu Thr lie Pro Val Leu His Glu Met lie Gin Gin lie Phe 
50 55 60 

Asn Leu Phe Ser Thr Lys Asp Ser Ser Ala Ala Trp Asp Glu Thr Leu 
65 70 75 80 

Leu Asp Lys Phe Tyr Thr Glu Leu Tyr Gin Gin Leu Asn Asp Leu Glu 
85 90 95 

Ala Cys Val lie Gin Gly Val Gly Val Thr Glu Thr Pro Leu Met Lys 
100 105 110 

Glu Asp Ser lie Leu Ala Val Arg Lys Tyr Phe Gin Arg lie Thr Leu 
115 120 125 

Tyr Leu Lys Glu Lys Lys Tyr Ser Pro Cys Ala Trp Glu Val Val Arg 
130 135 140 

Ala Glu lie Met Arg Ser Phe Ser Leu Ser Thr Asn Leu Gin Glu Ser 
145 150 155 160 

Leu Arg Ser Lys Glu 
165 



<210> 603 
<211> 192 
<212> PRT 

<213> Homo sapiens 
<400> 603 

Met Gly Val His Glu Cys Pro Ala Trp Leu Trp Leu Leu Leu Ser Leu 
15 10 15 

Leu Ser Leu Pro Leu Gly Leu Pro Val Leu Gly Ala Pro Pro Arg Leu 
20 25 30 

lie Cys Asp Ser Arg Val Leu Glu Arg Tyr Leu Leu Glu Ala Lys Glu 
35 40 45 

Ala Glu Asn lie Thr Thr Gly Cys Ala Glu His Cys Ser Leu Asn Glu 
50 55 60 

Asn lie Thr Val Pro Asp Thr Lys Val Asn Phe Tyr Ala Trp Lys Arg 
65 70 75 80 



683 



Met Glu Val Gly Gin Gin Ala Val 
85 

Leu Ser Glu Ala Val Leu Arg Gly 
100 

Gin Pro Trp Glu Pro Leu Gin Leu 
115 120 

Leu Arg Ser Leu Thr Thr Leu Leu 
130 135 

Ala lie Ser Pro Pro Asp Ala Ala 
145 150 

Thr Ala Asp Thr Phe Arg Lys Leu 
165 

Arg Gly Lys Leu Lys Leu Tyr Thr 
180 



Glu Val Trp Gin Gly Leu Ala Leu 
90 95 

Gin Ala Leu Leu Val Asn Ser Ser 
105 110 

His Val Asp Lys Ala Val Ser Gly 
125 

Arg Ala Leu Gly Ala Gin Lys Glu 
140 

Ser Ala Ala Pro Leu Arg Thr lie 
155 160 

Phe Arg Val Tyr Ser Asn Phe Leu 
170 175 

Gly Glu Ala Cys Arg Thr Gly Asp 
185 190 



<210> 604 
<211> 96 
<212> PRT 

<213> Homo sapiens 
<400> 604 

Met Cys Cys Thr Lys Ser Leu Leu Leu Ala Ala Leu Met Ser Val Leu 
15 10 15 

Leu Leu His Leu Cys Gly Glu Ser Glu Ala Ala Ser Asn Phe Asp Cys 
20 25 30 

Cys Leu Gly Tyr Thr Asp Arg lie Leu His Pro Lys Phe lie Val Gly 
35 40 45 

Leu Thr Arg Gin Leu Ala Asn Glu Gly Cys Asp lie Asn Ala lie lie 
50 55 60 

Phe His Thr Lys Lys Lys Leu Ser Val Cys Ala Asn Pro Lys Gin Thr 
65 70 75 80 

Trp Val Lys Tyr lie Val Arg Leu Leu Ser Lys Lys Val Lys Asn Met 
85 90 95 



<210> 605 
<211> 429 
<212> PRT 

<213> Homo sapiens 
<400> 605 

Met Cys Pro Gly Ala Leu Trp Val 
1 5 

Ala Gly Ser Leu Gin Gly Lys Pro 
20 



Ala Leu Pro Leu Leu Ser Leu Leu 
10 15 

Leu Gin Ser Trp Gly Arg Gly Ser 
25 30 



684 



Ala Gly Gly Asn Ala His Ser Pro Leu Gly Val Pro Gly Gly Gly Leu 
35 40 45 

Pro Glu His Thr Phe Asn Leu Lys Met Phe Leu Glu Asn Val Lys Val 
50 55 60 

Asp Phe Leu Arg Ser Leu Asn Leu Ser Gly Val Pro Ser Gin Asp Lys 
65 70 75 80 

Thr Arg Val Glu Pro Pro Gin Tyr Met lie Asp Leu Tyr Asn Arg Tyr 
85 90 95 

Thr Ser Asp Lys Ser Thr Thr Pro Ala Ser Asn lie Val Arg Ser Phe 
100 105 110 

Ser Met Glu Asp Ala lie Ser lie Thr Ala Thr Glu Asp Phe Pro Phe 
115 120 125 

Gin Lys His lie Leu Leu Phe Asn lie Ser lie Pro Arg His Glu Gin 
130 135 140 

lie Thr Arg Ala Glu Leu Arg Leu Tyr Val Ser Cys Gin Asn His Val 
145 150 155 160 

Asp Pro Ser His Asp Leu Lys Gly Ser Val Val lie Tyr Asp Val Leu 
165 170 175 

Asp Gly Thr Asp Ala Trp Asp Ser Ala Thr Glu Thr Lys Thr Phe Leu 
180 185 190 

Val Ser Gin Asp lie Gin Asp Glu Gly Trp Glu Thr Leu Glu Val Ser 
195 200 205 

Ser Ala Val Lys Arg Trp Val Arg Ser Asp Ser Thr Lys Ser Lys Asn 
210 215 220 

Lys Leu Glu Val Thr Val Glu Ser His Arg Lys Gly Cys Asp Thr Leu 
225 230 235 240 

Asp lie Ser Val Pro Pro Gly Ser Arg Asn Leu Pro Phe Phe Val Val 
245 250 255 

Phe Ser Asn Asp His Ser Ser Gly Thr Lys Glu Thr Arg Leu Glu Leu 
260 265 270 

Arg Glu Met lie Ser His Glu Gin Glu Ser Val Leu Lys Lys Leu Ser 
275 280 285 

Lys Asp Gly Ser Thr Glu Ala Gly Glu Ser Ser His Glu Glu Asp Thr 
290 295 300 

Asp Gly His Val Ala Ala Gly Ser Thr Leu Ala Arg Arg Lys Arg Ser 
305 310 315 320 

Ala Gly Ala Gly Ser His Cys Gin Lys Thr Ser Leu Arg Val Asn Phe 
325 330 335 

Glu Asp lie Gly Trp Asp Ser Trp lie lie Ala Pro Lys Glu Tyr Glu 
340 345 350 

Ala Tyr Glu Cys Lys Gly Gly Cys Phe Phe Pro Leu Ala Asp Asp Val 
355 360 365 



685 



Thr Pro Thr Lys 
370 

Pro Thr Lys Val 
385 

lie Ser Val Leu 



His Tyr Glu Gly 
420 



His Ala He Val 
375 

Gly Lys Ala Cys 
390 

Tyr Lys Asp Asp 
405* 

Met Ser Val Ala 



Gin Thr Leu Val 
380 

Cys Val Pro Thr 
395 

Met Gly Val Pro 
410 

Glu Cys Gly Cys 
425 



His Leu Lys Phe 

Lys Leu Ser Pro 
400 

Thr Leu Lys Tyr 
415 

Arg 



<210> 606 
<211> 429 
<212> PRT 

<213> Homo sapiens 
<400> 606 

Met Cys Pro Gly Ala Leu Trp Val Ala Leu Pro Leu Leu Ser Leu Leu 
15 10 15 

Ala Gly Ser Leu Gin Gly Lys Pro Leu Gin Ser Trp Gly Arg Gly Ser 
20 25 30 

Ala Gly Gly Asn Ala His Ser Pro Leu Gly Val Pro Gly Gly Gly Leu 
35 40 45 

Pro Glu His Thr Phe Asn Leu Lys Met Phe Leu Glu Asn Val Lys Val 
50 55 60 

Asp Phe Leu Arg Ser Leu Asn Leu Ser Gly Val Pro Ser Gin Asp Lys 
65 70 75 80 

Thr Arg Val Glu Pro Pro Gin Tyr Met He Asp Leu Tyr Asn Arg Tyr 
85 90 95 

Thr Ser Asp Lys Ser Thr Thr Pro Ala Ser Asn He Val Arg Ser Phe 
100 105 110 

Ser Met Glu Asp Ala lie Ser He Thr Ala Thr Glu Asp Phe Pro Phe 
115 120 125 

Gin Lys His He Leu Leu Phe Asn He Ser He Pro Arg His Glu Gin 
130 135 140 

He Thr Arg Ala Glu Leu Arg Leu Tyr Val Ser Cys Gin Asn His Val 
145 150 155 160 

Asp Pro Ser His Asp Leu Lys Gly Ser Val Val He Tyr Asp Val Leu 
165 170 175 

Asp Gly Thr Asp Ala Trp Asp Ser Ala Thr Glu Thr Lys Thr Phe Leu 
180 185 190 

Val Ser Gin Asp He Gin Asp Glu Gly Trp Glu Thr Leu Glu Val Ser 
195 200 205 

Ser Ala Val Lys Arg Trp Val Arg Ser Asp Ser Thr Lys Ser Lys Asn 
210 215 220 



686 



Lys Leu Glu Val Thr Val Glu Ser His Arg Lys Gly Cys Asp Thr Leu 
225 230 235 240 



Asp lie Ser Val Pro Pro Gly Ser Arg Asn Leu Pro Phe Phe Val Val 
245 250 255 

Phe Ser Asn Asp His Ser Ser Gly Thr Lys Glu Thr Arg Leu Glu Leu 
260 265 270 

Arg Glu Met lie Ser His Glu Gin Glu Ser Val Leu Lys Lys Leu Ser 
275 280 285 

Lys Asp Gly Ser Thr Glu Ala Gly Glu Ser Ser His Glu Glu Asp Thr 
290 295 300 

Asp Gly His Val Ala Ala Gly Ser Thr Leu Ala Arg Arg Lys Arg Ser 
305 310 315 320 

Ala Gly Ala Gly Ser His Cys Gin Lys Thr Ser Leu Arg Val Asn Phe 
325 330 335 

Glu Asp lie Gly Trp Asp Ser Trp lie lie Ala Pro Lys Glu Tyr Glu 
340 345 350 

Ala Tyr Glu Cys Lys Gly Gly Cys Phe Phe Pro Leu Ala Asp Asp Val 
355 360 365 

Thr Pro Thr Lys His Ala lie Val Gin Thr Leu Val His Leu Lys Phe 
370 375 380 

Pro Thr Lys Val Gly Lys Ala Cys Cys Val Pro Thr Lys Leu Ser Pro 
385 390 395 400 

lie Ser Val Leu Tyr Lys Asp Asp Met Gly Val Pro Thr Leu Lys Tyr 
405 410 415 

His Tyr Glu Gly Met Ser Val Ala Glu Cys Gly Cys Arg 
420 425 



<210> 607 
<211> 93 
<212> PRT 

<213> Homo sapiens 
<400> 607 

Met Lys lie Ser Val Ala Ala lie Pro Phe Phe Leu Leu He Thr He 
15 10 15 

Ala Leu Gly Thr Lys Thr Glu Ser Ser Ser Arg Gly Pro Tyr His Pro 
20 25 30 

Ser Glu Cys Cys Phe Thr Tyr Thr Thr Tyr Lys lie Pro Arg Gin Arg 
35 40 45 

He Met Asp Tyr Tyr Glu Thr Asn Ser Gin Cys Ser Lys Pro Gly lie 
50 55 60 

Val Phe He Thr Lys Arg Gly His Ser Val Cys Thr Asn Pro Ser Asp 
65 70 75 80 



687 



Lys Trp Val Gin Asp Tyr lie Lys Asp Met Lys Glu Asn 
85 90 



<210> 608 
<211> 429 
<212> PRT 

<213> Homo sapiens 
<400> 608 

Met Cys Pro Gly Ala Leu Trp Val Ala Leu Pro Leu Leu Ser Leu Leu 
15 10 15 

Ala Gly Ser Leu Gin Gly Lys Pro Leu Gin Ser Trp Gly Arg Gly Ser 
20 25 30 

Ala Gly Gly Asn Ala His Ser Pro Leu Gly Val Pro Gly Gly Gly Leu 
35 40 45 

Pro Glu His Thr Phe Asn Leu Lys Met Phe Leu Glu Asn Val Lys Val 
50 55 60 

Asp Phe Leu Arg Ser Leu Asn Leu Ser Gly Val Pro Ser Gin Asp Lys 
65 70 75 80 

Thr Arg Val Glu Pro Pro Gin Tyr Met lie Asp Leu Tyr Asn Arg Tyr 
85 90 95 

Thr Ser Asp Lys Ser Thr Thr Pro Ala Ser Asn lie Val Arg Ser Phe 
100 105 110 

Ser Met Glu Asp Ala lie Ser lie Thr Ala Thr Glu Asp Phe Pro Phe 
115 120 125 

Gin Lys His lie Leu Leu Phe Asn lie Ser lie Pro Arg His Glu Gin 
130 135 140 

lie Thr Arg Ala Glu Leu Arg Leu Tyr Val Ser Cys Gin Asn His Val 
145 150 155 160 

Asp Pro Ser His Asp Leu Lys Gly Ser Val Val lie Tyr Asp Val Leu 
165 170 175 

Asp Gly Thr Asp Ala Trp Asp Ser Ala Thr Glu Thr Lys Thr Phe Leu 
180 185 190 

Val Ser Gin Asp lie Gin Asp Glu Gly Trp Glu Thr Leu Glu Val Ser 
195 200 205 

Ser Ala Val Lys Arg Trp Val Arg Ser Asp Ser Thr Lys Ser Lys Asn 
210 215 220 

Lys Leu Glu Val Thr Val Glu Ser His Arg Lys Gly Cys Asp Thr Leu 
225 230 235 240 

Asp lie Ser Val Pro Pro Gly Ser Arg Asn Leu Pro Phe Phe Val Val 
245 250 255 

Phe Ser Asn Asp His Ser Ser Gly Thr Lys Glu Thr Arg Leu Glu Leu 
260 265 270 



688 



Arg Glu Met lie 
275 

Lys Asp Gly Ser 
290 

Asp Gly His Val 
305 

Ala Gly Ala Gly 



Glu Asp lie Gly 
340 

Ala Tyr Glu Cys 
355 

Thr Pro Thr Lys 
370 

Pro Thr Lys Val 

385 

He Ser Val Leu 



His Tyr Glu Gly 
420 



Ser His Glu Gin 
280 

Thr Glu Ala Gly 
295 

Ala Ala Gly Ser 
310 

Ser His Cys Gin 
325 

Trp Asp Ser Trp 



Lys Gly Gly Cys 
360 

His Ala He Val 
375 

Gly Lys Ala Cys 
390 

Tyr Lys Asp Asp 
405 

Met Ser Val Ala 



Glu Ser Val Leu 



Glu Ser Ser His 
300 

Thr Leu Ala Arg 
315 

Lys Thr Ser Leu 
330 

He He Ala Pro 
345 

Phe Phe Pro Leu 



Gin Thr Leu Val 
380 

Cys Val Pro Thr 
395 

Met Gly Val Pro 
410 

Glu Cys Gly Cys 
425 



Lys Lys Leu Ser 
285 

Glu Glu Asp Thr 



Arg Lys Arg Ser 
320 

Arg Val Asn Phe 
335 

Lys Glu Tyr Glu 
350 

Ala Asp Asp Val 
365 

His Leu Lys Phe 



Lys Leu Ser Pro 
400 

Thr Leu Lys Tyr 
415 

Arg 



<210> 609 
<211> 83 
<212> PRT 

<213> Homo sapiens 
<400> 609 

Met Lys Lys Val Cys Trp Val Gly Ala Leu Ala His Leu Val Leu Cys 
15 10 15 

Glu Arg Trp Leu Thr Ala Gly Cys Leu Leu Tyr Val Gly Val He Gin 
20 25 30 

Pro Cys Lys Gly Ser Pro Ser Ser Val Cys Lys Ala Arg Arg Cys Leu 
35 40 45 

His Pro Lys Tyr Arg He Lys Arg Tyr Gly Tyr Tyr Lys Tyr Ser Val 
50 55 60 

Arg Leu He He Cys His His His Pro His Ala Leu Lys Ala Glu Leu 
65 70 75 80 

Thr Asp Asp 



<210> 610 
<211> 429 



689 



<212> PRT 

<213> Homo sapiens 



<400> 610 

Met Cys Pro Gly Ala Leu Trp Val Ala Leu Pro Leu Leu Ser Leu Leu 
15 10 15 

Ala Gly Ser Leu Gin Gly Lys Pro Leu Gin Ser Trp Gly Arg Gly Ser 
20 25 30 

Ala Gly Gly Asn Ala His Ser Pro Leu Gly Val Pro Gly Gly Gly Leu 
35 40 45 

Pro Glu His Thr Phe Asn Leu Lys Met Phe Leu Glu Asn Val Lys Val 
50 55 60 

Asp Phe Leu Arg Ser Leu Asn Leu Ser Gly Val Pro Ser Gin Asp Lys 
65 70 75 80 

Thr Arg Val Glu Pro Pro Gin Tyr Met lie Asp Leu Tyr Asn Arg Tyr 
85 90 95 

Thr Ser Asp Lys Ser Thr Thr Pro Ala Ser Asn lie Val Arg Ser Phe 
100 105 110 

Ser Met Glu Asp Ala lie Ser lie Thr Ala Thr Glu Asp Phe Pro Phe 
115 120 125 

Gin Lys His lie Leu Leu Phe Asn lie Ser lie Pro Arg His Glu Gin 
130 135 140 

lie Thr Arg Ala Glu Leu Arg Leu Tyr Val Ser Cys Gin Asn His Val 
145 150 155 160 

Asp Pro Ser His Asp Leu Lys Gly Ser Val Val lie Tyr Asp Val Leu 
165 170 175 

Asp Gly Thr Asp Ala Trp Asp Ser Ala Thr Glu Thr Lys Thr Phe Leu 
180 185 190 

Val Ser Gin Asp lie Gin Asp Glu Gly Trp Glu Thr Leu Glu Val Ser 
195 200 205 

Ser Ala Val Lys Arg Trp Val Arg Ser Asp Ser Thr Lys Ser Lys Asn 
210 215 220 

Lys Leu Glu Val Thr Val Glu Ser His Arg Lys Gly Cys Asp Thr Leu 
225 230 235 240 

Asp lie Ser Val Pro Pro Gly Ser Arg Asn Leu Pro Phe Phe Val Val 
245 250 255 

Phe Ser Asn Asp His Ser Ser Gly Thr Lys Glu Thr Arg Leu Glu Leu 
260 265 270 

Arg Glu Met lie Ser His Glu Gin Glu Ser Val Leu Lys Lys Leu Ser 
275 280 285 

Lys Asp Gly Ser Thr Glu Ala Gly Glu Ser Ser His Glu Glu Asp Thr 
290 295 300 

Asp Gly His Val Ala Ala Gly Ser Thr Leu Ala Arg Arg Lys Arg Ser 
305 310 315 320 



690 



Ala Gly Ala Gly 



Glu Asp lie Gly 
340 

Ala Tyr Glu Cys 
355 

Thr Pro Thr Lys 
370 

Pro Thr Lys Val 

385 

lie Ser Val Leu 



His Tyr Glu Gly 
420 



Ser His Cys Gin 
325 

Trp Asp Ser Trp 



Lys Gly Gly Cys 
360 

His Ala lie Val 
375 

Gly Lys Ala Cys 
390 

Tyr Lys Asp Asp 
405 

Met Ser Val Ala 



Lys Thr Ser Leu 
330 

lie He Ala Pro 
345 

Phe Phe Pro Leu 



Gin Thr Leu Val 
380 

Cys Val Pro Thr 
395 

Met Gly Val Pro 
410 

Glu Cys Gly Cys 
425 



Arg Val Asn Phe 
335 

Lys Glu Tyr Glu 
350 

Ala Asp Asp Val 
365 

His Leu Lys Phe 



Lys Leu Ser Pro 
400 

Thr Leu Lys Tyr 
415 

Arg 



<210> 611 
<211> 193 
<212> PRT 

<213> Homo sapiens 
<400> 611 

Met Gly Val His Glu Cys Pro Ala Trp Leu Trp Leu Leu Leu Ser Leu 
15 10 15 

Leu Ser Leu Pro Leu Gly Leu Pro Val Leu Gly Ala Pro Pro Arg Leu 
20 25 30 

He Cys Asp Ser Arg Val Leu Glu Arg Tyr Leu Leu Glu Ala Lys Glu 
35 40 45 

Ala Glu Asn He Thr Thr Gly Cys Ala Glu His Cys Ser Leu Asn Glu 
50 55 60 

Asn He Thr Val Pro Asp Thr Lys Val Asn Phe Tyr Ala Trp Lys Arg 
65 70 75 80 

Met Glu Val Gly Gin Gin Ala Val Glu Val Trp Gin Gly Leu Ala Leu 
85 90 95 

Leu Ser Glu Ala Val Leu Arg Gly Gin Ala Leu Leu Val Asn Ser Ser 
100 105 110 

Gin Pro Trp Glu Pro Leu Gin Leu His Val Asp Lys Ala Val Ser Gly 
115 120 125 

Leu Arg Ser Leu Thr Thr Leu Leu Arg Ala Leu Arg Ala Gin Lys Glu 
130 135 140 

Ala He Ser Pro Pro Asp Ala Ala Ser Ala Ala Pro Leu Arg Thr He 
145 150 155 160 

Thr Ala Asp Thr Phe Arg Lys Leu Phe Arg Val Tyr Ser Asn Phe Leu 
165 170 175 



691 



Arg Gly Lys Leu Lys Leu Tyr Thr Gly Glu Ala Cys Arg Thr Gly Asp 
180 185 190 



Arg 



<210> 612 
<211> 167 
<212> PRT 

<213> Homo sapiens 
<400> 612 

Met Leu Thr Val Ala Leu Leu Ala Leu Leu Cys Ala Ser Ala Ser Gly 
15 10 15 

Asn Ala lie Gin Ala Arg Ser Ser Ser Tyr Ser Gly Glu Tyr Gly Gly 
20 25 30 

Gly Gly Gly Lys Arg Phe Ser His Ser Gly Asn Gin Leu Asp Gly Pro 
35 40 45 

lie Thr Ala Leu Arg Val Arg Val Asn Thr Tyr Tyr lie Val Gly Leu 
50 55 60 

Gin Val Arg Tyr Gly Lys Val Trp Ser Asp Tyr Val Gly Gly Arg Asn 
65 70 75 80 

Gly Asp Leu Glu Glu lie Phe Leu His Pro Gly Glu Ser Val lie Gin 
85 90 95 

Val Ser Gly Lys Tyr Lys Trp Tyr Leu Lys Lys Leu Val Phe Val Thr 
100 105 110 

Asp Lys Gly Arg Tyr Leu Ser Phe Gly Lys Asp Ser Gly Thr Ser Phe 
115 120 125 

Asn Ala Val Pro Leu His Pro Asn Thr Val Leu Arg Phe lie Ser Gly 
130 135 140 

Arg Ser Gly Ser Leu lie Asp Ala lie Gly Leu His Trp Asp Val Tyr 
145 150 155 160 

Pro Thr Ser Cys Ser Arg Cys 
165 



<210> 613 
<211> 165 
<212> PRT 

<213> Homo sapiens 
<400> 613 

Cys Asp Leu Pro Gin Thr His Ser Leu Gly Ser Arg Arg Thr Leu Met 
15 10 15 

Leu Leu Ala Gin Met Arg Arg lie Ser Leu Phe Ser Cys Leu Lys Asp 
20 25 30 



692 



Arg His Asp Phe Gly Phe Pro Gin Glu Glu Phe Gly Asn Gin Phe Gin 
35 40 45 

Lys Ala Glu Thr lie Pro Val Leu His Glu Met He Gin Gin He Phe 
50 55 60 

Asn Leu Phe Ser Thr Lys Asp Ser Ser Ala Ala Trp Asp Glu Thr Leu 
65 70 75 80 

Leu Asp Lys Phe Tyr Thr Glu Leu Tyr Gin Gin Leu Asn Asp Leu Glu 
85 90 95 

Ala Cys Val He Gin Gly Val Gly Val Thr Glu Thr Pro Leu Met Lys 
100 105 110 

Glu Asp Ser He Leu Ala Val Arg Lys Tyr Phe Gin Arg He Thr Leu 
115 120 125 

Tyr Leu Lys Glu Lys Lys Tyr Ser Pro Cys Ala Trp Glu Val Val Arg 
130 135 140 

Ala Glu He Met Arg Ser Phe Ser Leu Ser Thr Asn Leu Gin Glu Ser 
145 150 155 160 

Leu Arg Ser Lys Glu 
165 



<210> 614 
<211> 429 
<212> PRT 
<213> Homo sapiens 

<400> 614 

Met Cys Pro Gly Ala Leu Trp Val Ala Leu Pro Leu Leu Ser Leu Leu 
15 10 15 

Ala Gly Ser Leu Gin Gly Lys Pro Leu Gin Ser Trp Gly Arg Gly Ser 
20 25 30 

Ala Gly Gly Asn Ala His Ser Pro Leu Gly Val Pro Gly Gly Gly Leu 
35 40 45 

Pro Glu His Thr Phe Asn Leu Lys Met Phe Leu Glu Asn Val Lys Val 
50 55 60 

Asp Phe Leu Arg Ser Leu Asn Leu Ser Gly Val Pro Ser Gin Asp Lys 
65 70 75 80 

Thr Arg Val Glu Pro Pro Gin Tyr Met He Asp Leu Tyr Asn Arg Tyr 
85 90 95 

Thr Ser Asp Lys Ser Thr Thr Pro Ala Ser Asn He Val Arg Ser Phe 
100 105 110 

Ser Met Glu Asp Ala He Ser He Thr Ala Thr Glu Asp Phe Pro Phe 
115 120 125 

Gin Lys His He Leu Leu Phe Asn He Ser He Pro Arg His Glu Gin 
130 135 140 
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lie Thr Arg Ala Glu Leu Arg Leu Tyr Val Ser Cys Gin Asn His Val 
145 150 155 160 

Asp Pro Ser His Asp Leu Lys Gly Ser Val Val lie Tyr Asp Val Leu 
165 170 175 

Asp Gly Thr Asp Ala Trp Asp Ser Ala Thr Glu Thr Lys Thr Phe Leu 
180 185 190 

Val Ser Gin Asp lie Gin Asp Glu Gly Trp Glu Thr Leu Glu Val Ser 
195 200 205 

Ser Ala Val Lys Arg Trp Val Arg Ser Asp Ser Thr Lys Ser Lys Asn 
210 215 220 

Lys Leu Glu Val Thr Val Glu Ser His Arg Lys Gly Cys Asp Thr Leu 
225 230 235 240 

Asp lie Ser Val Pro Pro Gly Ser Arg Asn Leu Pro Phe Phe Val Val 
245 250 255 

Phe Ser Asn Asp His Ser Ser Gly Thr Lys Glu Thr Arg Leu Glu Leu 
260 265 270 

Arg Glu Met lie Ser His Glu Gin Glu Ser Val Leu Lys Lys Leu Ser 
275 280 285 

Lys Asp Gly Ser Thr Glu Ala Gly Glu Ser Ser His Glu Glu Asp Thr 
290 295 300 

Asp Gly His Val Ala Ala Gly Ser Thr Leu Ala Arg Arg Lys Arg Ser 
305 310 315 320 

Ala Gly Ala Gly Ser His Cys Gin Lys Thr Ser Leu Arg Val Asn Phe 
325 330 335 

Glu Asp lie Gly Trp Asp Ser Trp lie lie Ala Pro Lys Glu Tyr Glu 
340 345 350 

Ala Tyr Glu Cys Lys Gly Gly Cys Phe Phe Pro Leu Ala Asp Asp Val 
355 360 365 

Thr Pro Thr Lys His Ala lie Val Gin Thr Leu Val His Leu Lys Phe 
370 375 380 

Pro Thr Lys Val Gly Lys Ala Cys Cys Val Pro Thr Lys Leu Ser Pro 
385 390 395 400 

lie Ser Val Leu Tyr Lys Asp Asp Met Gly Val Pro Thr Leu Lys Tyr 
405 410 415 

His Tyr Glu Gly Met Ser Val Ala Glu Cys Gly Cys Arg 
420 425 



<210> 615 
<211> 429 
<212> PRT 

<213> Homo sapiens 
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<400> 615 

Met Cys Pro Gly Ala Leu Trp Val Ala Leu Pro Leu Leu Ser Leu Leu 
15 10 15 

Ala Gly Ser Leu Gin Gly Lys Pro Leu Gin Ser Trp Gly Arg Gly Ser 
20 25 30 

Ala Gly Gly Asn Ala His Ser Pro Leu Gly Val Pro Gly Gly Gly Leu 
35 40 45 

Pro Glu His Thr Phe Asn Leu Lys Met Phe Leu Glu Asn Val Lys Val 
50 55 60 

Asp Phe Leu Arg Ser Leu Asn Leu Ser Gly Val Pro Ser Gin Asp Lys 
65 70 75 80 

Thr Arg Val Glu Pro Pro Gin Tyr Met lie Asp Leu Tyr Asn Arg Tyr 
85 90 95 

Thr Ser Asp Lys Ser Thr Thr Pro Ala Ser Asn lie Val Arg Ser Phe 
100 105 110 

Ser Met Glu Asp Ala lie Ser lie Thr Ala Thr Glu Asp Phe Pro Phe 
115 120 125 

Gin Lys His lie Leu Leu Phe Asn lie Ser lie Pro Arg His Glu Gin 
130 135 140 

lie Thr Arg Ala Glu Leu Arg Leu Tyr Val Ser Cys Gin Asn His Val 
145 150 155 160 

Asp Pro Ser His Asp Leu Lys Gly Ser Val Val lie Tyr Asp Val Leu 
165 170 175 

Asp Gly Thr Asp Ala Trp Asp Ser Ala Thr Glu Thr Lys Thr Phe Leu 
180 185 190 

Val Ser Gin Asp lie Gin Asp Glu Gly Trp Glu Thr Leu Glu Val Ser 
195 200 205 

Ser Ala Val Lys Arg Trp Val Arg Ser Asp Ser Thr Lys Ser Lys Asn 
210 215 220 

Lys Leu Glu Val Thr Val Glu Ser His Arg Lys Gly Cys Asp Thr Leu 
225 230 235 240 

Asp lie Ser Val Pro Pro Gly Ser Arg Asn Leu Pro Phe Phe Val Val 
245 250 255 

Phe Ser Asn Asp His Ser Ser Gly Thr Lys Glu Thr Arg Leu Glu Leu 
260 265 270 

Arg Glu Met lie Ser His Glu Gin Glu Ser Val Leu Lys Lys Leu Ser 
275 280 285 

Lys Asp Gly Ser Thr Glu Ala Gly Glu Ser Ser His Glu Glu Asp Thr 
290 295 300 

Asp Gly His Val Ala Ala Gly Ser Thr Leu Ala Arg Arg Lys Arg Ser 
305 310 315 320 

Ala Gly Ala Gly Ser His Cys Gin Lys Thr Ser Leu Arg Val Asn Phe 
325 330 335 
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Glu Asp lie Gly 
340 

Ala Tyr Glu Cys 
355 

Thr Pro Thr Lys 
370 

Pro Thr Lys Val 
385 

lie Ser Val Leu 



His Tyr Glu Gly 
420 



Trp Asp Ser Trp 



Lys Gly Gly Cys 
360 

His Ala lie Val 
375 

Gly Lys Ala Cys 
390 

Tyr Lys Asp Asp 
405 

Met Ser Val Ala 



lie lie Ala Pro 
345 

Phe Phe Pro Leu 



Gin Thr Leu Val 
380 

Cys Val Pro Thr 
395 

Met Gly Val Pro 
410 

Glu Cys Gly Cys 
425 



Lys Glu Tyr Glu 
350 

Ala Asp Asp Val 
365 

His Leu Lys Phe 



Lys Leu Ser Pro 
400 

Thr Leu Lys Tyr 
415 

Arg 



<210> 616 
<211> 429 
<212> PRT 

<213> Homo sapiens 
<400> 616 

Met Cys Pro Gly Ala Leu Trp Val Ala Leu Pro Leu Leu Ser Leu Leu 
15 10 15 

Ala Gly Ser Leu Gin Gly Lys Pro Leu Gin Ser Trp Gly Arg Gly Ser 
20 25 30 

Ala Gly Gly Asn Ala His Ser Pro Leu Gly Val Pro Gly Gly Gly Leu 
35 40 45 

Pro Glu His Thr Phe Asn Leu Lys Met Phe Leu Glu Asn Val Lys Val 
50 55 60 

Asp Phe Leu Arg Ser Leu Asn Leu Ser Gly Val Pro Ser Gin Asp Lys 
65 70 75 80 

Thr Arg Val Glu Pro Pro Gin Tyr Met lie Asp Leu Tyr Asn Arg Tyr 
85 90 95 

Thr Ser Asp Lys Ser Thr Thr Pro Ala Ser Asn lie Val Arg Ser Phe 
100 105 110 

Ser Met Glu Asp Ala lie Ser lie Thr Ala Thr Glu Asp Phe Pro Phe 
115 120 125 

Gin Lys His lie Leu Leu Phe Asn lie Ser lie Pro Arg His Glu Gin 
130 135 140 

lie Thr Arg Ala Glu Leu Arg Leu Tyr Val Ser Cys Gin Asn His Val 
145 150 155 160 

Asp Pro Ser His Asp Leu Lys Gly Ser Val Val lie Tyr Asp Val Leu 
165 170 175 

Asp Gly Thr Asp Ala Trp Asp Ser Ala Thr Glu Thr Lys Thr Phe Leu 
180 185 190 
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Val Ser Gin Asp lie Gin Asp Glu Gly Trp Glu Thr Leu Glu Val Ser 
195 200 205 



Ser Ala Val Lys Arg Trp Val Arg Ser Asp Ser Thr Lys Ser Lys Asn 
210 215 220 

Lys Leu Glu Val Thr Val Glu Ser His Arg Lys Gly Cys Asp Thr Leu 
225 230 235 240 

Asp lie Ser Val Pro Pro Gly Ser Arg Asn Leu Pro Phe Phe Val Val 
245 250 255 

Phe Ser Asn Asp His Ser Ser Gly Thr Lys Glu Thr Arg Leu Glu Leu 
260 265 270 

Arg Glu Met He Ser His Glu Gin Glu Ser Val Leu Lys Lys Leu Ser 
275 280 285 

Lys Asp Gly Ser Thr Glu Ala Gly Glu Ser Ser His Glu Glu Asp Thr 
290 295 300 

Asp Gly His Val Ala Ala Gly Ser Thr Leu Ala Arg Arg Lys Arg Ser 
305 310 315 320 

Ala Gly Ala Gly Ser His Cys Gin Lys Thr Ser Leu Arg Val Asn Phe 
325 330 335 

Glu Asp He Gly Trp Asp Ser Trp He He Ala Pro Lys Glu Tyr Glu 
340 345 350 

Ala Tyr Glu Cys Lys Gly Gly Cys Phe Phe Pro Leu Ala Asp Asp Val 
355 360 365 

Thr Pro Thr Lys His Ala He Val Gin Thr Leu Val His Leu Lys Phe 
370 375 380 

Pro Thr Lys Val Gly Lys Ala Cys Cys Val Pro Thr Lys Leu Ser Pro 
385 390 395 400 

He Ser Val Leu Tyr Lys Asp Asp Met Gly Val Pro Thr Leu Lys Tyr 
405 410 415 

His Tyr Glu Gly Met Ser Val Ala Glu Cys Gly Cys Arg 
420 425 



<210> 617 
<211> 193 
<212> PRT 
<213> Homo sapiens 

<400> 617 

Met Gly Val His Glu Cys Pro Ala Trp Leu Trp Leu Leu Leu Ser Leu 
15 10 15 

Leu Ser Leu Pro Leu Gly Leu Pro Val Leu Gly Ala Pro Pro Arg Leu 
20 25 30 

He Cys Asp Ser Arg Val Leu Glu Arg Tyr Leu Leu Glu Ala Lys Glu 
35 40 45 
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Ala Glu Asn lie Thr Thr Gly Cys Ala Glu His Cys Ser Leu Asn Glu 
50 55 60 

Asn lie Thr Val Pro Asp Thr Lys Val Asn Phe Tyr Ala Trp Lys Arg 
65 70 75 80 

Met Glu Val Gly Gin Gin Ala Val Glu Val Trp Gin Gly Leu Ala Leu 
85 90 95 

Leu Ser Glu Ala Val Leu Arg Gly Gin Ala Leu Leu Val Asn Ser Ser 
100 105 110 

Gin Pro Trp Glu Pro Leu Gin Leu His Val Asp Lys Ala Val Ser Gly 
115 120 125 

Leu Arg Ser Leu Thr Thr Leu Leu Arg Ala Leu Arg Ala Gin Lys Glu 
130 135 140 

Ala lie Ser Pro Pro Asp Ala Ala Ser Ala Ala Pro Leu Arg Thr lie 
145 150 155 160 

Thr Ala Asp Thr Phe Arg Lys Leu Phe Arg Val Tyr Ser Asn Phe Leu 
165 170 175 

Arg Gly Lys Leu Lys Leu Tyr Thr Gly Glu Ala Cys Arg Thr Gly Asp 
180 185 190 

Arg 



<210> 618 
<211> 165 
<212> PRT 

<213> Homo sapiens 
<400> 618 

Cys Asp Leu Pro Gin Thr His Ser Leu Gly Ser Arg Arg Thr Leu Met 
15 10 15 

Leu Leu Ala Gin Met Arg Arg lie Ser Leu Phe Ser Cys Leu Lys Asp 
20 25 30 

Arg His Asp Phe Gly Phe Pro Gin Glu Glu Phe Gly Asn Gin Phe Gin 
35 40 45 

Lys Ala Glu Thr lie Pro Val Leu His Glu Met lie Gin Gin He Phe 
50 55 60 

Asn Leu Phe Ser Thr Lys Asp Ser Ser Ala Ala Trp Asp Glu Thr Leu 
65 70 75 80 

Leu Asp Lys Phe Tyr Thr Glu Leu Tyr Gin Gin Leu Asn Asp Leu Glu 
85 90 95 

Ala Cys Val He Gin Gly Val Gly Val Thr Glu Thr Pro Leu Met Lys 
100 105 110 

Glu Asp Ser He Leu Ala Val Arg Lys Tyr Phe Gin Arg lie Thr Leu 
115 120 125 
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Tyr Leu Lys Glu Lys Lys Tyr Ser Pro Cys Ala Trp Glu Val Val Arg 
130 135 140 

Ala Glu lie Met Arg Ser Phe Ser Leu Ser Thr Asn Leu Gin Glu Ser 
145 150 155 160 

Leu Arg Ser Lys Glu 
165 



<210> 619 
<211> 165 
<212> PRT 
<213> Homo sapiens 

<400> 619 

Cys Asp Leu Pro Gin Thr His Ser Leu Gly Ser Arg Arg Thr Leu Met 
15 10 15 

Leu Leu Ala Gin Met Arg Arg lie Ser Leu Phe Ser Cys Leu Lys Asp 
20 25 30 

Arg His Asp Phe Gly Phe Pro Gin Glu Glu Phe Gly Asn Gin Phe Gin 
35 40 45 

Lys Ala Glu Thr lie Pro Val Leu His Glu Met lie Gin Gin lie Phe 
50 55 60 

Asn Leu Phe Ser Thr Lys Asp Ser Ser Ala Ala Trp Asp Glu Thr Leu 
65 70 75 80 

Leu Asp Lys Phe Tyr Thr Glu Leu Tyr Gin Gin Leu Asn Asp Leu Glu 
85 90 95 

Ala Cys Val lie Gin Gly Val Gly Val Thr Glu Thr Pro Leu Met Lys 
100 105 110 

Glu Asp Ser lie Leu Ala Val Arg Lys Tyr Phe Gin Arg lie Thr Leu 
115 120 125 

Tyr Leu Lys Glu Lys Lys Tyr Ser Pro Cys Ala Trp Glu Val Val Arg 
130 135 140 

Ala Glu lie Met Arg Ser Phe Ser Leu Ser Thr Asn Leu Gin Glu Ser 
145 150 155 160 

Leu Arg Ser Lys Glu 
165 



<210> 620 
<211> 204 
<212> PRT 
<213> Homo sapiens 

<400> 620 

Met Ala Gly Pro Ala Thr Gin Ser Pro Met Lys Leu Met Ala Leu Gin 
15 10 15 
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Leu Leu Leu Trp His Ser Ala Leu Trp Thr Val Gin Glu Ala Thr Pro 
20 25 30 



Leu Gly Pro Ala Ser Ser Leu Pro Gin Ser Phe Leu Leu Lys Cys Leu 
35 40 45 

Glu Gin Val Arg Lys lie Gin Gly Asp Gly Ala Ala Leu Gin Glu Lys 
50 55 60 

Leu Cys Ala Thr Tyr Lys Leu Cys His Pro Glu Glu Leu Val Leu Leu 
65 70 75 80 

Gly His Ser Leu Gly lie Pro Trp Ala Pro Leu Ser Ser Cys Pro Ser 
85 90 95 

Gin Ala Leu Gin Leu Ala Gly Cys Leu Ser Gin Leu His Ser Gly Leu 
100 105 110 

Phe Leu Tyr Gin Gly Leu Leu Gin Ala Leu Glu Gly lie Ser Pro Glu 
115 120 125 

Leu Gly Pro Thr Leu Asp Thr Leu Gin Leu Asp Val Ala Asp Phe Ala 
130 135 140 

Thr Thr lie Trp Gin Gin Met Glu Glu Leu Gly Met Ala Pro Ala Leu 
145 150 155 160 

Gin Pro Thr Gin Gly Ala Met Pro Ala Phe Ala Ser Ala Phe Gin Arg 
165 170 175 

Arg Ala Gly Gly Val Leu Val Ala Ser His Leu Gin Ser Phe Leu Glu 
180 185 190 

Val Ser Tyr Arg Val Leu Arg His Leu Ala Gin Pro 
195 200 



<210> 621 
<211> 346 
<212> PRT 

<213> Homo sapiens 
<400> 621 

Met Asp Pro Ala Arg Lys Ala Gly Ala Gin Ala Met lie Trp Thr Ala 
1 5 10 15 

Gly Trp Leu Leu Leu Leu Leu Leu Arg Gly Gly Ala Gin Ala Leu Glu 
20 25 30 

Cys Tyr Ser Cys Val Gin Lys Ala Asp Asp Gly Cys Ser Pro Asn Lys 
35 40 45 

Met Lys Thr Val Lys Cys Ala Pro Gly Val Asp Val Cys Thr Glu Ala 
50 55 60 

Val Gly Ala Val Glu Thr lie His Gly Gin Phe Ser Leu Ala Val Arg 
65 70 75 80 

Gly Cys Gly Ser Gly Leu Pro Gly Lys Asn Asp Arg Gly Leu Asp Leu 
85 90 95 
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His Gly Leu Leu Ala Phe lie Gin Leu Gin Gin Cys Ala Gin Asp Arg 
100 105 110 



Cys Asn Ala Lys Leu Asn Leu Thr Ser Arg Ala Leu Asp Pro Ala Gly 
115 120 125 

Asn Glu Ser Ala Tyr Pro Pro Asn Gly Val Glu Cys Tyr Ser Cys Val 
130 135 140 

Gly Leu Ser Arg Glu Ala Cys Gin Gly Thr Ser Pro Pro Val Val Ser 
145 150 155 160 

Cys Tyr Asn Ala Ser Asp His Val Tyr Lys Gly Cys Phe Asp Gly Asn 
165 170 175 

Val Thr Leu Thr Ala Ala Asn Val Thr Val Ser Leu Pro Val Arg Gly 
180 185 190 

Cys Val Gin Asp Glu Phe Cys Thr Arg Asp Gly Val Thr Gly Pro Gly 
195 200 205 

Phe Thr Leu Ser Gly Ser Cys Cys Gin Gly Ser Arg Cys Asn Ser Asp 
210 215 220 

Leu Arg Asn Lys Thr Tyr Phe Ser Pro Arg lie Pro Pro Leu Val Arg 
225 230 235 240 

Leu Pro Pro Pro Glu Pro Thr Thr Val Ala Ser Thr Thr Ser Val Thr 
245 250 255 

Thr Ser Thr Ser Ala Pro Val Arg Pro Thr Ser Thr Thr Lys Pro Met 
260 265 270 

Pro Ala Pro Thr Ser Gin Thr Pro Arg Gin Gly Val Glu His Glu Ala 
275 280 285 

Ser Arg Asp Glu Glu Pro Arg Leu Thr Gly Gly Ala Ala Gly His Gin 
290 295 300 

Asp Arg Ser Asn Ser Gly Gin Tyr Pro Ala Lys Gly Gly Pro Gin Gin 
305 310 315 320 

Pro His Asn Lys Gly Cys Val Ala Pro Thr Ala Gly Leu Ala Ala Leu 
325 330 335 

Leu Leu Ala Val Ala Ala Gly Val Leu Leu 
340 345 



<210> 622 
<211> 346 
<212> PRT 

<213> Homo sapiens 
<400> 622 

Met Asp Pro Ala Arg Lys Ala Gly Ala Gin Ala Met lie Trp Thr Ala 
15 10 15 

Gly Trp Leu Leu Leu Leu Leu Leu Arg Gly Gly Ala Gin Ala Leu Glu 
20 25 30 



701 



Cys Tyr Ser Cys Val Gin Lys Ala Asp Asp Gly Cys Ser Pro Asn Lys 
35 40 45 

Met Lys Thr Val Lys Cys Ala Pro Gly Val Asp Val Cys Thr Glu Ala 
50 55 60 

Val Gly Ala Val Glu Thr He His Gly Gin Phe Ser Leu Ala Val Arg 
65 70 75 80 

Gly Cys Gly Ser Gly Leu Pro Gly Lys Asn Asp Arg Gly Leu Asp Leu 
85 90 95 

His Gly Leu Leu Ala Phe He Gin Leu Gin Gin Cys Ala Gin Asp Arg 
100 105 110 

Cys Asn Ala Lys Leu Asn Leu Thr Ser Arg Ala Leu Asp Pro Ala Gly 
115 120 125 

Asn Glu Ser Ala Tyr Pro Pro Asn Gly Val Glu Cys Tyr Ser Cys Val 
130 135 140 

Gly Leu Ser Arg Glu Ala Cys Gin Gly Thr Ser Pro Pro Val Val Ser 
145 150 155 160 

Cys Tyr Asn Ala Ser Asp His Val Tyr Lys Gly Cys Phe Asp Gly Asn 
165 170 175 

Val Thr Leu Thr' Ala Ala Asn Val Thr Val Ser Leu Pro Val Arg Gly 
180 185 190 

Cys Val Gin Asp Glu Phe Cys Thr Arg Asp Gly Val Thr Gly Pro Gly 
195 200 205 

Phe Thr Leu Ser Gly Ser Cys Cys Gin Gly Ser Arg Cys Asn Ser Asp 
210 215 220 

Leu Arg Asn Lys Thr Tyr Phe Ser Pro Arg He Pro Pro Leu Val Arg 
225 230 235 240 

Leu Pro Pro Pro Glu Pro Thr Thr Val Ala Ser Thr Thr Ser Val Thr 
245 250 255 

Thr Ser Thr Ser Ala Pro Val Arg Pro Thr Ser Thr Thr Lys Pro Met 
260 265 270 

Pro Ala Pro Thr Ser Gin Thr Pro Arg Gin Gly Val Glu His Glu Ala 
275 280 285 

Ser Arg Asp Glu Glu Pro Arg Leu Thr Gly Gly Ala Ala Gly His Gin 
290 295 300 

Asp Arg Ser Asn Ser Gly Gin Tyr Pro Ala Lys Gly Gly Pro Gin Gin 
305 310 315 320 

Pro His Asn Lys Gly Cys Val Ala Pro Thr Ala Gly Leu Ala Ala Leu 
325 330 335 

Leu Leu Ala Val Ala Ala Gly Val Leu Leu 
340 345 
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<210> 623 
<211> 165 
<212> PRT 

<213> Homo sapiens 
<400> 623 

Cys Asp Leu Pro Gin Thr His Ser Leu Gly Ser Arg Arg Thr Leu Met 
15 10 15 

Leu Leu Ala Gin Met Arg Arg lie Ser Leu Phe Ser Cys Leu Lys Asp 
20 25 30 

Arg His Asp Phe Gly Phe Pro Gin Glu Glu Phe Gly Asn Gin Phe Gin 
35 40 45 

Lys Ala Glu Thr He Pro Val Leu His Glu Met He Gin Gin He Phe 
50 55 60 

Asn Leu Phe Ser Thr Lys Asp Ser Ser Ala Ala Trp Asp Glu Thr Leu 
65 70 75 80 

Leu Asp Lys Phe Tyr Thr Glu Leu Tyr Gin Gin Leu Asn Asp Leu Glu 
85 90 95 

Ala Cys Val He Gin Gly Val Gly Val Thr Glu Thr Pro Leu Met Lys 
100 105 110 

Glu Asp Ser He Leu Ala Val Arg Lys Tyr Phe Gin Arg He Thr Leu 
115 120 125 

Tyr Leu Lys Glu Lys Lys Tyr Ser Pro Cys Ala Trp Glu Val Val Arg 
130 135 140 

Ala Glu He Met Arg Ser Phe Ser Leu Ser Thr Asn Leu Gin Glu Ser 
145 150 155 160 

Leu Arg Ser Lys Glu 
165 



<210> 624 
<211> 93 
<212> PRT 

<213> Homo sapiens 
<400> 624 

Met Lys He Ser Val Ala Ala He Pro Phe Phe Leu Leu He Thr He 
15 10 15 

Ala Leu" Gly Thr Lys Thr Glu Ser Ser Ser Arg Gly Pro Tyr His Pro 
20 25 30 

Ser Glu Cys Cys Phe Thr Tyr Thr Thr Tyr Lys He Pro Arg Gin Arg 
35 40 45 

He Met Asp Tyr Tyr Glu Thr Asn Ser Gin Cys Ser Lys Pro Gly He 
50 55 60 

Val Phe He Thr Lys Arg Gly His Ser Val Cys Thr Asn Pro Ser Asp 
65 70 75 80 
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Lys Trp Val Gin Asp Tyr lie Lys Asp Met Lys Glu Asn 
85 90 



<210> 625 
<211> 204 
<212> PRT 
<213> Homo sapiens 

<400> 625 

Met Ala Gly Pro Ala Thr Gin Ser Pro Met Lys Leu Met Ala Leu Gin 
15 10 15 

Leu Leu Leu Trp His Ser Ala Leu Trp Thr Val Gin Glu Ala Thr Pro 
20 25 30 

Leu Gly Pro Ala Ser Ser Leu Pro Gin Ser Phe Leu Leu Lys Cys Leu 
35 40 45 

Glu Gin Val Arg Lys lie Gin Gly Asp Gly Ala Ala Leu Gin Glu Lys 
50 55 60 

Leu Cys Ala Thr Tyr Lys Leu Cys His Pro Glu Glu Leu Val Leu Leu 
65 70 75 80 

Gly His Ser Leu Gly lie Pro Trp Ala Pro Leu Ser Ser Cys Pro Ser 
85 90 95 

Gin Ala Leu Gin Leu Ala Gly Cys Leu Ser Gin Leu His Ser Gly Leu 
100 105 110 

Phe Leu Tyr Gin Gly Leu Leu Gin Ala Leu Glu Gly lie Ser Pro Glu 
115 120 125 

Leu Gly Pro Thr Leu Asp Thr Leu Gin Leu Asp Val Ala Asp Phe Ala 
130 135 140 

Thr Thr lie Trp Gin Gin Met Glu Glu Leu Gly Met Ala Pro Ala Leu 
145 150 155 160 

Gin Pro Thr Gin Gly Ala Met Pro Ala Phe Ala Ser Ala Phe Gin Arg 
165 170 175 

Arg Ala Gly Gly Val Leu Val Ala Ser His Leu Gin Ser Phe Leu Glu 
180 185 190 

Val Ser Tyr Arg Val Leu Arg His Leu Ala Gin Pro 
195 200 



<210> 626 

<211> 84 

<212> PRT 

<213> Homo sapiens 

<400> 626 

Ser Val Ser Glu lie Gin Leu Met His Asn Leu Gly Lys His Leu Asn 
15 10 15 

Ser Met Glu Arg Val Glu Trp Leu Arg Lys Lys Leu Gin Asp Val His 
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20 



25 



30 



Asn Phe Val Ala Leu Gly Ala Pro Leu Ala Pro Arg Asp Ala Gly Ser 
35 40 45 

Gin Arg Pro Arg Lys Lys Glu Asp Asn Val Leu Val Glu Ser His Glu 
50 55 60 

Lys Ser Leu Gly Glu Ala Asp Lys Ala Asp Val Asn Val Leu Thr Lys 
65 70 75 80 



Ala Lys Ser Gin 



<210> 627 
<211> 0 
<212> PRT 

<213> Homo sapiens 

<400> 627 
000 



<210> 628 
<211> 204 
<212> PRT 

<213> Homo sapiens 
<400> 628 

Met Ala Gly Pro Ala Thr Gin Ser Pro Met Lys Leu Met Ala Leu Gin 
15 10 15 

Leu Leu Leu Trp His Ser Ala Leu Trp Thr Val Gin Glu Ala Thr Pro 
20 25 30 

Leu Gly Pro Ala Ser Ser Leu Pro Gin Ser Phe Leu Leu Lys Cys Leu 
35 40 45 

Glu Gin Val Arg Lys lie Gin Gly Asp Gly Ala Ala Leu Gin Glu Lys 
50 55 60 

Leu Cys Ala Thr Tyr Lys Leu Cys His Pro Glu Glu Leu Val Leu Leu 
65 70 75 80 

Gly His Ser Leu Gly lie Pro Trp Ala Pro Leu Ser Ser Cys Pro Ser 
85 90 95 

Gin Ala Leu Gin Leu Ala Gly Cys Leu Ser Gin Leu His Ser Gly Leu 
100 105 110 

Phe Leu Tyr Gin Gly Leu Leu Gin Ala Leu Glu Gly lie Ser Pro Glu 
115 120 125 

Leu Gly Pro Thr Leu Asp Thr Leu Gin Leu Asp Val Ala Asp Phe Ala 
130 135 140 

Thr Thr lie Trp Gin Gin Met Glu Glu Leu Gly Met Ala Pro Ala Leu 
145 150 155 160 

Gin Pro Thr Gin Gly Ala Met Pro Ala Phe Ala Ser Ala Phe Gin Arg 
165 170 175 

Arg Ala Gly Gly Val Leu Val Ala Ser His Leu Gin Ser Phe Leu Glu 
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180 



185 



190 



Val Ser Tyr Arg Val Leu Arg His Leu Ala Gin Pro 
195 200 



<210> 629 
<211> 154 
<212> PRT 

<213> Homo sapiens 
<400> 629 

Ala Ser Leu lie Gin Ala Thr Ser Arg Gin Arg Gly Val Met Gly Phe 
15 10 15 

Gin Lys Phe Ser Pro Phe Leu Ala Leu Ser lie Leu Val Leu Leu Gin 
20 25 30 

Ala Gly Ser Leu His Ala Ala Pro Phe Arg Ser Ala Leu Glu Ser Ser 
35 40 45 

Pro Ala Asp Pro Ala Thr Leu Ser Glu Asp Glu Ala Arg Leu Leu Leu 
50 55 60 

Ala Ala Leu Val Gin Asp Tyr Val Gin Met Lys Ala Ser Glu Leu Glu 
65 70 75 80 

Gin Glu Gin Glu Arg Glu Gly Ser Ser Leu Asp Ser Pro Arg Ser Lys 
85 90 95 

Arg Cys Gly Asn Leu Ser Thr Cys Met Leu Gly Thr Tyr Thr Gin Asp 
100 105 110 

Phe Asn Lys Phe His Thr Phe Pro Gin Thr Ala lie Gly Val Gly Ala 
115 120 125 

Pro Gly Lys Lys Arg Asp Met Ser Ser Asp Leu Glu Arg Asp His Arg 
130 135 140 

Pro His Asn His Cys Pro Glu Glu Ser Leu 
145 150 



<210> 630 
<211> 180 
<212> PRT 
<213> Homo sapiens 

<400> 630 

Met Lys Ser lie Tyr Phe Val Ala Gly Leu Phe Val Met Leu Val Gin 
15 10 15 

Gly Ser Trp Gin Arg Ser Leu Gin Asp Thr Glu Glu Lys Ser Arg Ser 
20 25 30 

Phe Ser Ala Ser Gin Ala Asp Pro Leu Ser Asp Pro Asp Gin Met Asn 
35 40 45 

Glu Asp Lys Arg His Ser Gin Gly Thr Phe Thr Ser Asp Tyr Ser Lys 
50 55 60 
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Tyr Leu Asp Ser Arg Arg Ala Gin Asp Phe Val Gin Trp Leu Met Asn 
65 70 75 80 

Thr Lys Arg Asn Arg Asn Asn lie Ala Lys Arg His Asp Glu Phe Glu 
85 90 95 

Arg His Ala Glu Gly Thr Phe Thr Ser Asp Val Ser Ser Tyr Leu Glu 
100 105 110 

Gly Gin Ala Ala Lys Glu Phe lie Ala Trp Leu Val Lys Gly Arg Gly 
115 120 125 

Arg Arg Asp Phe Pro Glu Glu Val Ala lie Val Glu Glu Leu Gly Arg 
130 135 140 

Arg His Ala Asp Gly Ser Phe Ser Asp Glu Met Asn Thr lie Leu Asp 
145 150 155 160 

Asn Leu Ala Ala Arg Asp Phe lie Asn Trp Leu lie Gin Thr Lys lie 
165 170 175 

Thr Asp Arg Lys 
180 



<210> 631 
<211> 93 
<212> PRT 

<213> Homo sapiens 
<400> 631 

Met Lys lie Ser Val Ala Ala lie Pro Phe Phe Leu Leu lie Thr lie 
15 10 15 

Ala Leu Gly Thr Lys Thr Glu Ser Ser Ser Arg Gly Pro Tyr His Pro 
20 25 30 

Ser Glu Cys Cys Phe Thr Tyr Thr Thr Tyr Lys lie Pro Arg Gin Arg 
35 40 45 

lie Met Asp Tyr Tyr Glu Thr Asn Ser Gin Cys Ser Lys Pro Gly lie 
50 55 60 

Val Phe lie Thr Lys Arg Gly His Ser Val Cys Thr Asn Pro Ser Asp 
65 70 75 80 

Lys Trp Val Gin Asp Tyr lie Lys Asp Met Lys Glu Asn 
85 90 



<210> 632 
<211> 180 
<212> PRT 

<213> Homo sapiens 
<400> 632 

Met Lys Ser lie Tyr Phe Val Ala Gly Leu Phe Val Met Leu Val Gin 
15 10 15 
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Gly Ser Trp Gin Arg Ser Leu Gin Asp Thr Glu Glu Lys Ser Arg Ser 
20 25 30 

Phe Ser Ala Ser Gin Ala Asp Pro Leu Ser Asp Pro Asp Gin Met Asn 
35 40 45 

Glu Asp Lys Arg His Ser Gin Gly Thr Phe Thr Ser Asp Tyr Ser Lys 
50 55 60 

Tyr Leu Asp Ser Arg Arg Ala Gin Asp Phe Val Gin Trp Leu Met Asn 
65 70 75 80 

Thr Lys Arg Asn Arg Asn Asn He Ala Lys Arg His Asp Glu Phe Glu 
85 90 95 

Arg His Ala Glu Gly Thr Phe Thr Ser Asp Val Ser Ser Tyr Leu Glu 
100 105 110 

Gly Gin Ala Ala Lys Glu Phe He Ala Trp Leu Val Lys Gly Arg Gly 
115 120 125 

Arg Arg Asp Phe Pro Glu Glu Val Ala He Val Glu Glu Leu Gly Arg 
130 135 140 

Arg His Ala Asp Gly Ser Phe Ser Asp Glu Met Asn Thr He Leu Asp 
145 150 155 160 

Asn Leu Ala Ala Arg Asp Phe He Asn Trp Leu He Gin Thr Lys He 
165 170 175 



Thr Asp Arg Lys 
180 



<210> 633 
<211> 180 
<212> PRT 

<213> Homo sapiens 
<400> 633 

Met Lys Ser He Tyr Phe Val Ala Gly Leu Phe Val Met Leu Val Gin 
15 10 15 

Gly Ser Trp Gin Arg Ser Leu Gin Asp Thr Glu Glu Lys Ser Arg Ser 
20 25 30 

Phe Ser Ala Ser Gin Ala Asp Pro Leu Ser Asp Pro Asp Gin Met Asn 
35 40 45 

Glu Asp Lys Arg His Ser Gin Gly Thr Phe Thr Ser Asp Tyr Ser Lys 
50 55 60 

Tyr Leu Asp Ser Arg Arg Ala Gin Asp Phe Val Gin Trp Leu Met Asn 
65 70 75 80 

Thr Lys Arg Asn Arg Asn Asn He Ala Lys Arg His Asp Glu Phe Glu 
85 90 95 

Arg His Ala Glu Gly Thr Phe Thr Ser Asp Val Ser Ser Tyr Leu Glu 
100 105 110 



708 



Gly Gin Ala Ala Lys Glu Phe lie Ala Trp Leu Val Lys Gly Arg Gly 
115 120 125 

Arg Arg Asp Phe Pro Glu Glu Val Ala lie Val Glu Glu Leu Gly Arg 
130 135 140 

Arg His Ala Asp Gly Ser Phe Ser Asp Glu Met Asn Thr lie Leu Asp 
145 150 155 160 

Asn Leu Ala Ala Arg Asp Phe lie Asn Trp Leu lie Gin Thr Lys lie 
165 170 175 

Thr Asp Arg Lys 
180 



<210> 634 
<211> 180 
<212> PRT 

<213> Homo sapiens 
<400> 634 

Met Lys Ser lie Tyr Phe Val Ala Gly Leu Phe Val Met Leu Val Gin 
15 10 15 

Gly Ser Trp Gin Arg Ser Leu Gin Asp Thr Glu Glu Lys Ser Arg Ser 
20 25 30 

Phe Ser Ala Ser Gin Ala Asp Pro Leu Ser Asp Pro Asp Gin Met Asn 
35 40 45 

Glu Asp Lys Arg His Ser Gin Gly Thr Phe Thr Ser Asp Tyr Ser Lys 
50 55 60 

Tyr Leu Asp Ser Arg Arg Ala Gin Asp Phe Val Gin Trp Leu Met Asn 
65 70 75 80 

Thr Lys Arg Asn Arg Asn Asn lie Ala Lys Arg His Asp Glu Phe Glu 
85 90 95 

Arg His Ala Glu Gly Thr Phe Thr Ser Asp Val Ser Ser Tyr Leu Glu 
100 105 110 

Gly Gin Ala Ala Lys Glu Phe lie Ala Trp Leu Val Lys Gly Arg Gly 
115 120 125 

Arg Arg Asp Phe Pro Glu Glu Val Ala lie Val Glu Glu Leu Gly Arg 
130 135 140 

Arg His Ala Asp Gly Ser Phe Ser Asp Glu Met Asn Thr lie Leu Asp 
145 150 155 160 

Asn Leu Ala Ala Arg Asp Phe lie Asn Trp Leu lie Gin Thr Lys lie 
165 170 175 

Thr Asp Arg Lys 
180 
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<210> 635 
<211> 87 
<212> PRT 

<213> Homo sapiens 
<400> 635 

Met Lys lie lie Leu Trp Leu Cys Val Phe Gly Leu Phe Leu Ala Thr 
15 10 15 

Leu Phe Pro lie Ser Trp Gin Met Pro Val Glu Ser Gly Leu Ser Ser 
20 25 30 

Glu Asp Ser Ala Ser Ser Glu Ser Phe Ala Ser Lys lie Lys Arg His 
35 40 45 

Gly Glu Gly Thr Phe Thr Ser Asp Leu Ser Lys Gin Met Glu Glu Glu 
50 55 60 

Ala Val Arg Leu Phe lie Glu Trp Leu Lys Asn Gly Gly Pro Ser Ser 
65 70 75 80 

Gly Ala Pro Pro Pro Ser Gly 
85 



<210> 636 
<211> 87 
<212> PRT 

<213> Homo sapiens 
<400> 636 

Met Lys lie lie Leu Trp Leu Cys Val Phe Gly Leu Phe Leu Ala Thr 
15 10 15 

Leu Phe Pro lie Ser Trp Gin Met Pro Val Glu Ser Gly Leu Ser Ser 
20 25 30 

Glu Asp Ser Ala Ser Ser Glu Ser Phe Ala Ser Lys lie Lys Arg His 
35 40 45 

Gly Glu Gly Thr Phe Thr Ser Asp Leu Ser Lys Gin Met Glu Glu Glu 
50 55 60 

Ala Val Arg Leu Phe lie Glu Trp Leu Lys Asn Gly Gly Pro Ser Ser 
65 70 75 80 

Gly Ala Pro Pro Pro Ser Gly 
85 

<210> 637 
<211> 110 
<212> PRT 

<213> Homo sapiens 
<400> 637 

Ser Ala Gly Ala Gly Ser His Cys Gin Lys Thr Ser Leu Arg Val Asn 
15 10 15 

Phe Glu Asp lie Gly Trp Asp Ser Trp lie lie Ala Pro Lys Glu Tyr 
20 25 30 
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Glu Ala Tyr Glu Cys Lys Gly Gly Cys Phe Phe Pro Leu Ala Asp Asp 
35 40 45 

Val Thr Pro Thr Lys His Ala lie Val Gin Thr Leu Val His Leu Lys 
50 55 60 

Phe Pro Thr Lys Val Gly Lys Ala Cys Cys Val Pro Thr Lys Leu Ser 
65 70 75 80 

Pro lie Ser Val Leu Tyr Lys Asp Asp Met Gly Val Pro Thr Leu Lys 
85 90 95 

Tyr His Tyr Glu Gly Met Ser Val Ala Glu Cys Gly Cys Arg 
100 105 110 



<210> 638 
<211> 93 
<212> PRT 

<213> Homo sapiens 
<400> 638 

Met Ala Arg Leu Gin Thr Ala Leu Leu Val Val Leu Val Leu Leu Ala 
15 10 15 

Val Ala Leu Gin Ala Thr Glu Ala Gly Pro Tyr Gly Ala Asn Met Glu 
20 25 30 

Asp Ser Val Cys Cys Arg Asp Tyr Val Arg Tyr Arg Leu Pro Leu Arg 
35 40 45 

Val Val Lys His Phe Tyr Trp Thr Ser Asp Ser Cys Pro Arg Pro Gly 
50 55 60 

Val Val Leu Leu Thr Phe Arg Asp Lys Glu lie Cys Ala Asp Pro Arg 
65 70 75 80 

Val Pro Trp Val Lys Met lie Leu Asn Lys Leu Ser Gin 
85 90 



<210> 639 

<211> 93 

<212> PRT 

<213> Homo sapiens 

<400> 639 

Met Ala Arg Leu Gin Thr Ala Leu Leu Val Val Leu Val Leu Leu Ala 
15 10 15 

Val Ala Leu Gin Ala Thr Glu Ala Gly Pro Tyr Gly Ala Asn Met Glu 
20 25 30 

Asp Ser Val Cys Cys Arg Asp Tyr Val Arg Tyr Arg Leu Pro Leu Arg 
35 40 45 

Val Val Lys His Phe Tyr Trp Thr Ser Asp Ser Cys Pro Arg Pro Gly 
50 55 60 

Val Val Leu Leu Thr Phe Arg Asp Lys Glu lie Cys Ala Asp Pro Arg 
65 70 75 80 

Val Pro Trp Val Lys Met lie Leu Asn Lys Leu Ser Gin 
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85 



90 



<210> 640 
<211> 93 
<212> PRT 

<213> Homo sapiens 
<400> 640 

Met Ala Arg Leu Gin Thr Ala Leu Leu Val Val Leu Val Leu Leu Ala 
15 10 15 

Val Ala Leu Gin Ala Thr Glu Ala Gly Pro Tyr Gly Ala Asn Met Glu 
20 25 30 

Asp Ser Val Cys Cys Arg Asp Tyr Val Arg Tyr Arg Leu Pro Leu Arg 
35 40 45 

Val Val Lys His Phe Tyr Trp Thr Ser Asp Ser Cys Pro Arg Pro Gly 
50 55 60 

Val Val Leu Leu Thr Phe Arg Asp Lys Glu lie Cys Ala Asp Pro Arg 
65 70 75 80 

Val Pro Trp Val Lys Met lie Leu Asn Lys Leu Ser Gin 
85 90 



<210> 641 
<211> 93 
<212> PRT 

<213> Homo sapiens 
<400> 641 

Met Ala Arg Leu Gin Thr Ala Leu Leu Val Val Leu Val Leu Leu Ala 
15 10 15 

Val Ala Leu Gin Ala Thr Glu Ala Gly Pro Tyr Gly Ala Asn Met Glu 
20 25 30 

Asp Ser Val Cys Cys Arg Asp Tyr Val Arg Tyr Arg Leu Pro Leu Arg 
35 40 45 

Val Val Lys His Phe Tyr Trp Thr Ser Asp Ser Cys Pro Arg Pro Gly 
50 55 60 

Val Val Leu Leu Thr Phe Arg Asp Lys Glu lie Cys Ala Asp Pro Arg 
65 70 75 80 

Val Pro Trp Val Lys Met He Leu Asn Lys Leu Ser Gin 
85 90 

<210> 642 
<211> 136 
<212> PRT 

<213> Homo sapiens 
<400> 642 

Met Arg Thr Pro Gly Pro Leu Pro Val Leu Leu Leu Leu Leu Ala Gly 
15 10 15 

Ala Pro Ala Ala Arg Pro Thr Pro Pro Thr Cys Tyr Ser Arg Met Arg 
20 25 30 
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Ala Leu 



Ser Gin Glu 
35 



lie Thr 



Arg Asp Phe Asn Leu Leu Gin Val Ser 
40 45 



Glu Pro Ser Glu Pro Cys Val Arg Tyr Leu Pro Arg Leu Tyr Leu Asp 
50 55 60 

lie His Asn Tyr Cys Val Leu Asp Lys Leu Arg Asp Phe Val Ala Ser 
65 70 75 80 

Pro Pro Cys Trp Lys Val Ala Gin Val Asp Ser Leu Lys Asp Lys Ala 
85 90 95 

Arg Lys Leu Tyr Thr lie Met Asn Ser Phe Cys Arg Arg Asp Leu Val 
100 105 110 

Phe Leu Leu Asp Asp Cys Asn Ala Leu Glu Tyr Pro lie Pro Val Thr 
115 120 125 

Thr Val Leu Pro Asp Arg Gin Arg 
130 135 



<210> 643 
<211> 136 
<212> PRT 

<213> Homo sapiens 
<400> 643 

Met Arg Thr Pro Gly Pro Leu Pro Val Leu Leu Leu Leu Leu Ala Gly 
15 10 15 

Ala Pro Ala Ala Arg Pro Thr Pro Pro Thr Cys Tyr Ser Arg Met Arg 
20 25 30 

Ala Leu Ser Gin Glu lie Thr Arg Asp Phe Asn Leu Leu Gin Val Ser 
35 40 45 

Glu Pro Ser Glu Pro Cys Val Arg Tyr Leu Pro Arg Leu Tyr Leu Asp 
50 55 60 

lie His Asn Tyr Cys Val Leu Asp Lys Leu Arg Asp Phe Val Ala Ser 
65 70 75 80 

Pro Pro Cys Trp Lys Val Ala Gin Val Asp Ser Leu Lys Asp Lys Ala 
85 90 95 

Arg Lys Leu Tyr Thr lie Met Asn Ser Phe Cys Arg Arg Asp Leu Val 
100 105 110 

Phe Leu Leu Asp Asp Cys Asn Ala Leu Glu Tyr Pro lie Pro Val Thr 
115 120 125 

Thr Val Leu Pro Asp Arg Gin Arg 
130 135 



<210> 644 
<211> 187 
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<212> PRT 

<213> Homo sapiens 



<400> 644 

Met Thr Asn Lys Cys Leu Leu Gin lie Ala Leu Leu Leu Cys Phe Ser 
15 10 15 

Thr Thr Ala Leu Ser Met Ser Tyr Asn Leu Leu Gly Phe Leu Gin Arg 
20 25 30 

Ser Ser Asn Phe Gin Cys Gin Lys Leu Leu Trp Gin Leu Asn Gly Arg 
35 40 45 

Leu Glu Tyr Cys Leu Lys Asp Arg Met Asn Phe Asp lie Pro Glu Glu 
50 55 60 

lie Lys Gin Leu Gin Gin Phe Gin Lys Glu Asp Ala Ala Leu Thr lie 
65 70 75 80 

Tyr Glu Met Leu Gin Asn lie Phe Ala lie Phe Arg Gin Asp Ser Ser 
85 90 95 

Ser Thr Gly Trp Asn Glu Thr lie Val Glu Asn Leu Leu Ala Asn Val 
100 105 110 

Tyr His Gin lie Asn His Leu Lys Thr Val Leu Glu Glu Lys Leu Glu 
115 120 125 

Lys Glu Asp Phe Thr Arg Gly Lys Leu Met Ser Ser Leu His Leu Lys 
130 135 140 

Arg Tyr Tyr Gly Arg lie Leu His Tyr Leu Lys Ala Lys Glu Tyr Ser 
145 150 155 160 

His Cys Ala Trp Thr lie Val Arg Val Glu lie Leu Arg Asn Phe Tyr 
165 170 175 

Phe lie Asn Arg Leu Thr Gly Tyr Leu Arg Asn 
180 185 



<210> 645 
<211> 208 
<212> PRT 

<213> Homo sapiens 
<400> 645 

Met Trp Lys Trp lie Leu Thr His Cys Ala Ser Ala Phe Pro His Leu 
15 10 15 

Pro Gly Cys Cys Cys Cys Cys Phe Leu Leu Leu Phe Leu Val Ser Ser 
20 25 30 

Val Pro Val Thr Cys Gin Ala Leu Gly Gin Asp Met Val Ser Pro Glu 
35 40 45 

Ala Thr Asn Ser Ser Ser Ser Ser Phe Ser Ser Pro Ser Ser Ala Gly 
50 55 60 

Arg His Val Arg Ser Tyr Asn His Leu Gin Gly Asp Val Arg Trp Arg 
65 70 75 80 
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Lys Leu Phe Ser Phe Thr Lys Tyr Phe Leu Lys lie Glu Lys Asn Gly 
85 90 95 



Lys Val Ser Gly Thr Lys Lys Glu Asn Cys Pro Tyr Ser lie Leu Glu 
100 105 110 

lie Thr Ser Val Glu lie Gly Val Val Ala Val Lys Ala lie Asn Ser 
115 120 125 

Asn Tyr Tyr Leu Ala Met Asn Lys Lys Gly Lys Leu Tyr Gly Ser Lys 
130 135 140 

Glu Phe Asn Asn Asp Cys Lys Leu Lys Glu Arg lie Glu Glu Asn Gly 
145 150 155 160 

Tyr Asn Thr Tyr Ala Ser Phe Asn Trp Gin His Asn Gly Arg Gin Met 
165 170 175 

Tyr Val Ala Leu Asn Gly Lys Gly Ala Pro Arg Arg Gly Gin Lys Thr 
180 185 190 

Arg Arg Lys Asn Thr Ser Ala His Phe Leu Pro Met Val Val His Ser 
195 200 205 



<210> 646 
<211> 208 
<212> PRT 

<213> Homo sapiens 
<400> 646 

Met Trp Lys Trp lie Leu Thr His Cys Ala Ser Ala Phe Pro His Leu 
15 10 15 

Pro Gly Cys Cys Cys Cys Cys Phe Leu Leu Leu Phe Leu Val Ser Ser 
20 25 30 

Val Pro Val Thr Cys Gin Ala Leu Gly Gin Asp Met Val Ser Pro Glu 
35 40 45 

Ala Thr Asn Ser Ser Ser Ser Ser Phe Ser Ser Pro Ser Ser Ala Gly 
50 55 60 

Arg His Val Arg Ser Tyr Asn His Leu Gin Gly Asp Val Arg Trp Arg 
65 70 75 80 

Lys Leu Phe Ser Phe Thr Lys Tyr Phe Leu Lys lie Glu Lys Asn Gly 
85 90 , 95 

Lys Val Ser Gly Thr Lys Lys Glu Asn Cys Pro Tyr Ser lie Leu Glu 
100 105 110 

lie Thr Ser Val Glu lie Gly Val Val Ala Val Lys Ala He Asn Ser 
115 120 125 

Asn Tyr Tyr Leu Ala Met Asn Lys Lys Gly Lys Leu Tyr Gly Ser Lys 
130 135 140 
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Glu Phe Asn Asn Asp Cys Lys Leu Lys Glu Arg lie Glu Glu Asn Gly 
145 150 155 160 



Tyr Asn Thr Tyr Ala Ser Phe Asn Trp Gin His Asn Gly Arg Gin Met 
165 170 175 

Tyr Val Ala Leu Asn Gly Lys Gly Ala Pro Arg Arg Gly Gin Lys Thr 
180 185 190 

Arg Arg Lys Asn Thr Ser Ala His Phe Leu Pro Met Val Val His Ser 
195 200 205 



<210> 647 
<211> 249 
<212> PRT 
<213> Homo sapiens 

<400> 647 

Gin Val Gin Leu Gin Gin Ser Gly Ala Glu Val Lys Lys Pro Gly Ser 
15 10 15 

Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Asn Asn Asn 
20 25 30 

Ala lie Asn Trp Val Arg Gin Ala Pro Gly Gin Gly Leu Glu Trp Met 
35 40 45 

Gly Gly lie lie Pro Met Phe Gly Thr Ala Lys Tyr Ser Gin Asn Phe 
50 55 60 

Gin Gly Arg Val Ala lie Thr Ala Asp Glu Ser Thr Ser Thr Ala Ser 
65 70 75 80 

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys 
85 90 95 

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro His Tyr Gly Met Asp Val 
100 105 110 

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly Gly Ser 
115 120 125 

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Phe Ser Ser Glu Leu 
130 135 140 

Thr Gin Asp Pro Ala Val Ser Val Ala Leu Gly Gin Thr Val Arg Val 
145 150 155 160 

Thr Cys Gin Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gin 
165 170 175 

Gin Lys Pro Gly Gin Ala Pro Val Leu Val lie Tyr Gly Lys Asn Asn 
180 185 190 

Arg Pro Ser Gly lie Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn 
195 200 205 

Thr Ala Ser Leu Thr lie Thr Gly Ala Gin Ala Glu Asp Glu Ala Asp 
210 215 220 

Tyr Tyr Cys Asn Ser Arg Asp Ser Ser Gly Asn His Trp Val Phe Gly 
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225 230 235 240 

Gly Gly Thr Glu Leu Thr Val Leu Gly 
245 



<210> 648 
<211> 250 
<212> PRT 
<213> Homo sapiens 

<400> 648 

Gin Val Gin Leu Val Gin Ser Gly Val Glu Val Lys Lys Pro Gly Ala 
15 10 15 

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Ser Asn His 
20 25 30 

Gly lie Ser Trp Val Arg Gin Ala Pro Gly Gin Gly Leu Glu Trp Val 
35 40 45 

Gly Trp lie Ser Gly His Asp Asp Ser Thr Lys Tyr Ala Gin Lys Phe 
50 55 60 

Gin Gly Arg Val Thr Met Thr Ala Asp Thr Ser Thr Ser Thr Ala Tyr 
65 70 75 80 

lie Glu Leu Arg Ser Leu Lys Ser Asp Asp Thr Ala Val Tyr Tyr Cys 
85 90 95 

Ala Arg Pro Phe Tyr Asp Thr Leu Thr Ser Tyr Val Phe Gin Tyr Phe 
100 105 110 

Asp His Trp Gly Gin Gly Thr Met Val Thr Val Ser Ser Gly Gly Gly 
115 120 125 

Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Ala Leu Glu Thr 
130 135 140 

Thr Leu Thr Gin Ser Pro Asp Thr Leu Ser Leu Ser Pro Gly Glu Arg 
145 150 155 160 

Ala Thr Leu Ser Cys Arg Ala Ser Gin Ser Val Thr Arg Gly Trp Val 
165 170 175 

Ala Trp Tyr Gin Gin Lys Pro Gly Gin Ala Pro Arg Leu Leu Met Tyr 
180 185 190 

Gly Thr Ser Arg Arg Ala Thr Gly Val Pro Asp Arg Phe Ser Gly Ser 
195 200 205 

Glu Ser Gly Thr Asp Phe Thr Leu Thr lie Ser Arg Leu Glu Pro Glu 
210 215 220 

Asp Phe Ala Val Tyr Tyr Cys Gin Gin Tyr Ala Thr Ser Pro Arg Thr 
225 230 235 240 

Phe Gly Gin Gly Thr Arg Leu Glu lie Lys 
245 250 



<210> 649 
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<211> 44 

<212> DNA 

<213> Homo sapiens 



<400> 649 

gagcgcggat ccgccttagg cgtggcagaa acacccacct accc 



44 



<210> 650 

<211> 38 

<212> DNA 

< 2 1 3 > Homo s ap i ens 

<400> 650 

cggtgcgcgg ccgcttagtg cacagggagg aagcgctc 38 

<210> 651 

<211> 27 

<212> DNA 

<213> Homo sapiens 



<210> 652 

<211> 53 

<212> DNA 

<213> Homo sapiens 

<400> 652 

gcgcgcgcgg ccgcttattc tctaacagat ctttccaaac caggcattct age 53 

<210> 653 

<211> 27 

<212> DNA 

<213> Homo sapiens 

<400> 653 

ggccggctcg aggttgctga aacacca 27 

<210> 654 

<211> 35 

<212> DNA 

<213> Homo sapiens 



<210> 655 

<211> 27 

<212> DNA 

<213> Homo sapiens 

<400> 655 

ggccggctcg aggttgctga aacacca 27 

<210> 656 

<211> 37 

<212> DNA 

<213> Homo sapiens 



<400> 651 

ggccggctcg aggttgctga aacacca 



27 



<400> 654 

gcgcgcgcgg ccgcttacaa accaggcatt ctagc 



35 



<400> 656 

gcgcgcgcgc ggcegcttat ctagcaactc tcaaagc 



37 
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<210> 657 

<211> 38 

<212> DNA 

<213> Homo sapiens 

<400> 657 

gctagtcctt aggcttagtt gctgaaacac caacttac 38 

<210> 658 
<211> 37 
<212> DNA 

<213> Homo sapiens • 
<400> 658 

gtcagcctcg agcggccgcg atccgtgtgg aagaacg 37 

<210> 659 

<211> 89 

<212> DNA 

<213> Homo sapiens 

<400> 659 

cgtagcaagc tttatttccc ttctttttct ctttagctcg gcttattcca ggagcttgga 60 
taaaagagtt gctgaaacac caacttacc 89 

<210> 660 

<211> 23 

<212> DNA 

<213> Homo sapiens 

<400> 660 

gcttattata agcctaaggc age 23 

<210> 661 

<211> 32 

<212> DNA 

<213> Homo sapiens 

<400> 661 

ggatccgcca tcatgagggc gctggagggg cc 32 

<210> 662 

<211> 41 

<212> DNA 

<213> Homo sapiens 

<400> 662 

gtcgtcggta ccttataagc ctaaggcagc ttgacttgea g 41 

<210> 663 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 663 

gactggatcc gecatcatga agtgggtaac ctttatttcc cttctttttc 50 

<210> 664 

<211> 45 

<212> DNA 

<213> Homo sapiens 

<400> 664 
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cggtgccggt gcgcggccgc ttagtgcaca ggcaggaagc gttcc 



45 



<210> 665 

<211> 38 

<212> DNA 

<213> Homo sapiens 



<400> 665 

gaattcgtcg acaaaagaac ccccctgggc cctgccag 



38 



<210> 666 
<211> 58 
<212> DNA 

<213> Homo sapiens 



<400> 666 

aagcttatcg atgagcaacc tcactcttgt gtgcatcggg ctgggcaagg tggcgtag 



58 



<210> 667 

<211> 37 

<212> DNA 

<213> Homo sapiens 



<400> 667 

aagctgcctt aggcttaacc cccctgggcc ctgccag 



37 



<210> 668 

<211> 38 

<212> DNA 

<213> Homo sapiens 



<400> 668 

gcgcgcggcg cgcctcaggg ctgggcaagg tggcgtag 



38 



<210> 669 

<211> 39 

<212> DNA 

<213> Homo sapiens 



<400> 669 

gaacaatgtc aaccacatag acaatgtact gctttgggt 



39 



<210> 670 

<211> 21 

<212> DNA 

<213> Homo sapiens 



<400> 670 

gatagtcttc tgcacagggc a 



21 



<210> 671 

<211> 36 

<212> DNA 

<213> Homo sapiens 



<400> 671 

atcgagcctt aggcgcccaa gtgctgagca aagtcg 



36 



<210> 672 

<211> 44 

<212> DNA 

<213> Homo sapiens 
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<400> 672 

atagtttagc ggccgcttaa tctttgtagg aggccttccc tggt 



44 



<210> 673 

<211> 29 

<212> DNA 

<213> Homo sapiens 

<400> 673 

ggcgggtcga cgcagttcag ggtccagaa 2 9 

<210> 674 

<211> 38 

<212> DNA 

<213> Homo sapiens 

<400> 674 

gcgcgcgcgg ccgcttatta cagcagtttc aatgcacc 38 

<210> 675 

<211> 24 

<212> DNA 

<213> Homo sapiens 

<400> 675 

ggccgggtcg accgtttcca cgct 24 

<210> 676 

<211> 32 

<212> DNA 

<213> Homo sapiens 

<400> 676 

gcgcgcgcgg ccgcttatca gtttttacgg gt 32 

<210> 677 

<211> 35 

<212> DNA 

<213> Homo sapiens 

<400> 677 

aagctgcctt aggcttagca cccgcccgct cgccc 35 

<210> 678 

<211> 41 

<212> DNA 

<213> Homo sapiens 

<400> 678 

gcgcgcggcc ggccggtacc ttactcctgg actggctccc a 41 

<210> 679 

<211> 36 

<212> DNA 

<213> Homo sapiens 

<400> 679 

aggagcgtcg acaaaagagc acccgcccgc tcgccc 3 6 

<210> 680 

<211> 55 

<212> DNA 

<213> Homo sapiens 
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<400> 680 

ctttaaatcg atgagcaacc tcactcttgt gtgcatcctc ctggactggc tccca 



55 



<210> 681 
<211> 38 
<212> DNA 

<213> Homo sapiens 
<400> 681 

gctagtcctt aggcttagtt gctgaaacac caacttac 38 

<210> 682 
<211> 36 
<212> DNA 

<213> Homo sapiens 
<400> 682 

ggggtacctt attagtgaac tggcaaaaat ctttct 3 6 

<210> 683 

<211> 42 

<212> DNA 

<213> Homo sapiens 

<400> 683 

ggccggctcg aggatgacga tgacaagctg gattgcaacc tg 42 

<210> 684 
<211> 35 
<212> DNA 

<213> Homo sapiens 
<400> 684 

gcgcgcgcgg ccgcttacaa accaggcatt ctagc 3 5 

<210> 685 
<211> 42 
<212> DNA 

<213> Homo sapiens 
<400> 685 

ggccggctcg aggatgacga tgacaagctg gattgcaacc tg 42 

<210> 686 
<211> 37 
<212> DNA 

<213> Homo sapiens 
<400> 686 

gcgcgcgcgc ggccgcttat ctagcaactc tcaaagc 37 

<210> 687 

<211> 27 

<212> DNA 

<213> Homo sapiens 

<400> 687 

ggccggctcg aggttgctga aacacca 27 

<210> 688 
<211> 35 
<212> DNA 
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<213> Homo sapiens 



<400> 688 

gcgcgcgcgg ccgcttactc acggacgctc cgctc 3 5 

<210> 689 

<211> 42 

<212> DNA 

<213> Homo sapiens 

<400> 689 

ggccggctcg aggatgacga tgacaaggtg gcagaaacac cc 42 

<210> 690 

<211> 35 

<212> DNA 

<213> Homo sapiens 

<400> 690 

ggtcatctcg agttattatt tgcgacggaa cagag 35 

<210> 691 
<211> 107 
<212> DNA 
<213> Homo sapiens 

<400> 691 

aagctgcctt aggcttatat gcagatgcca tcttcaccaa cagctaccgg aaggtgctgg 60 
gccagctgtc cgcccgcaag ctgctccagg acatcatgag caggcag 107 

<210> 692 
<211> 111 
<212> DNA 
<213> Homo sapiens 

<400> 692 

atcatcgcgc gcggccggcc ggtacctcaa agccgtgccc ttgctcctcg ctcttggttg 60 
ctctctccct gctgcctgct catgatgtcc tggagcagct tgcgggcgga c 111 

<210> 693 

<211> 37 

<212> DNA 

<213> Homo sapiens 

<400> 693 

aggagcgtcg acaaaagata tgcagatgcc atcttca 37 

<210> 694 

<211> 55 

<212> DNA 

<213> Homo sapiens 

<400> 694 

ctttaaatcg atgagcaacc tcactcttgt gtgcatcaag ccgtgccctt gctcc 55 

<210> 695 

<211> 36 

<212> DNA 

<213> Homo sapiens 

<400> 695 

aagctgcctt aggcttatct gtgagtgaaa tacagc 3 6 
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<210> 696 

<211> 39 

<212> DNA 

<213> Homo sapiens 

<400> 696 

gcgcgcggcg cgccttaaaa attgtgcaca tcctgcagc 39 

<210> 697 

<211> 43 

<212> DNA 

<213> Homo sapiens 

<400> 697 

aggagcgtcg acaaaagatc tgtgagtgaa atacagctta tgc 43 

<210> 698 

<211> 59 

<212> DNA 

<213> Homo sapiens 

<400> 698 

ctttaaatcg atgagcaacc tcactcttgt gtgcatcaaa attgtgcaca tcctgcagc 59 

<210> 699 

<211> 42 

<212> DNA 

<213> Homo sapiens 

<400> 699 

aggagcgtcg acaaaagagc acctacttca agttctacaa ag 42 

<210> 700 

<211> 58 

<212> DNA 

< 2 1 3 > Homo s ap i ens 

<400> 700 

ctttaaatcg atgagcaacc tcactcttgt gtgcatcagt cagtgttgag atgatgct 58 

<210> 701 

<211> 41 

<212> DNA 

<213> Homo sapiens 

<400> 701 

aagctgcctt aggcttagca cctacttcaa gttctacaaa g 41 

<210> 702 

<211> 43 

<212> DNA 

<213> Homo sapiens 

<400> 702 

gcgcgcggta ccgtttaaac tcaagtcagt gttgagatga tgc 43 

<210> 703 

<211> 47 

<212> DNA 

<213> Homo sapiens 

<400> 703 

aggagcgtcg acaaaagagc tccaccaaga ttgatttgtg attctag 47 
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<210> 704 

<211> 68 

<212> DNA 

<213> Homo sapiens 

<400> 704 

ctttaaatcg atgagcaacc tcactcttgt gtgcatcatc accagttcta caagcttcac 60 
cagtgtac 68 

<210> 705 

<211> 46 

<212> DNA 

<213> Homo sapiens 

<400> 705 

aagctgcctt aggcttagct ccaccaagat tgatttgtga ttctag 46 

<210> 706 

<211> 55 

<212> DNA 

<213> Homo sapiens 

<400> 706 

gactggccgg ccggtaccct attaatcacc agttctacaa gcttcaccag tgtac 55 

<210> 707 

<211> 41 

<212> DNA 

<213> Homo sapiens 

<400> 707 

aggagcgtcg acaaaagatt gcccgcccag gtggcattta c 41 

<210> 708 

<211> 57 

<212> DNA 

<213> Homo sapiens 

<400> 708 

ctttaaatcg atgagcaacc tcactcttgt gtgcatcgtc gccagtgctc ccttcag *57 

<210> 709 

<211> 40 

<212> DNA 

<213> Homo sapiens 

<400> 709 

cgcgcgcgtc gacaaaagaa tgagctacaa cttgcttgga 40 

<210> 710 

<211> 55 

<212> DNA 

<213> Homo sapiens 

<400> 710 

gcgcgcatcg atgagcaacc tcactcttgt gtgcatcgtt tcggaggtaa cctgt 55 

<210> 711 

<211> 47 

<212> DNA 

<213> Homo sapiens 
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<400> 711 

aggagcgtcg acaaaagagc tccaccaaga ttgatttgtg attctag 



47 



<210> 712 

<211> 68 

<212> DNA 

<213> Homo sapiens 

<400> 712 

ctttaaatcg atgagcaacc tcactcttgt gtgcatcatc accagttcta caagcttcac 60 
cagtgtac 68 

<210> 713 

<211> 46 

<212> DNA 

<213> Homo sapiens 

<400> 713 

aagctgcctt aggcttagct ccaccaagat tgatttgtga ttctag 46 

<210> 714 

<211> 55 

<212> DNA 

<213> Homo sapiens 

<400> 714 

gactggccgg ccggtaccct attaatcacc agttctacaa gcttcaccag tgtac 55 

<210> 715 

<211> 40 

<212> DNA 

<213> Homo sapiens 

<400> 715 

aagctgcctt aggcttattg cccgcccagg tggcatttac 40 

<210> 716 

<211> 43 

<212> DNA 

<213> Homo sapiens 

<400> 716 

gcgcgcggcc ggccggtacc ttagtcgcca gtgctccctt cag 43 

<210> 717 

<211> 42 

<212> DNA 

<213> Homo sapiens 

<400> 717 

aggagcgtcg acaaaagagc gggaaggcat gtgcggagct ac 42 

<210> 718 

<211> 64 

<212> DNA 

<213> Homo sapiens 

<400> 718 

ctttaaatcg atgagcaacc tcactcttgt gtgcatctga gtgtaccacc attggaagaa 60 
agtg 64 

<210> 719 
<211> 41 
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<212> DNA 

<213> Homo sapiens 



<400> 719 

aagctgcctt aggcttagcg ggaaggcatg tgcggagcta c 

<210> 720 

<211> 53 

<212> DNA 

<213> Homo sapiens 

<400> 720 

gcgcggggta ccggcgcgcc ttactatgag tgtaccacca ttggaagaaa gtg 

<210> 721 
<211> 35 
<212> DNA 

<213> Homo sapiens 
<400> 721 

ggcatgcctt aggcttacca gctctgccgt cctgc 

<210> 722 

<211> 43 

<212> DNA 

<213> Homo sapiens 

<400> 722 

ctaggtggta ccggcgcgcc ttaggccttc gtcaccagcc age 

<210> 723 
<211> 39 
<212> DNA 

<213> Homo sapiens 
<400> 723 

aggagegteg acaaaagaat gccctacggc gecaacatg 

<210> 724 
<211> 57 
<212> DNA 

<213> Homo sapiens 
<400> 724 

ctttaaatcg atgagcaacc tcactcttgt gtgcatcttg gctcagctta ttgagaa 

<210> 725 

<211> 42 

<212> DNA 

<213> Homo sapiens 

<400> 725 

aggagegteg acaaaagagc acctacttca agttctacaa ag 

<210> 726 
<211> 61 
<212> DNA 

<213> Homo sapiens 
<400> 726 

ctttaaatcg atgagcaacc tcactcttgt gtgcatcagt cagtgttgag atgatgcttt 

g 

61 
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<210> 727 

<211> 41 

<212> DNA 

<213> Homo sapiens 



<400> 727 

aagctgcctt aggcttagca cctacttcaa gttctacaaa g 



<210> 728 

<211> 55 

<212> DNA 

<213> Homo sapiens 



<400> 728 

gcgcgcggta ccgtttaaac tcaagtcagt gttgagatga tgctttgaca aaagg 



<210> 729 

<211> 31 

<212> DNA 

<213> Homo sapiens 



<400> 729 

gactgtcgac caggtacagc tgcagcagtc a 



<210> 730 

<211> 30 

<212> DNA 

<213> Homo sapiens 



<400> 730 

cagtatcgat gacctaggac ggtcagctcg 

<210> 731 

<211> 54 

<212> DNA 

<213> Homo sapiens 



<400> 731 

aagctgcctt aggcttagac aaaagactag agtccttcgt gaagcttttt attc 



<210> 732 

<211> 45 

<212> DNA 

<213> Homo sapiens 



<400> 732 

gcagcatcta gaggtacctt attattgcgc tttcatttta tatcc 

<210> 733 

<211> 44 

<212> DNA 

<213> Homo sapiens 

<400> 733 

acgcgtcgac aaaagactag agtccttcgt gaagcttttt attc 



<210> 734 

<211> 56 

<212> DNA 

<213> Homo sapiens 



<400> 734 
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ccatcgatga gcaacctcac tcttgtgtgc atcttgcgct ttcattttat atccaa 



56 



<210> 735 

<211> 32 

<212> DNA 

<213> Homo sapiens 

<400> 735 

aggagcgtcg acaaaagatg cggtaatctg ag 32 

<210> 736 

<211> 52 

<212> DNA 

<213> Homo sapiens 



<210> 737 

<211> 31 

<212> DNA 

<213> Homo sapiens 

<400> 737 

aagctgcctt aggcttatgc ggtaatctga g 31 

<210> 738 

<211> 29 

<212> DNA 

<213> Homo sapiens 

<400> 738 

gcgcgcggcg cgcctccagg tgctccaac 29 

<210> 739 

<211> 42 

<212> DNA 

<213> Homo sapiens 



<210> 740 

<211> 61 

<212> DNA 

<213> Homo sapiens 

<400> 740 

ctttaaatcg atgagcaacc tcactcttgt gtgcatcacc aggtgtacca gaaccagtgt 60 
t 61 

<210> 741 

<211> 41 

<212> DNA 

<213> Homo sapiens 



<400> 736 

ctttaaatcg atgagcaacc tcactcttgt gtgcatctcc aggtgctcca ac 



52 



<400> 739 

aggagcgtcg acaaaagatg ctccaatctc tctacttgcg tt 



42 



<400> 741 

aagctgcctt aggcttatgc tccaatctct ctacttgcgt t 



41 



<210> 742 
<211> 44 
<212> DNA 



<213> Homo sapiens 
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<400> 742 

gcgcgcggcg cgccttacta accaggtgta ccagaaccag tgtt 44 

<210> 743 

<211> 47 

<212> DNA 

<213> Homo sapiens 

<400> 743 

ggagcgtcga caaaagatct gtgagtgaaa tacagcttat gcataac 47 

<210> 744 
<211> 82 
<212> DNA 

<213> Homo sapiens 
<400> 744 

ctttaaatcg atgagcaacc tcactcttgt gtgcatcaaa attgtgcaca tcctgcagct 60 
tgttacgcag ccattctact ct 82 

<210> 745 

<211> 48 

<212> DNA 

<213> Homo sapiens 

<400> 745 

aagctgcctt aggcttatct gtgagtgaaa tacagcttat gcataacc 48 

<210> 746 

<211> 69 

<212> DNA 

<213> Homo sapiens 

<400> 746 

gcgcgcggcg cgccttaaaa attgtgcaca tcctgcagct tgttacgcag ccattctact 60 
ctctccatc 69 

<210> 747 

<211> 44 

<212> DNA 

<213> Homo sapiens 

<400> 747 

ttaggcttac aacattggtc ttatggtttg agaccaggtt aagg 44 

<210> 748 

<211> 45 

<212> DNA 

<213> Homo sapiens 

<400> 748 

cgcgccttaa cctggtctca aaccataaga ccaatgttgt aagcc 45 

<210> 749 

<211> 68 

<212> DNA 

<213> Homo sapiens 

<400> 749 

tcgacaaaag acaacattgg tcttatggtt tgagaccagg tgatgcacac aagagtgagg 60 
ttgctcat 68 



730 



<210> 750 

<211> 66 

<212> DNA 

<213> Homo sapiens 

<400> 750 

cgatgagcaa cctcactctt gtgtgcatca cctggtctca aaccataaga ccaatgttgt 60 
cttttg 66 

<210> 751 

<211> 65 

<212> DNA 

<213> Homo sapiens 

<400> 751 

tcgacaaaag agaatggcca agaccacaaa ttcctccaga tgcacacaag agtgaggttg 60 
ctcat 65 

<210> 752 

<211> 63 

<212> DNA 

<213> Homo sapiens 

<400> 752 

cgatgagcaa cctcactctt gtgtgcatct ggaggaattt gtggtcttgg ccattctctt 60 
ttg 63 

<210> 753 

<211> 41 

<212> DNA 

<213> Homo sapiens 

<400> 753 

ttaggcttag aatggccaag accacaaatt cctccatagg g 41 

<210> 754 

<211> 42 

<212> DNA 

<213> Homo sapiens 

<400> 754 

cgcgccctat ggaggaattt gtggtcttgg ccattctaag cc 42 

<210> 755 

<211> 37 

<212> DNA 

<213> Homo sapiens 

<400> 755 

gagcgcgcct taggcttatc tgtgagtgaa atacagc 37 

<210> 756 

<211> 36 

<212> DNA 

<213> Homo sapiens 

<400> 756 

cggtgcgcgg ccgcttaaaa attgtgcaca tcctgc 36 

<210> 757 

<211> 38 

<212> DNA 

<213> Homo sapiens 
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<400> 757 

atgacgcccg gggccaccat gaagtgggta acctttat 



38 



<210> 758 

<211> 32 

<212> DNA 

<213> Homo sapiens 



<400> 758 

gcctatgaat tcttagtgca caggcaggaa gc 



32 



<210> 759 

<211> 40 

<212> DNA 

<213> Homo sapiens 



<400> 759 

acgagtcccg gggccaccat gagggcgctg gaggggccag 



40 



<210> 760 

<211> 33 

<212> DNA 

<213> Homo sapiens 



<400> 760 

agctgcgaat tcttataagc ctaaggcagc ttg 



33 



<210> 761 
<211> 106 
<212> DNA 
<213> Homo sapiens 

<400> 761 

gagcgcggat ccgccatcat gaaggtctcc gtggctgccc tctcctgcct catgcttgtt 60 
actgcccttg gatctcaggc ctctgtgagt gaaatacagc ttatgc 106 

<210> 762 

<211> 29 

<212> DNA 

<213> Homo sapiens 



<400> 762 

cactagtaaa attgtgcaca tcctgcagc 



29 



<210> 763 

<211> 28 

<212> DNA 

<213> Homo sapiens 



<400> 763 

gccttaggct ctgtgagtga aatacagc 



28 



<210> 764 

<211> 31 

<212> DNA 

<213> Homo sapiens 



<400> 764 

cgcggccgct taaaaattgt gcacatcctg c 



31 



<210> 765 
<211> 43 
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<212> DNA 

<213> Homo sapiens 



<400> 765 

cagtcaggat ccgaattccg ccaccatgag ggcgctggag ggg 43 

<210> 766 
<211> 55 
<212> DNA 

<213> Homo sapiens 
<400> 766 

ctttaaatcg atgagcaacc tcactcttgt gtgcatcgtg cacaggcagg aagcg 55 

<210> 767 
<211> 43 
<212> DNA 

<213> Homo sapiens 
<400> 767 

gtcaagctgc cttaggctta gtggctgaaa cacctacata tec 43 

<210> 768 

<211> 45 

<212> DNA 

<213> Homo sapiens 

<400> 768 

cggtgccggt gcgcggccgc ttagtgcaca ggcaggaagc gttcc 45 

<210> 769 
<211> 40 
<212> DNA 

<213> Homo sapiens 
<400> 769 

cttggatccc aggectctgt gagtgaaata cagcttatgc 40 

<210> 770 
<211> 59 
<212> DNA 

<213> Homo sapiens 
<400> 770 

ctttaaatcg atgagcaacc tcactcttgt gtgcatcaaa attgtgcaca tcctgcagc 59 

<210> 771 
<211> 41 
<212> DNA 

<213> Homo sapiens 
<400> 771 

aagctgeett aggcttagcg ggaaggcatg tgeggagcta c 41 

<210> 772 
<211> 53 
<212> DNA 

<213> Homo sapiens 
<400> 772 

gcgcggggta ccggcgcgcc ttactatgag tgtaccacca ttggaagaaa gtg 53 
<210> 773 
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<211> 46 

<212> DNA 

<213> Homo sapiens 

<400> 773 

ccgccgctcg aggggtgtgt ttcgtcgagc gggaaggcat gtgcgg 46 

<210> 774 

<211> 64 

<212> DNA 

<213> Homo sapiens 

<400> 774 

ctttaaatcg atgagcaacc tcactcttgt gtgcatctga gtgtaccacc attggaagaa 60 
agtg 64 

<210> 775 
<211> 121 
<212> DNA 
<213> Homo sapiens 

<400> 775 

gatcgaattc gccaccatgg gggtgcacga atgtcctgcc tggctgtggc ttctcctgtc 60 

cctgctgtcg ctccctctgg gcctcccagt cctgggcgcc ccaccacgcc tcatctgtga 12 0 

c 121 

<210> 776 

<211> 60 

<212> DNA 

<213> Homo sapiens 

<400> 776 

ctttaaatcg atgagcaacc tcactcttgt gtgcatcgtc ccctgtcctg caggcctccc 60 

<210> 777 

<211> 43 

<212> DNA 

<213> Homo sapiens 

<400> 777 

aagctgcctt aggcttagcc ccaccacgcc tcatctgtga cag 43 

<210> 778 

<211> 46 

<212> DNA 

<213> Homo sapiens 

<400> 778 

gcgcgcggta ccctattagt cccctgtcct gcaggcctcc cctgtg 46 

<210> 779 

<211> 41 

<212> DNA 

<213> Homo sapiens 

<400> 779 

ggatatccaa gcttggatcc gccatcatga agtgggtaac c 41 

<210> 780 

<211> 40 

<212> DNA 

<213> Homo sapiens 
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<400> 780 

gcaccggaat tcttaaaaat tgtgcacatc ctgcagcttc 



40 



<210> 781 

<211> 40 

<212> DNA 

<213> Homo sapiens 

<400> 781 

aggagcgtcg acaaaagaac caagactgaa tcctcctcac 40 

<210> 782 

<211> 59 

<212> DNA 

<213> Homo sapiens 

<400> 782 

ctttaaatcg atgagcaacc tcactcttgt gtgcatcgtt ctccttcatg tccttgata 59 

<210> 783 

<211> 56 

<212> DNA 

<213> Homo sapiens 

<400> 783 

aggagcgtcg acaaaagaac caagactgaa tcctcctcaa ggggacctta ccaccc 56 

<210> 784 

<211> 59 

<212> DNA 

<213> Homo sapiens 

<400> 784 

ctttaaatcg atgagcaacc tcactcttgt gtgcatcgtt ctccttcatg tccttgata 59 

<210> 785 

<211> 38 

<212> DNA 

<213> Homo sapiens 

<400> 785 

ggatatccaa gcttggatcc gccatcatga aggtctcc 38 

<210> 786 

<211> 38 

<212> DNA 

<213> Homo sapiens 

<400> 786 

caccggaatt cttataagcc taaggcagct tgacttgc 38 

<210> 787 

<211> 45 

<212> DNA 

<213> Homo sapiens 

<400> 787 

gagcgcgcct taggctctgt gagtgaaata cagcttatgc ataac 45 

<210> 788 

<211> 50 

<212> DNA 

<213> Homo sapiens 
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<400> 788 

cggtgcgcgg ccgcttactg ggatttagct ttagttaata cattcacatc 50 

<210> 789 

<211> 40 

<212> DNA 

<213> Homo sapiens 

<400> 789 

aggagcgtcg acaaaagagg accttaccac ccctcagagt 40 

<210> 790 

<211> 59 

<212> DNA 

<213> Homo sapiens 

<400> 790 

ctttaaatcg atgagcaacc tcactcttgt gtgcatcgtt ctccttcatg tccttgata 59 

<210> 791 

<211> 99 

<212> DNA 

<213> Homo sapiens 

<400> 791 

aggagcgtcg acaaaagagg accttaccac ccctcagagt gctgcttcac ctacactacc 60 
tacaagatcc cgcgtcagag aattatggat tactatgag 99 

<210> 792 

<211> 59 

<212> DNA 

<213> Homo sapiens 

<400> 792 

ctttaaatcg atgagcaacc tcactcttgt gtgcatcgtt ctccttcatg tccttgata 59 



<210> 793 
<211> 106 
<212> DNA 
<213> Homo sapiens 

<400> 793 

gagcgcggat ccgccatcat gaaggtctcc gtggctgccc tctcctgcct catgcttgtt 
actgcccttg gatctcaggc ctctgtgagt gaaatacagc ttatgc 

<210> 794 

<211> 42 

<212> DNA 

<213> Homo sapiens 

<400> 794 

gtcgtcacta gtctgggatt tagctttagt taatacattc ac 

<210> 795 

<211> 42 

<212> DNA 

<213> Homo sapiens 



60 
106 



42 



<400> 795 

tccaccgaat tcggatccgc caccatgcaa ctcctgtctt gc 
<210> 796 



42 
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<211> 174 
<212> DNA 
<213> Homo sapiens 

<400> 796 

ctttaaatcg atgagcaacc tcactcttgt gtgcatcagt cagtgttgag atgatgctct 60 

ttaaatcgat gagcaacctc actcttgtgt gcatcagtca gtgttgagat gatgctcttt 12 0 

aaatcgatga gcaacctcac tcttgtgtgc atcagtcagt gttgagatga tgct 174 

<210> 797 

<211> 42 

<212> DNA 

<213> Homo sapiens 

<400> 797 

tccaccgaat tcggatccgc caccatgcaa ctcctgtctt gc 42 

<210> 798 

<211> 58 

<212> DNA 

<213> Homo sapiens 

<400> 798 

ctttaaatcg atgagcaacc tcactcttgt gtgcatcagt cagtgttgag atgatgct 58 

<210> 799 

<211> 40 

<212> DNA 

<213> Homo sapiens 

<400> 799 

aggagcgtcg acaaaagagg accttaccac ccctcagagt 40 

<210> 800 
<211> 107 
<212> DNA 
<213> Homo sapiens 

<400> 800 

ctttaaatcg atgagcaacc tcactcttgt gtgcatcgga tccgccgcca cctgacccac 60 
ctccgcctga gccaccgcca ccagagttct ccttcatgtc cttgata 107 

<210> 801 

<211> 36 

<212> DNA 

<213> Homo sapiens 

<400> 801 

gtacccttag gcttacaggt acagctgcag cagtca 3 6 

<210> 802 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<400> 802 

gatcggcgcg cctcagtgat ggtgatgatg atgacctagg acggtcagct c 51 

<210> 803 

<211> 51 

<212> DNA 

<213> Homo sapiens 
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<400> 803 

ccgccgctcg aggggtgtgt ttcgtcgagc cccaccacgc ctcatctgtg a 



51 



<210> 804 
<211> 59 
<212> DNA 

<213> Homo sapiens 
<400> 804 

agtcccatcg atgagcaacc tcactcttgt gtgcatcgtc ccctgtcctg caggcctcc 59 

<210> 805 

<211> 43 

<212> DNA 

<213> Homo sapiens 

<400> 805 

aagctgcctt aggcttagcc ccaccacgcc tcatctgtga cag 43 

<210> 806 

<211> 52 

<212> DNA 

<213> Homo sapiens 

<400> 806 

gcgcggcgcg ccgaattcct attagtcccc tgtcctgcag gcctcccctg tg 52 

<210> 807 

<211> 69 

<212> DNA 

<213> Homo sapiens 

<400> 807 

aggagcgtcg acaaaagaga gggtgataga ttgcactgta agccacaaag acaatctcca 60 
tggatgaag 69 

<210> 808 

<211> 91 

<212> DNA 

<213> Homo sapiens 

<400> 808 

ctttaaatcg atgagcaacc tcactcttgt gtgcatcacc accaccttct ggatccaagt 60 
gttgacactt catccatgga gattgtcttt g 91 

<210> 809 

<211> 47 

<212> DNA 

<213> Homo sapiens 

<400> 809 

ccgccgctcg aggggtgtgt ttcgtcgagg accttaccac ccctcag 47 

r 

<210> 810 

<211> 53 

<212> DNA 

<213> Homo sapiens 

<400> 810 

agtcccatcg atgagcaacc tcactcttgt gtgcatcgtt ctccttcatg tec 53 

<210> 811 
<211> 67 



738 



<212> DNA 

<213> Homo sapiens 

<400> 811 

aagctgcctt aggcttaggt gatgatgatg attgtggttg gattggtttc gctaacttcc 60 
acttgtg 67 

<210> 812 

<211> 68 

<212> DNA 

<213> Homo sapiens 

<400> 812 

gcgcgcggcg cgccttaacc accaccttct ggatcaccgt gcaaacacaa gtggaagtta 60 
gcgaaacc 68 

<210> 813 

<211> 60 

<212> DNA 

<213> Homo sapiens 

<400> 813 

aggagcgtcg acaaaagggg tgatgatgat gattgtggtt ggattggttt cgctaacttc 60 

<210> 814 

<211> 97 

<212> DNA 

<213> Homo sapiens 

<400> 814 

ctttaaatcg atgagcaacc tcactcttgt gtgcatcacc accaccttct ggatcaccgt 60 
gcaaacacaa gtggaagtta gcgaaaccaa tccaacc 97 

<210> 815 

<211> 65 

<212> DNA 

<213> Homo sapiens 

<400> 815 

aagctgcctt aggcttaggt gatgatgatg attgtggttg gattggtttc gctaacttcc 60 
acttg 65 

<210> 816 

<211> 72 

<212> DNA 

<213> Homo sapiens 

<400> 816 

gcgcgcggcg cgccttaacc accaccttct ggatcaccgt gcaaacacaa gtggaagtta 60 
gcgaaaccaa tc 72 

<210> 817 

<211> 106 

<212> DNA 

<213> Homo sapiens 

<400> 817 

gcgcggatcc gaattccgcc gccatgacca acaagtgtct cctccaaatt gctctcctgt 60 
tgtgcttctc cactacagct ctttccatga gctacaactt gcttgg 106 



<210> 818 
<211> 55 
<212> DNA 
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<213> Homo sapiens 



<400> 818 

gcgcgcatcg atgagcaacc tcactcttgt gtgcatcgtt tcggaggtaa cctgt 55 

<210> 819 

<211> 47 

<212> DNA 

<213> Homo sapiens 

<400> 819 

cgggatccga attcccgcca ccatgaacaa gttgctgtgc tgcgcgc 47 

<210> 820 

<211> 68 

<212> DNA 

<213> Homo sapiens 

<400> 820 

agtcccatcg atgagcaacc tcactcttgt gtgcatctaa gcagcttatt tttactgatt 60 
ggacctgg 68 

<210> 821 

<211> 45 

<212> DNA 

<213> Homo sapiens 

<400> 821 

aagctgcctt aggcttagaa acgtttcctc caaagtacct tcatt 45 

<210> 822 

<211> 43 

<212> DNA 

<213> Homo sapiens 

<400> 822 

aggcgcgcct tataagcagc ttatttttac tgattggacc tgg 43 

<210> 823 

<211> 58 

<212> DNA 

<213> Homo sapiens 

<400> 823 

ccgccgctcg aggggtgtgt ttcgtcgatc tgtgagtgaa atacagctta tgcataac 58 

<210> 824 

<211> 70 

<212> DNA 

<213> Homo sapiens 

<400> 824 

agtcccatcg atgagcaacc tcactcttgt gtgcatcctg ggatttagct ttagttaata 60 
cattcacatc 70 

<210> 825 

<211> 47 

<212> DNA 

<213> Homo sapiens 

<400> 825 

ggagcgtcga caaaagatct gtgagtgaaa tacagcttat gcataac 47 
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<210> 826 
<211> 67 
<212> DNA 

<2 1 3 > Homo sapi ens 
<400> 826 

ctttaaatcg atgagcaacc tcactcttgt gtgcatcctg ggatttagct ttagttaata 60 
cattcac 67 

<210> 827 

<211> 83 

<212> DNA 

<213> Homo sapiens 

<400> 827 

tcgacaaaag agaatggcca agaccacaaa ttcctccagg tggatctggt ggatctgatg 60 
cacacaagag tgaggttgct cat 83 

<210> 828 

<211> 81 

<212> DNA 

<213> Homo sapiens 

<400> 828 

cgatgagcaa cctcactctt gtgtgcatca gatccaccag atccacctgg aggaatttgt 60 
ggtcttggcc attctctttt g 81 

<210> 829 

<211> 59 

<212> DNA 

<213> Homo sapiens 



<400> 829 

ttaggcttag gtggatctgg tggatctgaa tggccaagac cacaaattcc tccataggg 



59 



<210> 830 

<211> 60 

<212> DNA 

<213> Homo sapiens 



<400> 830 

cgcgccctat ggaggaattt gtggtcttgg ccattcagat ccaccagatc cacctaagcc 



60 



<210> 831 

<211> 42 

<212> DNA 

<213> Homo sapiens 



<400> 831 

aggagcgtcg acaaaagagc tccaacttct tcttctacta ag 



42 



<210> 832 

<211> 65 

<212> DNA 

<213> Homo sapiens 

<400> 832 

ctttaaatcg atgagcaacc tcactcttgt gtgcatctgt caaagtagaa ataatagatt 60 
ggcag 65 



<210> 833 
<211> 41 
<212> DNA 
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<213> Homo sapiens 



<400> 833 

aagctgcctt aggcttagct ccaacttctt cttctactaa g 41 

<210> 834 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<400> 834 

gcgcgcgttt aaacggtacc ttatgtcaaa gtagaaataa tagattggca g 51 

<210> 835 
<211> 114 
<212> DNA 
<213> Homo sapiens 

<400> 835 

gactaagctt ggatccgcca ccatgaaggt ctccgtggct gccctctcct gcctcatgct 60 
tgttactgcc cttggatcac aggccgcccc accacgcctc atctgtgaca gccg 114 

<210> 836 

<211> 59 

<212> DNA 

<213> Homo sapiens 

<400> 836 

agtcccatcg atgagcaacc tcactcttgt gtgcatcgtc ccctgtcctg caggcctcc 59 

<210> 837 
<211> 42 
<212> DNA 

<213> Homo sapiens 
<400> 837 

gcagcaggat ccaagcttgc caccatgtgg ctgcagagcc tg 42 

<210> 838 

<211> 56 

<212> DNA 

<213> Homo sapiens 

<400> 838 

agtcccatcg atgagcaacc tcactcttgt gtgcatcctc ctggactggc tcccag 56 

<210> 839 
<211> 35 
<212> DNA 

<213> Homo sapiens 
<400> 839 

aagctgcctt aggcttagca cccgcccgct cgccc 3 5 

<210> 840 
<211> 41 
<212> DNA 

<213> Homo sapiens 
<400> 840 

gcgcgcggcc ggccggtacc ttactcctgg actggctccc a 41 
<210> 841 
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<211> 36 

<212> DNA 

<213> Homo sapiens 



<400> 841 

gtcagccctt aggcttagcc gttcagggtc cagaag 

<210> 842 

<211> 35 

<212> DNA 

<213> Homo sapiens 

<400> 842 

tgacgcggcg cgccttacag cagtttcaat gcacc 



36 



35 



<210> 843 

<211> 36 

<212> DNA 

<213> Homo sapiens 

<400> 843 

gatcgcggat ccaagtccgc caccatgaag gtctcc 

<210> 844 

<211> 54 

<212> DNA 

<213> Homo sapiens 

<400> 844 

agtccatcga tgagcaacct cactcttgtg tgcatccagc agtttcaatg cacc 

<210> 845 

<211> 42 

<212> DNA 

<213> Homo sapiens 

<400> 845 

ctttgatcac aggccatgca agttggtacc aacaaagagc tc 



36 



54 



42 



<210> 846 

<211> 62 

<212> DNA 

<213> Homo sapiens 

<400> 846 

ctttaaatcg atgagcaacc tcactcttgt gtgcatcggc attcagcttc aggtcgctga 60 
tg 62 

<210> 847 

<211> 35 

<212> DNA 

<213> Homo sapiens 



<400> 847 

cgcggatccg ccatcatgga gcctcctgga gactg 

<210> 848 

<211> 30 

<212> DNA 

<213> Homo sapiens 

<400> 848 

ccatcgatgg ccttcgtcac cagccagctg 



35 



30 
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<210> 849 

<211> 39 

<212> DNA 

<213> Homo sapiens 



<400> 849 

aggagcgtcg acaaaagagg cccctacggc gccaacatg 



<210> 850 

<211> 57 

<212> DNA 

<213> Homo sapiens 



<400> 850 

ctttaaatcg atgagcaacc tcactcttgt gtgcatcttg gctcagctta ttgagaa 



<210> 851 

<211> 37 

<212> DNA 

<213> Homo sapiens 



<400> 851 

aagctgcctt aggcttaatg tgctgtacca agagttt 

<210> 852 

<211> 32 

<212> DNA 

<213> Homo sapiens 

<400> 852 

gcgcgcggcg cgccttacat gttcttgact tt 

<210> 853 

<211> 32 

<212> DNA 

<213> Homo sapiens 



<400> 853 

cgcggatccg ccaccatgca ttggggaacc ct 



<210> 854 

<211> 50 

<212> DNA 

<213> Homo sapiens 



<400> 854 

ccatcgatga gcaacctcac tcttgtgtgc atcgcaccca gggctgaggt 



<210> 855 

<211>^ 50 

<212> DNA 

<213> Homo sapiens 



<400> 855 

agtcaagctg ccttaggctt aatgcgaccc tctgggagaa aatccagcaa 

<210> 856 

<211> 50 

<212> DNA 

<213> Homo sapiens 



<400> 856 
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atcgcatatg gcgcgcccta ttactcgtcc tcctggaagt agaatttggt 



50 



<210> 857 

<211> 35 

<212> DNA 

<213> Homo sapiens 

<400> 857 

cgcggatccc aggccatgcg accctctggg agaaa 3 5 

<210> 858 

<211> 55 

<212> DNA 

<213> Homo sapiens 

<400> 858 

ctttaaatcg atgagcaacc tcactcttgt gtgcatcctc gtcctcctgg aagta 55 

<210> 859 

<211> 48 

<212> DNA 

<213> Homo sapiens 

<400> 859 

agtcaagctg ccttaggctt aatgcgaccc tctgggagaa aatccagc 48 

<210> 860 

<211> 41 

<212> DNA 

<213> Homo sapiens 

<400> 860 

atcgcatatg gcgcgcccta ttactcgtcc tcctggaagt a 41 

<210> 861 

<211> 33 

<212> DNA 

<213> Homo sapiens 

<400> 861 

aagctgcctt aggcttagtg cccatccaaa aag 33 

<210> 862 

<211> 28 

<212> DNA 

<213> Homo sapiens 

<400> 862 

ggggtacctt agcacccagg gctgaggt 28 

<210> 863 

<211> 48 

<212> DNA 

<213> Homo sapiens 

<400> 863 

tccaggagcg tcgacaaaag aatgcgaccc tctgggagaa aatccagc 48 

<210> 864 

<211> 61 

<212> DNA 

<213> Homo sapiens 
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<400> 864 

agactttaaa tcgatgagca acctcactct tgtgtgcatc ctactcgtcc tcctggaagt 



60 
61 



<210> 865 

<211> 35 

<212> DNA 

<213> Homo sapiens 



<400> 865 

aggagcgtcg acaaaagagt gcccatccaa aaagt 



35 



<210> 866 

<211> 53 

<212> DNA 

<213> Homo sapiens 



<400> 866 

cgcgcatcga tgagcaacct cactcttgtg tgcatcgcac ccagggctga ggt 



53 



<210> 867 

<211> 33 

<212> DNA 

<213> Homo sapiens 



<400> 867 

aagctgcctt aggcttagtg cccatccaaa aag 



33 



<210> 868 

<211> 30 

<212> DNA 

<213> Homo sapiens 



<400> 868 

ttggcgcgcc ttagcaccca gggctgaggt 



30 



<210> 869 

<211> 42 

<212> DNA 

<213> Homo sapiens 



<400> 869 

atatatggat cccaggccgc aactaaatta actgaggaaa ag 



42 



<210> 870 

<211> 60 

<212> DNA 

<213> Homo sapiens 



<400> 870 

cgcgcatcga tgagcaacct cactcttgtg tgcatccgga accctgatga tatctgtcac 



60 



<210> 871 

<211> 42 

<212> DNA 

<213> Homo sapiens 



<400> 871 

atatatggat ccgccaccat gaggaagacc aggctctggg gg 



42 



<210> 872 
<211> 60 
<212> DNA 
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<213> Homo sapiens 



<400> 872 

cgcgcatcga tgagcaacct cactcttgtg tgcatccgga accctgatga tatctgtcac 60 

<210> 873 
<211> 184 
<212> DNA 
<213> Homo sapiens 

<400> 873 

gactaagctt ggatccgcca ccatgaaggt ctccgtggct gccctctcct gcctcatgct 60 

tgttactgcc cttggatcac aggccatgca agttggtacc aacaaagagc tcgccctctc 12 0 

ctgcctcatg cttgttactg cccttggatc acaggccatg caagttggta ccaacaaaga 180 

gctc 184 

<210> 874 
<211> 107 
<212> DNA 
<213> Homo sapiens 

<400> 874 

agtcccatcg atgagcaacc tcactcttgt gtgcatcgga tccgccgcca cctgacccac 60 
ctccgcctga gccaccgcca ccagaggcat tcagcttcag gtcgctg 107 

<210> 875 

<211> 89 

<212> DNA 

<213> Homo sapiens 

<400> 875 

aagctgcctt aggcttatct ggtggcggtg gctcaggcgg aggtgggtca ggtggcggcg 60 
gatcccaagt tggtaccaac aaagagctc 89 

<210> 876 

<211> 40 

<212> DNA 

<213> Homo sapiens 

<400> 876 

gactggcgcg ccttattagg cattcagctt caggtcgctg 40 

<210> 877 

<211> 37 

<212> DNA 

<213> Homo sapiens 

<400> 877 

cgcggatccg ccaccatgtt gacagtcgct ctcctag 37 

<210> 878 

<211> 56 

<212> DNA 

<213> Homo sapiens 

<400> 878 

agtcccatcg atgagcaacc tcactcttgt gtgcatcgca tctgctgcag ctagtg 56 

<210> 879 
<211> 89 
<212> DNA 

<213> Homo sapiens 
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<400> 879 

aagctgcctt 

gatcccaagt 



aggcttatct ggtggcggtg gctcaggcgg aggtgggtca ggtggcggcg 
tggtaccaac aaagagctc 



60 
89 



<210> 880 

<211> 40 

<212> DNA 

<213> Homo sapiens 

<400> 880 

gactggcgcg ccttattagg cattcagctt caggtcgctg 



40 



<210> 881 

<211> 43 

<212> DNA 

<213> Homo sapiens 

<400> 881 

aggagcgtcg acaaaagaat gcaagttggt accaacaaag age 



43 



<210> 882 

<211> 59 

<212> DNA 

<213> Homo sapiens 

<400> 882 

ctttaaatcg atgagcaacc tcactcttgt gtgeategge attcagcttc aggtegctg 

<210> 883 

<211> 43 

<212> DNA 

<213> Homo sapiens 

<400> 883 

aggagcgtcg acaaaagaat gcaagttggt accaacaaag age 



59 



43 



<210> 884 

<211> 59 

<212> DNA 

<213> Homo sapiens 

<400> 884 

ctttaaatcg atgagcaacc tcactcttgt gtgeategge attcagcttc aggtegctg 



59 



<210> 885 

<211> 89 

<212> DNA 

<213> Homo sapiens 

<400> 885 

aagctgcctt aggcttatct ggtggcggtg gctcaggcgg aggtgggtca ggtggcggcg 60 
gatcccaagt tggtaccaac aaagagctc 89 

<210> 886 

<211> 40 

<212> DNA 

<213> Homo sapiens 



<400> 886 

gactggcgcg ccttattagg cattcagctt caggtcgctg 

<210> 887 
<211> 41 



40 
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<212> DNA 
<213> Homo 



sapiens 



<400> 887 

cgcgcgcgtc gacaaaagat gtgatctgcc tcaaacccac a 41 

<210> 888 

<211> 59 

<212> DNA 

<213> Homo sapiens 

<400> 888 

gcgcgcatcg atgagcaacc tcactcttgt gtgcatcttc cttacttctt aaactttct 59 



<210> 889 

<211> 83 

<212> DNA 

<213> Homo sapiens 



<400> 889 

gtcaagctgc cttaggctta ttcgttaacc aacacttgtg tggttctcac ttggttgaag 60 
ctttgtactt ggtttgtggt gaa 83 



<210> 890 

<211> 69 

<212> DNA 

<213> Homo sapiens 



<400> 890 

atcgcatatg gcgcgcccta ttagttacag tagttttcca attggtacaa agaacaaata 60 
gaagtacaa 69 



<210> 891 

<211> 44 

<212> DNA 

<213> Homo sapiens 



<400> 891 

aggagcgtcg acaaaagaac agaagagact ataaaatttg ctgc 44 

<210> 892 

<211> 58 

<212> DNA 

<213> Homo sapiens 

<400> 892 

ctttaaatcg atgagcaacc tcactcttgt gtgcatcacg tctaataatg gaatgaac 58 



<210> 893 

<211> 40 

<212> DNA 

<213> Homo sapiens 



<400> 893 

aagctgcctt aggcttaaca gaagagacta taaaatttgc 40 

<210> 894 

<211> 39 

<212> DNA 

<213> Homo sapiens 

<400> 894 

gactggcgcg ccctattaac gtctaataat ggaatgaac 39 
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<210> 895 

<211> 84 

<212> DNA 

<213> Homo sapiens 



<400> 895 

tccaggagcg tcgacaaaag attcgttaac caacacttgt gtggttctca cttggttgaa 
gctttgtact tggtttgtgg tgaa 



<210> 896 

<211> 86 

<212> DNA 

<213> Homo sapiens 



<400> 896 

agactttaaa tcgatgagca acctcactct tgtgtgcatc gttacagtag ttttccaatt 
ggtacaaaga acaaatagaa gtacaa 



<210> 897 

<211> 44 

<212> DNA 

<213> Homo sapiens 



<400> 897 

aggagcgtcg acaaaagaac agaagagact ataaaatttg ctgc 

<210> 898 

<211> 58 

<212> DNA 

<213> Homo sapiens 

<400> 898 

ctttaaatcg atgagcaacc tcactcttgt gtgcatcacg tctaataatg gaatgaac 

<210> 899 

<211> 40 

<212> DNA 

<213> Homo sapiens 

<400> 899 

aagctgcctt aggcttaaca gaagagacta taaaatttgc 

<210> 900 

<211> 39 

<212> DNA 

<213> Homo sapiens 



<400> 900 

gactggcgcg ccctattaac gtctaataat ggaatgaac 



<210> 901 

<211> 83 

<212> DNA 

<213> Homo sapiens 



<400> 901 

gtcaagctgc cttaggctta ttcgttaacc aacacttgtg tggttctcac ttggttgaag 
ctttgtactt ggtttgtggt gaa 



<210> 902 
<211> 69 
<212> DNA 
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<213> Homo 



sapiens 



<400> 902 

atcgcatatg 

gaagtacaa 



gcgcgcccta ttagttacag tagttttcca attggtacaa agaacaaata 



60 
69 



<210> 903 

<211> 84 

<212> DNA 

<213> Homo sapiens 

<400> 903 

tccaggagcg tcgacaaaag attcgttaac caacacttgt gtggttctca cttggttgaa 60 
gctttgtact tggtttgtgg tgaa 84 

<210> 904 

<211> 86 

<212> DNA 

<213> Homo sapiens 

<400> 904 

agactttaaa tcgatgagca acctcactct tgtgtgcatc gttacagtag ttttccaatt 60 
ggtacaaaga acaaatagaa gtacaa 86 

<210> 905 

<211> 40 

<212> DNA 

<213> Homo sapiens 

<400> 905 

cgcggatccg ccaccatgct tgcgggtgcc gggaggcctg 40 

<210> 906 

<211> 57 

<212> DNA 

<213> Homo sapiens 

<400> 906 

agtcccatcg atgagcaacc tcactcttgt gtgcatctat ggactcgatt tgcttcc 57 

<210> 907 
<211> 144 
<212> DNA 
<213> Homo sapiens 

<400> 907 

gctccaccaa gattgatttg tgattctaga gttttggaaa gatacttgtt ggaagctaag 60 

gaagctgaac aaattaccac tggttgtgct gaacactgtt ctttgaacga acaaattact 120 

gttccagata ctaaggttaa cttc 144 

<210> 908 

<211> 31 

<212> DNA 

<213> Homo sapiens 

<400> 908 

atcaccagtt ctacaagctt caccagtgta c 31 

<210> 909 
<211> 144 
<212> DNA 
<213> Homo sapiens 
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<400> 909 

gctccaccaa gattgatttg tgattctaga gttttggaaa gatacttgtt ggaagctaag 60 

gaagctgaac aaattaccac tggttgtgct gaacactgtt ctttgaacga acaaattact 120 

gttccagata ctaaggttaa cttc 144 

<210> 910 

<211> 31 

<212> DNA 

<213> Homo sapiens 

<400> 910 

atcaccagtt ctacaagctt caccagtgta c 31 

<210> 911 
<211> 144 
<212> DNA 
<213> Homo sapiens 

<400> 911 

gctccaccaa gattgatttg tgattctaga gttttggaaa gatacttgtt ggaagctaag 60 

gaagctgaac aaattaccac tggttgtgct gaacactgtt ctttgaacga acaaattact 120 

gttccagata ctaaggttaa cttc 144 

<210> 912 

<211> 31 

<212> DNA 

<213> Homo sapiens 

<400> 912 

atcaccagtt ctacaagctt caccagtgta c 31 

<210> 913 
<211> 144 
<212> DNA 
<213> Homo sapiens 

<400> 913 

gctccaccaa gattgatttg tgattctaga gttttggaaa gatacttgtt ggaagctaag 60 

gaagctgaac aaattaccac tggttgtgct gaacactgtt ctttgaacga acaaattact 120 

gttccagata ctaaggttaa cttc 144 

<210> 914 

<211> 31 

<212> DNA 

<213> Homo sapiens 

<400> 914 

atcaccagtt ctacaagctt caccagtgta c 31 

<210> 915 

<211> 34 

<212> DNA 

<213> Homo sapiens 

<400> 915 

ctttggatcc gccaccatgg gggtgcacga atgt 34 

<210> 916 

<211> 40 

<212> DNA 

<213> Homo sapiens 

<400> 916 
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cattatcgat gagcaacctc actcttgtgt gcatcgtccc 



40 



<210> 917 
<211> 40 
<212> DNA 

<213> Homo sapiens 
<400> 917 

aggagcgtcg acaaaagaaa gaccctgtgc tccatggaag 40 

<210> 918 

<211> 60 

<212> DNA 

<213> Homo sapiens 

<400> 918 

ctttaaatcg atgagcaacc tcactcttgt gtgcatcggg ctgcacacga cagcagcgcg 60 

<210> 919 

<211> 39 

<212> DNA 

<213> Homo sapiens 

<400> 919 

aagctgcctt aggcttaaag accctgtgct ccatggaag 3 9 

<210> 920 

<211> 34 

<212> DNA 

<213> Homo sapiens 

<400> 920 

gcgcgcggcg cgcctcatta gggctgcaca cgac 34 

<210> 921 

<211> 40 

<212> DNA 

<213> Homo sapiens 

<400> 921 

aggagcgtcg acaaaagaaa gaccctgtgc tccatggaag 40 

<210> 922 
<211> 66 
<212> DNA 

<213> Homo sapiens 
<400> 922 

ctttaaatcg atgagcaacc tcactcttgt gtgcatctta tcagggctgc acacgacagc 60 
agcgcg 66 

<210> 923 

<211> 33 

<212> DNA 

<213> Homo sapiens 

<400> 923 

ctgcttcggg ctctgggagc ccagaaggaa gcc 33 

<210> 924 

<211> 33 

<212> DNA 

<213> Homo sapiens 
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<400> 924 

ggcttccttc tgggctccca gagcccgaag cag 33 

<210> 925 

<211> 47 

<212> DNA 

<213> Homo sapiens 

<400> 925 

gagcgcagat ctaagcttcc gccaccatga aagctctctg tctcctc 47 

<210> 926 
<211> 56 
<212> DNA 

<213> Homo sapiens 
<400> 926 

agtcccatcg atgagcaacc tcactcttgt gtgcatcggg ctgcacacga cagcag 56 

<210> 927 

<211> 47 

<212> DNA 

<213> Homo sapiens 

<400> 927 

gagcgcagat ctaagcttcc gccaccatga aagctctctg tctcctc 47 

<210> 928 

<211> 81 

<212> DNA 

<213> Homo sapiens 

<400> 928 

gagcgcggat ccccgccacc atgggtgttc acgaatgtcc agcttggttg tggctgttgt 60 
tgtctctttt gtctttgcca c 81 

<210> 929 

<211> 60 

<212> DNA 

<213> Homo sapiens 

<400> 929 

agtcccatcg atgagcaacc tcactcttgt gtgcatcatc accagttcta caagcttcac 60 

<210> 930 

<211> 81 

<212> DNA 

<213> Homo sapiens 

<400> 930 

gagcgcggat ccccgccacc atgggggtgc acgaatgtcc tgcctggctg tggcttctcc 60 
tgtccctgct gtcgctccct c 81 

<210> 931 

<211> 60 

<212> DNA 

<213> Homo sapiens 

<400> 931 

agtcccatcg atgagcaacc tcactcttgt gtgcatcatc accagttcta caagcttcac 60 
<210> 932 
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<211> 46 
<212> DNA 

<213> Homo sapiens 
<400> 932 

cgcggatcca agcttgccac catgcttgcg ggtgccggga ggcctg 46 

<210> 933 
<211> 54 
<212> DNA 

<213> Homo sapiens 
<400> 933 

agtcccatcg atgagcaacc tcactcttgt gtgcatcgcg ttccatcaaa gctg 54 

<210> 934 
<211> 49 
<212> DNA 

<213> Homo sapiens 
<400> 934 

ccgccgctcg aggggtgtgt ttcgtcgaaa gccactgcag agctgggga 49 

<210> 935 

<211> 55 

<212> DNA 

<213> Homo sapiens 

<400> 935 

agtcccatcg atgagcaacc tcactcttgt gtgcatccct gcacccacac tctgc 55 

<210> 936 
<211> 33 
<212> DNA 

<213> Homo sapiens 
<400> 936 

aggagcgtcg acaaaagaat gtgctgtacc aag 33 

<210> 937 
<211> 57 
<212> DNA 

<213> Homo sapiens 
<400> 937 

ctttaaatcg atgagcaacc tcactcttgt gtgcatccat gttcttgact tttttac 57 

<210> 938 

<211> 44 

<212> DNA 

<213> Homo sapiens 

<400> 938 

gcccttggat cccaggccga ctgctgtctt ggatacacag accg 44 

<210> 939 
<211> 61 
<212> DNA 

<213> Homo sapiens 
<400> 939 

ctttaaatcg atgagcaacc tcactcttgt gtgcatccat gttcttgact tttttactga 60 
g 61 
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<210> 940 

<211> 44 

<212> DNA 

<213> Homo sapiens 

<400> 940 

gcccttggat cccaggccgg atacacagac cgtattcttc atcc 44 

<210> 941 

<211> 79 

<212> DNA 

<213> Homo sapiens 

<400> 941 

ctttaaatcg atgagcaacc tcactcttgt gtgcatccat gttcttgact tttttactga 60 
gatgtgctgt accaagagt 79 

<210> 942 

<211> 43 

<212> DNA 

<213> Homo sapiens 

<400> 942 

gcccttggat cccaggccgg cttcacacgg cagctggcca atg 43 

<210> 943 

<211> 61 

<212> DNA 

<213> Homo sapiens 

<400> 943 

ctttaaatcg atgagcaacc tcactcttgt gtgcatccat gttcttgact tttttactga 60 
g 61 

<210> 944 
<211> 45 
<212> DNA 

<213> Homo sapiens 
<400> 944 

gcccttggat cccaggccgc tatcatcttt cacacaaaga aaaag 45 

<210> 945 

<211> 61 

<212> DNA 

<213> Homo sapiens 

<400> 945 

ctttaaatcg atgagcaacc tcactcttgt gtgcatccat gttcttgact tttttactga 60 
g 61 

<210> 946 

<211> 35 

<212> DNA 

<213> Homo sapiens 

<400> 946 

aagctgcctt aggcttaaag ccactgcaga gctgg 35 

<210> 947 
<211> 34 
<212> DNA 
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<213> Homo 



sapiens 



<400> 947 

gcgcgggtac cttactacct gcacccacac tctg 34 

<210> 948 

<211> 27 

<212> DNA 

<213> Homo sapiens 

<400> 948 

gttagcagag tagcagggct ttcggct 27 

<210> 949 
<211> 59 
<212> DNA 

<213> Homo sapiens 
<400> 949 

gcgcgcatcg atgagcaacc tcactcttgt gtgcatcttc cttacttctt aaactttct 59 

<210> 950 
<211> 115 
<212> DNA 
<213> Homo sapiens 

<400> 950 

gactgaggat ccgccaccat gggatggagc tgtatcatcc tcttcttggt agcaacagct 60 
acaggtgtcc actccgcacc ccccaggctg atctgcgatt ccagggtgct ggagc 115 

<210> 951 

<211> 38 

<212> DNA 

<213> Homo sapiens 

<400> 951 

gactgaatcg atgagcaacc tcactcttgt gtgcatcg 3 8 

<210> 952 

<211> 42 

<212> DNA 

<213> Homo sapiens 

<400> 952 

gcccttggat cccaggccgg ctgtgacatc aatgctatca tc 42 

<210> 953 
<211> 61 
<212> DNA 

<213> Homo sapiens 
<400> 953 

ctcagtaaaa aagtcaagaa catggatgca cacaagagtg aggttgctca tcgatttaaa 60 
g 61 

<210> 954 
<211> 104 
<212> DNA 
<213> Homo sapiens 

<400> 954 

gccggaagat ctccgccacc atgaaggtct ccgtggctgc cctctcctgc ctcatgcttg 60 
ttactgccct tggatcccag gccagcgccg gggctggcag ccac 104 
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<210> 955 

<211> 60 

<212> DNA 

<213> Homo sapiens 

<400> 955 

agtcccatcg atgagcaacc tcactcttgt gtgcatccct gcacccacac tctgccacgc 60 

<210> 956 

<211> 32 

<212> DNA 

< 2 1 3 > Homo sapi ens 

<400> 956 

aagctgcctt aggcttaagc gccggggctg gc 32 

<210> 957 

<211> 34 

<212> DNA 

<213> Homo sapiens 

<400> 957 

gcccggggta ccctacctgc acccacactc tgcc 3 4 

<210> 958 

<211> 40 

<212> DNA 

<213> Homo sapiens 

<400> 958 

aggagcgtcg acaaaagagg accttaccac ccctcagagt 40 

<210> 959 

<211> 59 

<212> DNA 

<213> Homo sapiens 

<400> 959 

ctttaaatcg atgagcaacc tcactcttgt gtgcatcgtt ctccttcatg tccttgata 59 

<210> 960 
<211> 61 
<212> DNA 

<213> Homo sapiens 
<400> 960 

agtcccatcg atgagcaacc tcactcttgt gtgcatcatc atcagttagc tctgctttaa 60 
g 61 

<210> 961 

<211> 61 

<212> DNA 

<213> Homo sapiens 

<400> 961 

agtcccatcg atgagcaacc tcactcttgt gtgcatcatc atcagttagc tctgctttaa 60 
g 61 

<210> 962 

<211> 43 

<212> DNA 

<213> Homo sapiens 
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<400> 962 

cgcggatcca agcttgccac catgttgaca gtcgctctcc tag 

<210> 963 

<211> 29 

<212> DNA 

<213> Homo sapiens 

<400> 963 

ccgaattcgg cgcgccttat aagcctaag 



43 



29 



<210> 964 
<211> 41 
<212> DNA 

<213> Homo sapiens 
<400> 964 

cgcgcgcgtc gacaaaagat gtgatctgcc tcaaacccac a 41 

<210> 965 

<211> 59 

<212> DNA 

<213> Homo sapiens 

<400> 965 

gcgcgcatcg atgagcaacc tcactcttgt gtgcatcttc cttacttctt aaactttct 59 

<210> 966 
<211> 108 
<212> DNA 
<213> Homo sapiens 

<400> 966 

gatggaagat ctaagcttgc caccatgaag gtctccgtgg ctgccctctc ctgcctcatg 60 
cttgttactg cccttggatc ccaggccagc gccggggctg gcagccac 108 

<210> 967 

<211> 60 

<212> DNA 

<213> Homo sapiens 

<400> 967 

agtcccatcg atgagcaacc tcactcttgt gtgcatccct gcacccacac tctgccacgc 60 

<210> 968 

<211> 45 

<212> DNA 

<213> Homo sapiens 

<400> 968 

aattaaggat ccaagcttgc caccatgtgt cctggggcac tgtgg 45 

<210> 969 

<211> 62 

<212> DNA 

<213> Homo sapiens 

<400> 969 

agtcccatcg atgagcaacc tcactcttgt gtgcatccct gcacccacac tctgccacgc 60 
tc 62 



<210> 970 
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<211> 38 

<212> DNA 

<213> Homo sapiens 

<400> 970 

caagctgcct taggcttatg tgatctgcct caaaccca 38 

<210> 971 

<211> 39 

<212> DNA 

<213> Homo sapiens 

<400> 971 

gaattcggcg cgccttattc cttacttctt aaactttct 39 

<210> 972 
<211> 107 
<212> DNA 
<213> Homo sapiens 

<400> 972 

gcgcgcggat ccgccaccat ggccttgacc tttgctttac tggtggccct cctggtgctc 60 
agctgcaagt caagctgctc tgtgggctgt gatctgcctc aaaccca 107 

<210> 973 

<211> 59 

<212> DNA 

<213> Homo sapiens 

<400> 973 

gcgcgcatcg atgagcaacc tcactcttgt gtgcatcttc cttacttctt aaactttct 59 

<210> 974 

<211> 37 

<212> DNA 

<213> Homo sapiens 

<400> 974 

ccggggatcc gccaccatgg accccgccag gaaagca 37 

<210> 975 

<211> 57 

<212> DNA 

<213> Homo sapiens 

<400> 975 

agtcccatcg atgagcaacc tcactcttgt gtgcatcatt atggggctgc tggggcc 57 

<210> 976 

<211> 37 

<212> DNA 

<213> Homo sapiens 

<400> 976 

ccggggatcc gccaccatgg accccgccag gaaagca 37 

<210> 977 

<211> 57 

<212> DNA 

<213> Homo sapiens 

<400> 977 

agtcccatcg atgagcaacc tcactcttgt gtgcatcatt atggggctgc tggggcc 57 
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<210> 978 

<211> 25 

<212> DNA 

<213> Homo sapiens 



<400> 978 

gcatgtgatc tgcctcaaac ccaca 



<210> 979 

<211> 59 

<212> DNA 

<213> Homo sapiens 



<400> 979 

gcgcgcatcg atgagcaacc tcactcttgt gtgcatcttc cttacttctt aaactttct 



<210> 980 

<211> 70 

<212> DNA 

<213> Homo sapiens 



<400> 980 

gtgggtaagc tttatttccc ttctttttct ctttagctcg gcttattccg gaccttacca 
cccctcagag 



<210> 981 

<211> 36 

<212> DNA 

<213> Homo sapiens 



<400> 981 

taagaattaa gcttattata agcctaaggc agcttg 



<210> 982 

<211> 37 

<212> DNA 

<213> Homo sapiens 



<400> 982 

aagctgcctt aggcttaacc cccctgggcc ctgccag 

<210> 983 

<211> 38 

<212> DNA 

<213> Homo sapiens 

<400> 983 

gcgcgcggcg cgcctcaggg ctgggcaagg tggcgtag 

<210> 984 

<211> 0 

<212> DNA 

<213> Homo sapiens 



<400> 984 
000 



<210> 985 

<211> 0 

<212> DNA 

<213> Homo sapiens 
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<400> 985 
000 



<210> 986 

<211> 31 

<212> DNA 

<213> Homo sapiens 



<400> 986 

aagctgcctt aggcttatgc ggtaatctga g 31 

<210> 987 

<211> 29 

<212> DNA 

<213> Homo sapiens 

<400> 987 

gcgcgcggcg cgcctccagg tgctccaac 29 

<210> 988 

<211> 90 

<212> DNA 

<213> Homo sapiens 



<400> 988 

aggagcgtcg acaaaagaca cgctgaaggt actttcactt ctgatgtttc ttcttacttg 60 
gaaggtcaag ctgctaagga attcattgct 90 



<210> 989 

<211> 75 

<212> DNA 

<213> Homo sapiens 



<400> 989 

ctttaaatcg atgagcaacc tcactcttgt gtgcatctct acccttaacc aaccaagcaa 60 
tgaattcctt agcag 75 



<210> 990 

<211> 24 

<212> DNA 

<213> Homo sapiens 

<400> 990 

tacaaactta agagtccaat tagc 24 

<210> 991 

<211> 22 

<212> DNA 

<213> Homo sapiens 

<400> 991 

ctttaaatcg atgagcaacc tc 22 

<210> 992 
<211> 89 
<212> DNA 

<213> Homo sapiens 



<400> 992 

aagctgcctt aggcttacac gctgaaggta ctttcacttc tgatgtttct tcttacttgg 60 
aaggtcaagc tgctaaggaa ttcattgct 89 



<210> 993 
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<211> 49 

<212> DNA 

<213> Homo sapiens 

<400> 993 

ggcgcgcctc atctaccctt aaccaaccaa gcaatgaatt ccttagcag 49 

<210> 994 

<211> 90 

<212> DNA 

<213> Homo sapiens 

<400> 994 

aggagcgtcg acaaaagaca cggtgaaggt actttcactt ctgatgtttc ttcttacttg 60 
gaaggtcaag ctgctaagga attcattgct 90 

<210> 995 

<211> 75 

<212> DNA 

<213> Homo sapiens 

<400> 995 

ctttaaatcg atgagcaacc tcactcttgt gtgcatctct acccttaacc aaccaagcaa 60 
tgaattcctt agcag 75 

<210> 996 

<211> 89 

<212> DNA 

<213> Homo sapiens 

<400> 996 

aagctgcctt aggcttacac ggtgaaggta ctttcacttc tgatgtttct tcttacttgg 60 
aaggtcaagc tgctaaggaa ttcattgct 89 

<210> 997 

<211> 49 

<212> DNA 

<213> Homo sapiens 

<400> 997 

ggcgcgcctc atctaccctt aaccaaccaa gcaatgaatt ccttagcag 49 

<210> 998 

<211> 33 

<212> DNA 

<213> Homo sapiens 

<400> 998 

cattcaggat ccgccaccat gtgtcctggg gca 33 

<210> 999 

<211> 32 

<212> DNA 

<213> Homo sapiens 

<400> 999 

ctagtctaga ttactacctg cacccacact ct 32 

<210> 1000 

<211> 36 

<212> DNA 

<213> Homo sapiens 
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<400> 1000 

aggagcgtcg acaaaagacc ctacggcgcc aacatg 3 6 

<210> 1001 

<211> 57 

<212> DNA 

<213> Homo sapiens 

<400> 1001 

ctttaaatcg atgagcaacc tcactcttgt gtgcatcttg gctcagctta ttgagaa 57 

<210> 1002 

<211> 39 

<212> DNA 

<213> Homo sapiens 

<400> 1002 

aggagcgtcg acaaaagaat gtacggcgcc aacatggaa 3 9 

<210> 1003 

<211> 57 

<212> DNA 

<213> Homo sapiens 

<400> 1003 

ctttaaatcg atgagcaacc tcactcttgt gtgcatcttg gctcagctta ttgagaa 57 

<210> 1004 

<211> 36 

<212> DNA 

<213> Homo sapiens 

<400> 1004 

aggagcgtcg acaaaagata cggcgccaac atggaa 3 6 

<210> 1005 

<211> 57 

<212> DNA 

<213> Homo sapiens 

<400> 1005 

ctttaaatcg atgagcaacc tcactcttgt gtgcatcttg gctcagctta ttgagaa 57 

<210> 1006 

<211> 39 

<212> DNA 

<213> Homo sapiens 

<400> 1006 

aggagcgtcg acaaaagaat gggcgccaac atggaagac 39 

<210> 1007 

<211> 57 

<212> DNA 

<213> Homo sapiens 

<400> 1007 

ctttaaatcg atgagcaacc tcactcttgt gtgcatcttg gctcagctta ttgagaa 57 



<210> 1008 

<211> 37 

<212> DNA 

<213> Homo sapiens 
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<400> 1008 

aagctgcctt aggcttagcg cggcccactc ccccgac 



37 



<210> 1009 

<211> 44 

<212> DNA 

<213> Homo sapiens 

<400> 1009 

gcgcggggta ccggcgcgcc ttagcgctga cgatctggca ggac 44 

<210> 1010 

<211> 38 

<212> DNA 

<213> Homo sapiens 

<400> 1010 

aggagcgtcg acaaaagagc gcggcccact cccccgac 38 

<210> 1011 

<211> 58 

<212> DNA 

<213> Homo sapiens 

<400> 1011 

ctttaaatcg atgagcaacc tcactcttgt gtgcatcgcg ctgacgatct ggcaggac 58 

<210> 1012 

<211> 41 

<212> DNA 

< 2 1 3 > Homo sapi ens 

<400> 1012 

aagctgcctt aggcttaggg aaggtcagcg ggaccaagaa g 41 

<210> 1013 

<211> 53 

<212> DNA 

<213> Homo sapiens 

<400> 1013 

gcgcggggta ccggcgcgcc ttactatgag tgtaccacca ttggaagaaa gtg 53 

<210> 1014 

<211> 52 

<212> DNA 

<213> Homo sapiens 

<400> 1014 

ccgccgctcg aggggtgtgt ttcgtcgagg gaaggtcagc gggaccaaga ag 52 

<210> 1015 

<211> 64 

<212> DNA 

<213> Homo sapiens 

<400> 1015 

ctttaaatcg atgagcaacc tcactcttgt gtgcatctga gtgtaccacc attggaagaa 60 
agtg 64 

<210> 1016 
<211> 37 
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<212> DNA 

<213> Homo sapiens 



<400> 1016 

gactgtcgac aaaagagtag tatatgcggc ccagccg 

<210> 1017 

<211> 53 

<212> DNA 

<213> Homo sapiens 

<400> 1017 

cagtatcgat gagcaacctc actcttgtgt gcatcgggag tggttgctgg gtg 

<210> 1018 

<211> 43 

<212> DNA 

<213> Homo sapiens 

<400> 1018 

gactgtcgac aaaagaccaa tgattacgcc aagctttgga gcc 

<210> 1019 

<211> 56 

<212> DNA 

<213> Homo sapiens 

<400> 1019 

cagtatcgat gagcaacctc actcttgtgt gcatctgcgg ccccattcag atcctc 



<210> 1020 
<211> 23 
<212> DNA 

<213> Artificial Sequence 
<220> 

<221> primer_bind 

<223> primer useful to clone human growth hormone cDNA 
<400> 1020 

cccaagaatt cccttatcca ggc 



<210> 1021 
<211> 33 
<212> DNA 

<213> Artificial Sequence 
<220> 

<221> primer_bind 

<223> primer useful to clone human growth hormone cDNA 
<400> 1021 

gggaagctta gaagccacag gatccctcca cag 



<210> 1022 

<211> 0 

<212> PRT 

<213> Homo sapien 

<400> 1022 
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000 



<210> 1023 
<211> 16 
<212> DNA 

<213> Artificial Sequence 
<220> 

<221> misc_structure 

<223> synthetic oligonucleotide used to join DNA fragments 
with non-cohesive ends. 

<400> 1023 
gataaagatt cccaac 

<210> 1024 
<211> 17 
<212> DNA 

<213> Artificial Sequence 
<220> 

<221> misc_structure 

<223> synthetic oligonucleotide used to join DNA fragments 
with non-cohesive ends. 

<400> 1024 
aattgttggg aatcttt 



<210> 1025 
<211> 17 
<212> DNA 

<213> Artificial Sequence 
<220> 

<221> misc_structure 

<223> synthetic oligonucleotide used to join DNA fragments 
with non-cohesive ends. 

<400> 1025 
ttaggcttat tcccaac 



<210> 1026 
<211> 18 
<212> DNA 

<213> Artificial Sequence 
<220> 

<221> misc_structure 

<223> synthetic oligonucleotide used to join DNA fragments 
with non-cohesive ends. 

<400> 1026 
aattgttggg aataagcc 



<210> 1027 
<211> 24 
<212> PRT 

<213> Artificial Sequence 
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<220> 

<221> SITE 
<222> 1) . . (19) 

<223> invertase leader sequence 
<220> 

<221> SITE 
<222> 20) . . (24) 

<223> first 5 amino acids of mature human serum albumin 
<400> 1027 

Met Leu Leu Gin Ala Phe Leu Phe Leu Leu Ala Gly Phe Ala Ala Lys 
15 10 15 

lie Ser Ala Asp Ala His Lys Ser 
20 



<210> 1028 
<211> 21 
<212> DNA 

<213> Artificial Sequence 
<220> 

<221> misc_structure 

<223> synthetic oligonucleotide used to join DNA 
fragments with non-cohesive ends. 

<400> 1028 

gagatgcaca cctgagtgag g 21 



<210> 1029 
<211> 27 
<212> DNA 

<213> Artificial Sequence 
<220> 

<221> misc_structure 

<223> synthetic oligonucleotide used to join DNA 
fragments with non-cohesive ends. 

<400> 1029 

gatcctgtgg cttcgatgca cacaaga 27 



<210> 1030 
<211> 24 
<212> DNA 

<213> Artificial Sequence 
<220> 

<221> misc_structure 

<223> synthetic oligonucleotide used to join DNA 
fragments with non-cohesive ends. 

<400> 1030 

ctcttgtgtg catcgaagcc acag 24 



<210> 1031 
<211> 30 
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<212> DNA 

<213> Artificial Sequence 
<220> 

<221> misc_structure 

<223> synthetic oligonucleotide used to join DNA 
fragments with non-cohesive ends. 

<400> 1031 

tgtggaagag cctcagaatt tattcccaac 3 0 



<210> 1032 
<211> 31 
<212> DNA 

<213> Artificial Sequence 
<220> 

<221> misc__structure 

<223> synthetic oligonucleotide used to join DNA 
fragments with non-cohesive ends. 

<400> 1032 

aattgttggg aataaattct gaggctcttc c 31 



<210> 1033 
<211> 47 
<212> DNA 

<213> Artificial Sequence 
<220> 

<221> misc_structure 

<223> synthetic oligonucleotide used to join DNA 
fragments with non-cohesive ends. 

<400> 1033 

ttaggcttag gtggcggtgg atccggcggt ggtggatctt tcccaac 47 

<210> 1034 
<211> 48 
<212> DNA 

<213> Artificial Sequence 
<220> 

<221> misc_structure 

<223> synthetic oligonucleotide used to join DNA 
fragments with non-cohesive ends. 

<400> 1034 

aattgttggg aaagatccac caccgccgga tccaccgcca cctaagcc 48 

<210> 1035 
<211> 62 
<212> DNA 

<213> Artificial Sequence 
<220> 

<221> misc_structure 

<223> synthetic oligonucleotide used to join DNA 
fragments with non-cohesive ends. 
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<400> 1035 

ttaggcttag gcggtggtgg atctggtggc ggcggatctg gtggcggtgg 
ac 



atccttccca 60 
62 



<210> 1036 
<211> 63 
<212> DNA 

<213> Artificial Sequence 
<220> 

<221> misc_structure 

<223> synthetic oligonucleotide used to join DNA 
fragments with non-cohesive ends. 

<400> 1036 

aattgttggg aaggatccac cgccaccaga tccgccgcca ccagatccac caccgcctaa 60 
gcc 63 



<210> 1037 
<211> 1782 
<212> DNA 

<213> Homo sapiens 



<400> 1037 
gatgcacaca 
gccttggtgt 
aaattagtga 
aattgtgaca 
cgtgaaacct 
tgcttcttgc 
gatgtgatgt 
gaaattgcca 
tataaagctg 
aagctcgatg 
gccagtctcc 
cagagatttc 
gtccacacgg 
gccaagtata 
aaacctctgt 
gacttgcctt 
gaggcaaagg 
tactctgtcg 
tgtgccgctg 
gtggaagagc 
tacaaattcc 
ccaactcttg 
cctgaagcaa 
tgtgtgttgc 
ttggtgaaca 
gagtttaatg 
agacaaatca 
aaagagcaac 
gctgacgata 
gctgccttag 



agagtgaggt 
tgattgcctt 
atgaagtaac 
aatcacttca 
atggtgaaat 
aacacaaaga 
gcactgcttt 
gaagacatcc 
cttttacaga 
aacttcggga 
aaaaatttgg 
ccaaagctga 
aatgctgcca 
tctgtgaaaa 
tggaaaaatc 
cattagctgc 
atgtcttcct 
tgctgctgct 
cagatcctca 
ctcagaattt 
agaatgcgct 
tagaggtctc 
aaagaatgcc 
atgagaaaac 
ggcgaccatg 
ctgaaacatt 
agaaacaaac 
tgaaagctgt 
aggagacctg 
gcttataaca 



tgctcatcgg 
tgctcagtat 
tgaatttgca 
tacccttttt 
ggctgactgc 
tgacaaccca 
tcatgacaat 
ttacttttat 
atgttgccaa 
tgaagggaag 
agaaagagct 
gtttgcagaa 
tggagatctg 
tcaggattcg 
ccactgcatt 
tgattttgtt 
gggcatgttt 
gagacttgcc 
tgaatgctat 
aatcaaacaa 
attagttcgt 
aagaaaccta 
ctgtgcagaa 
gccagtaagt 
cttttcagct 
caccttccat 
tgcacttgtt 
tatggatgat 
ctttgccgag 
tctacattta 



tttaaagatt 
cttcagcagt 
aaaacatgtg 
ggagacaaat 
tgtgcaaaac 
aacctccccc 
gaagagacat 
gccccggaac 
gctgctgata 
gcttcgtctg 
ttcaaagcat 
gtttccaagt 
cttgaatgtg 
atctccagta 
gccgaagtgg 
gaaagtaagg 
ttgtatgaat 
aagacatatg 
gccaaagtgt 
aactgtgagc 
tacaccaaga 
ggaaaagtgg 
gactatctat 
gacagagtca 
ctggaagtcg 
gcagatatat 
gagcttgtga 
ttcgcagctt 
gagggtaaaa 
aaagcatctc 



tgggagaaga 
gtccatttga 
ttgctgatga 
tatgcacagt 
aagaacctga 
gattggtgag 
ttttgaaaaa 
tccttttctt 
aagctgcctg 
ccaaacagag 
gggcagtggc 
tagtgacaga 
ctgatgacag 
aactgaagga 
aaaatgatga 
atgtttgcaa 
atgcaagaag 
aaaccactct 
tcgatgaatt 
tttttgagca 
aagtacccca 
gcagcaaatg 
ccgtggtcct 
caaaatgctg 
atgaaacata 
gcacactttc 
aacacaagcc 
ttgtagagaa 
aacttgttgc 
ag 



aaatttcaaa 
agatcatgta 
gtcagctgaa 
tgcaactctt 
gagaaatgaa 
accagaggtt 
atacttatat 
tgctaaaagg 
cctgttgcca 
actcaaatgt 
tcgcctgagc 
tcttaccaaa 
ggcggacctt 
atgctgtgaa 
gatgcctgct 
aaactatgct 
gcatcctgat 
agagaagtgc 
taaacctctt 
gcttggagag 
agtgtcaact 
ttgtaaacat 
gaaccagtta 
cacagagtcc 
cgttcccaaa 
tgagaaggag 
caaggcaaca 
gtgctgcaag 
tgcaagtcaa 



60 
120 
180 
240 
300 
360 
420 
480 
540 
600 
660 
720 
780 
840 
900 
960 
1020 
1080 
1140 
1200 
1260 
1320 
1380 
1440 
1500 
1560 
1620 
1680 
1740 
1782 



<210> 1038 
<211> 585 
<212> PRT 

<213> Homo Sapiens 
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<400> 1038 

Asp Ala His Lys Ser Glu Val Ala His Arg Phe Lys Asp Leu Gly Glu 
15 10 15 

Glu Asn Phe Lys Ala Leu Val Leu lie Ala Phe Ala Gin Tyr Leu Gin 
20 25 30 

Gin Cys Pro Phe Glu Asp His Val Lys Leu Val Asn Glu Val Thr Glu 
35 40 45 

Phe Ala Lys Thr Cys Val Ala Asp Glu Ser Ala Glu Asn Cys Asp Lys 
50 55 60 

Ser Leu His Thr Leu Phe Gly Asp Lys Leu Cys Thr Val Ala Thr Leu 
65 70 75 80 

Arg Glu Thr Tyr Gly Glu Met Ala Asp Cys Cys Ala Lys Gin Glu Pro 
85 90 95 

Glu Arg Asn Glu Cys Phe Leu Gin His Lys Asp Asp Asn Pro Asn Leu 
100 105 110 

Pro Arg Leu Val Arg Pro Glu Val Asp Val Met Cys Thr Ala Phe His 
115 120 125 

Asp Asn Glu Glu Thr Phe Leu Lys Lys Tyr Leu Tyr Glu lie Ala Arg 
130 135 140 

Arg His Pro Tyr Phe Tyr Ala Pro Glu Leu Leu Phe Phe Ala Lys Arg 
145 150 155 160 

Tyr Lys Ala Ala Phe Thr Glu Cys Cys Gin Ala Ala Asp Lys Ala Ala 
165 170 175 

Cys Leu Leu Pro Lys Leu Asp Glu Leu Arg Asp Glu Gly Lys Ala Ser 
180 185 190 

Ser Ala Lys Gin Arg Leu Lys Cys Ala Ser Leu Gin Lys Phe Gly Glu 
195 200 205 

Arg Ala Phe Lys Ala Trp Ala Val Ala Arg Leu Ser Gin Arg Phe Pro 
210 215 220 

Lys Ala Glu Phe Ala Glu Val Ser Lys Leu Val Thr Asp Leu Thr Lys 
225 230 235 240 

Val His Thr Glu Cys Cys His Gly Asp Leu Leu Glu Cys Ala Asp Asp 
245 250 255 

Arg Ala Asp Leu Ala Lys Tyr lie Cys Glu Asn Gin Asp Ser lie Ser 
260 265 270 

Ser Lys Leu Lys Glu Cys Cys Glu Lys Pro Leu Leu Glu Lys Ser His 
275 280 285 

Cys lie Ala Glu Val Glu Asn Asp Glu Met Pro Ala Asp Leu Pro Ser 
290 295 300 

Leu Ala Ala Asp Phe Val Glu Ser Lys Asp Val Cys Lys Asn Tyr Ala 
305 310 315 320 



Glu Ala Lys Asp Val Phe Leu Gly Met Phe Leu Tyr Glu Tyr Ala Arg 
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330 



335 



Arg His Pro Asp Tyr Ser Val Val Leu Leu Leu Arg Leu Ala Lys Thr 
340 345 350 

Tyr Glu Thr Thr Leu Glu Lys Cys Cys Ala Ala Ala Asp Pro His Glu 
355 360 365 

Cys Tyr Ala Lys Val Phe Asp Glu Phe Lys Pro Leu Val Glu Glu Pro 
370 375 380 

Gin Asn Leu lie Lys Gin Asn Cys Glu Leu Phe Glu Gin Leu Gly Glu 
385 390 395 400 

Tyr Lys Phe Gin Asn Ala Leu Leu Val Arg Tyr Thr Lys Lys Val Pro 
405 410 415 

Gin Val Ser Thr Pro Thr Leu Val Glu Val Ser Arg Asn Leu Gly Lys 
420 425 430 

Val Gly Ser Lys Cys Cys Lys His Pro Glu Ala Lys Arg Met Pro Cys 
435 440 445 

Ala Glu Asp Tyr Leu Ser Val Val Leu Asn Gin Leu Cys Val Leu His 
450 455 460 

Glu Lys Thr Pro Val Ser Asp Arg Val Thr Lys Cys Cys Thr Glu Ser 
465 470 475 480 

Leu Val Asn Arg Arg Pro Cys Phe Ser Ala Leu Glu Val Asp Glu Thr 
485 490 495 

Tyr Val Pro Lys Glu Phe Asn Ala Glu Thr Phe Thr Phe His Ala Asp 
500 505 510 

lie Cys Thr Leu Ser Glu Lys Glu Arg Gin lie Lys Lys Gin Thr Ala 
515 520 525 

Leu Val Glu Leu Val Lys His Lys Pro Lys Ala Thr Lys Glu Gin Leu 
530 535 540 

Lys Ala Val Met Asp Asp Phe Ala Ala Phe Val Glu Lys Cys Cys Lys 
545 550 555 560 

Ala Asp Asp Lys Glu Thr Cys Phe Ala Glu Glu Gly Lys Lys Leu Val 
565 570 575 

Ala Ala Ser Gin Ala Ala Leu Gly Leu 
580 585 



<210> 1039 
<211> 58 
<212> DNA 

<213> Artificial Sequence 
<220> 

<221> primer_bind 

<223> primer used to generate Xhol and Clal 
site in pPPC0006 

<400> 1039 
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gcctcgagaa aagagatgca cacaagagtg aggttgctca tcgatttaaa gatttggg 58 



<210> 1040 
<211> 59 
<212> DNA 

<213> Artificial Sequence 
<220> 

<221> primer_bind 

<223> primer used in generation Xhol and Clal 
site in pPPC0006 

<400> 1040 

aatcgatgag caacctcact cttgtgtgca tctcttttct cgaggctcct ggaataagc 59 



<210> 1041 
<211> 24 
<212> DNA 

<213> Artificial Sequence 
<220> 

<221> primer__bind 

<223> primer used in generation Xhol and Clal 
site in pPPC0006 

<400> 1041 

tacaaactta agagtccaat tagc 24 



<210> 1042 
<211> 29 
<212> DNA 

<213> Artificial Sequence 
<220> 

<221> primer_bind 

<223> primer used in generation Xhol and Clal 
site in pPPC0006 

<400> 1042 

cacttctcta gagtggtttc atatgtctt 29 



<210> 1043 
<211> 60 
<212> DNA 

<213> Artificial Sequence 
<220> 

<221> Misc_Structure 

<223> Synthetic oligonucleotide used to alter restriction 
sites in pPPC0007 

<400> 1043 

aagctgcctt aggcttataa taaggcgcgc cggccggccg tttaaactaa gcttaattct 60 



<210> 1044 
<211> 60 
<212> DNA 

<213> Artificial Sequence 
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<220> 

<221> Misc_Structure 

<223> Synthetic oligonucleotide used to alter restriction 

sites in pPPC0007 

<400> 1044 

agaattaagc ttagtttaaa cggccggccg gcgcgcctta ttataagcct aaggcagctt 60 



<210> 1045 
<211> 32 
<212> DNA 

<213> Artificial Sequence 
<220> 

<221> primer_bind 

<223> forward primer useful for generation of albumin 
fusion protein in which the albumin moiety is N-terminal 
of the Therapeutic Protein 

<220> 

<221> misc_feature 
<222> (18) 

<223> n equals a,t,g, or c 
<220> 

<221> misc_feature 
<222> (19) 

<223> n equals a,t,g, or c 
<220> 

<221> misc_feature 
<222> (20) 

<223> n equals a,t,g, or c 
<220> 

<221> misc_feature 
<222> (21) 

<223> n equals a,t,g, or c 
<220> 

<221> misc_feature 
<222> (22) 

<223> n equals a,t,g, or c 
<220> 

<221> misc_feature 
<222> (23) 

<223> n equals a,t,g, or c 
<220> 

<221> misc_feature 
<222> (24) 

<223> n equals a,t,g, or c 
<220> 

<221> misc_feature 
<222> (25) 

<223> n equals a,t,g, or c 
<220> 

<221> misc_feature 
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<222> (26) 

<223> n equals a,t,g, or c 
<220> 

<221> misc_f eature 
<222> (27) 

<223> n equals a,t,g, or c 
<220> 

<221> misc_f eature 
<222> (28) 

<223> n equals a,t,g, or c 
<220> 

<221> mi sc_f eature 
<222> (29) 

<223> n equals a,t,g, or c 
<220> 

<221> misc_f eature 
<222> (30) 

<223> n equals a,t,g, or c 
<220> 

<221> misc_f eature 
<222> (31) 

<223> n equals a,t,g, or c 
<220> 

<221> misc_f eature 
<222> (32) 

<223> n equals a,t,g, or c 
<400> 1045 

aagctgcctt aggcttannn nnnnnnnnnn nn 

<210> 1046 
<211> 51 
<212> DNA 

<213> Artificial Sequence 
<220> 

<221> primer_bind 

<223> reverse primer useful for generation of albumin 
fusion protein in which the albumin moiety is N-terminal 
of the Therapeutic Protein 

<220> 

<221> misc_feature 
<222> (37) 

<223> n equals a,t,g, or c 
<220> 

<221> misc_feature 
<222> (38) 

<223> n equals a,t,g, or c 
<220> 

<221> misc_f eature 
<222> (39) 

<223> n equals a,t,g, or c 
<220> 
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<221> misc_feature 
<222> (40) 

<223> n equals a,t,g, or c 
<220> 

<221> misc^feature 
<222> (41) 

<223> n equals a,t,g, or c 
<220> 

<221> misc_f eature 
<222> (42) 

<223> n equals a,t,g, or c 
<220> 

<221> misc_f eature 
<222> (43) 

<223> n equals a,t,g, or c 
<220> 

<221> misc_f eature 
<222> (44) 

<223> n equals a,t,g, or c 
<220> 

<221> misc_f eature 
<222> (45) 

<223> n equals a,t,g, or c 
<220> 

<221> misc_f eature 
<222> (46) 

<223> n equals a,t,g, or c 
<220> 

<221> misc_f eature 
<222> (47) 

<223> n equals a,t,g, or c 
<220> 

<221> misc_f eature 
<222> (48) 

<223> n equals a,t,g, or c 
<220> 

<221> misc_f eature 
<222> (49) 

<223> n equals a,t,g, or c 
<220> 

<221> misc_f eature 
<222> (50) 

<223> n equals a,t,g, or c 
<220> 

<221> mi sc_f eature 
<222> (51) 

<223> n equals a,t,g, or c 
<400> 1046 

gcgcgcgttt aaacggccgg ccggcgcgcc ttattannnn nnnnnnnnnn n 51 
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<210> 1047 
<211> 33 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> forward primer useful for generation of albumin fusion 
protein in which the albumin moiety is c-terminal of the 
Therapeutic Protein 

<220> 

<221> misc_feature 
<222> (19) 

<223> n equals a,t,g, or c 
<220> 

<221> misc_feature 
<222> (20) 

<223> n equals a f t,g, or c 
<220> 

<221> misc_f eature 
<222> (21) 

<223> n equals a,t,g, or c 
<220> 

<221> misc_feature 
<222> (22) 

<223> n equals a,t,g, or c 
<220> 

<221> misc_feature 
<222> (23) 

<223> n equals a,t,g, or c 
<220> 

<221> misc_feature 
<222> (24) 

<223> n equals a,t,g, or c 
<220> 

<221> misc_f eature 
<222> (25) 

<223> n equals a,t,g, or c 
<220> 

<221> misc_f eature 
<222> (26) 

<223> n equals a,t,g, or c 
<220> 

<221> misc_feature 
<222> (27) 

<223> n equals a,t,g, or c 
<220> 

<221> misc_feature 
<222> (28) 

<223> n equals a,t,g, or c 
<220> 

<221> misc_f eature 
<222> (29) 
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<223> n equals a,t,g, or c 
<220> 

<221> misc_f eature 
<222> (30) 

<223> n equals a,t,g, or c 
<220> 

<221> misc_f eature 
<222> (31) 

<223> n equals a,t,g, or c 
<220> 

<221> misc_f eature 
<222> (32) 

<223> n equals a,t,g, or c 
<220> 

<221> misc_f eature 
<222> (33) 

<223> n equals a,t,g, or c 
<400> 1047 

aggagcgtcg acaaaagann nnnnnnnnnn nnn 

<210> 1048 
<211> 52 
<212> DNA 

<213> Artificial Sequence 
<220> 

<221> prime r_bind 

<223> reverse primer useful for generation of albumin 
fusion protein in which the albumin moiety is c- terminal 
the Therapeutic Protein 

<220> 

<221> misc_f eature 
<222> (38) 

<223> n equals a,t,g, or c 
<220> 

<221> misc_feature 
<222> (39) 

<223> n equals a,t,g, or c 
<220> 

<221> misc_feature 
<222> (40) 

<223> n equals a,t,g, or c 
<220> 

<221> misc_feature 
<222> (41) 

<223> n equals a,t,g, or c 
<220> 

<221> mi sc_f eature 
<222> (42) 

<223> n equals a,t,g, or c 
<220> 
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<221> misc_f eature 
<222> (43) 

<223> n equals a,t,g, or c 
<220> 

<221> misc_f eature 
<222> (44) 

<223> n equals a,t,g, or c 
<220> 

<221> misc_f eature 
<222> (45) 

<223> n equals a,t,g, or c 
<220> 

<221> misc_f eature 
<222> (46) 

<223> n equals a,t,g, or c 
<220> 

<221> misc__f eature 
<222> (47) 

<223> n equals a,t,g, or c 
<220> 

<221> misc_f eature 
<222> (48) 

<223> n equals a,t,g, or c 
<220> 

<221> misc_f eature 
<222> (49) 

<223> n equals a,t,g, or c 
<220> 

<221> misc_f eature 
<222> (50) 

<223> n equals a,t,g, or c 
<220> 

<221> misc_f eature 
<222> (51) 

<223> n equals a,t,g, or c 
<220> 

<221> misc_f eature 
<222> (52) 

<223> n equals a,t,g, or c 
<400> 1048 

ctttaaatcg atgagcaacc tcactcttgt gtgcatcnrm nnnnnnnnnn nn 

<210> 1049 
<211> 24 
<212> PRT 

<213> Artificial Sequence 
<220> 

<221> signal 

<223> signal peptide of natural human serum albumin protein 
<400> 1049 
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Met Lys Trp Val Ser Phe lie Ser Leu Leu Phe Leu Phe Ser Ser Ala 
15 10 15 



Tyr Ser Arg Ser Leu Asp Lys Arg 
20 

<210> 1050 
<211> 114 
<212> DNA 

<213> Artificial Sequence 
<220> 

<221> primer_bind 

<223> forward primer useful for generation of PC4:HSA 
albumin fusion VECTOR 

<220> 

<221> misc_feature 

<222> (5) . . (10) 

<223> BamHI retsriction site 

<220> " 

<221> misc_feature 
<222> (11) . . (16) 

<223> Hind III retsriction site 

<220> ^ 
<221> misc_feature 
<222> (17) . . (27) 
<223> Kozak sequence 

<220> 

<221> misc_feature 
<222> (25) . . (97) 

<223> cds natural signal sequence of human serum albumin 
<220> 

<221> misc_feature 

<222> (75).. (81) 

<223> Xhol restriction site 

<220> 

<221> misc_feature 
<222> (98) . . (114) 

<223> cds first six amino acids of human serum albumin 
<400> 1050 

tcagggatcc aagcttccgc caccatgaag tgggtaacct ttatttccct tctttttctc 60 

tttagctcgg cttactcgag gggtgtgttt cgtcgagatg cacacaagag tgag 114 

<210> 1051 
<211> 43 
<212> DNA 

<213> Artificial Sequence 
<220> 

<221> primer_bind 

<223> reverse primer useful for generation of 
PC4:HSA albumin fusion VECTOR 



<220> 
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<221> misc_f eature 
<222> (6) . . (11) 

<223> Asp718 restriction site 
<220> 

<221> misc_feature 

<222> (12) . . (17) 

<223> EcoRI restriction site 

<220> 

<221> misc_f eature 
<222> (15) . . (17) 

<223> reverse complement of stop codon 
<220> 

<221> misc_feature 

<222> (18) . . (25) 

<223> AscI restriction site 

<220> 

<221> misc_f eature 
<222> (18) . - (43) 

<22 3> reverse complement of DNA sequence encoding last 9 amino acids 
<400> 1051 

gcagcggtac cgaattcggc gcgccttata agcctaaggc age 43 

<210> 1052 
<211> 46 
<212> DNA 

<213> Artificial Sequence 
<220> 

<221> primer_bind 

<223> forward primer useful for inserting Therapeutic 
protein into pC4:HSA vector 

<220> 

<221> misc_ feature 
<222> (29) 

<223> n equals a,t,g, or c 
<220> 

<221> misc_feature 
<222> (30) 

<223> n equals a,t,g, or c 
<220> 

<221> misc_f eature 
<222> (31) 

<223> n equals a,t,g, or c 
<220> 

<221> misc_feature 
<222> (32) 

<223> n equals a,t,g, or c 
<220> 

<221> misc_feature 
<222> (33) 

<223> n equals a,t,g, or c 
<220> 
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<221> misc_f eature 
<222> (34) 

<223> n equals a,t,g, or c 
<220> 

<221> misc_f eature 
<222> (35) 

<223> n equals a,t,g, or c 
<220> 

<221> misc_f eature 
<222> (36) 

<223> n equals a,t,g, or c 
<220> 

<221> misc_f eature 
<222> (37) 

<223> n equals a,t,g, or c 
<220> 

<221> misc_f eature 
<222> (38) 

<223> n equals a,t,g f or c 
<220> 

<221> misc_f eature 
<222> (39) 

<223> n equals a,t,g, or c 
<220> 

<221> misc_f eature 
<222> (40) 

<223> n equals a,t,g, or c 
<220> 

<221> misc_f eature 
<222> (41) 

<223> n equals a,t,g, or c 
<220> 

<221> misc_f eature 
<222> (42) 

<223> n equals a,t,g, or c 
<220> 

<221> misc_f eature 
<222> (43) 

<223> n equals a,t,g, or c 
<220> 

<221> misc_f eature 
<222> (44) 

<223> n equals a,t,g, or c 
<220> 

<221> misc_f eature 
<222> (45) 

<223> n equals a,t,g, or c 
<220> 

<221> misc_f eature 
<222> (46) 

<223> n equals a,t,g, or c 
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<400> 1052 

ccgccgctcg aggggtgtgt ttcgtcgann nnnnnnnnnn nnnnnn 

<210> 1053 
<211> 55 
<212> DNA 

<213> Artificial Sequence 
<220> 

<221> primer_bind 

<223> reverse primer useful for inserting Therapeutic 
protein into pC4:HSA vector 

<220> 

<221> misc_feature 
<222> (38) 

<223> n equals a,t,g, or c 
<220> 

<221> misc_feature 
<222> (39) 

<223> n equals a,t,g, or c 
<220> 

<221> misc_f eature 
<222> (40) 

<223> n equals a,t,g, or c 
<220> 

<221> misc_f eature 
<222> (41) 

<223> n equals a,t,g, or c 
<220> 

<221> misc_f eature 
<222> (42) 

<223> n equals a,t,g, or c 
<220> 

<221> misc_f eature 
<222> (43) 

<223> n equals a, t, g, or c 
<220> 

<221> misc_f eature 
<222> (44) 

<223> n equals a,t,g, or c 
<220> 

<221> misc_f eature 
<222> (45) 

<223> n equals a,t,g, or c 
<220> 

<221> misc_f eature 
<222> (46) 

<223> n equals a,t,g, or c 
<220> 

<221> misc_f eature 
<222> (47) 

<223> n equals a,t,g, or c 
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<220> 

<221> misc_feature 
<222> (48) 

<223> n equals a,t,g, or c 
<220> 

<221> misc_feature 
<222> (49) 

<223> n equals a,t,g, or c 
<220> 

<221> misc_feature 
<222> (50) 

<223> n equals a,t,g, or c 
<220> 

<221> misc_f eature 
<222> (51) 

<223> n equals a,t,g, or c 
<220> 

<221> misc_f eature 
<222> (52) 

<223> n equals a,t,g, or c 
<220> 

<221> misc_f eature 
<222> (53) 

<223> n equals a/t,g, or c 
<220> 

<221> mi sc_f eature 
<222> (54) 

<223> n equals a,t,g, or c 
<220> 

<221> misc_f eature 
<222> (55) 

<223> n equals a,t,g, or c 
<400> 1053 

agtcccatcg atgagcaacc tcactcttgt gtgcatcnnn nnnnnnnnnn nnnnn 

<210> 1054 
<211> 17 
<212> PRT 

<213> Artificial Sequence 
<220> 

<221> signal 

<223> Stanniocalcin signal peptide 
<400> 1054 

Met Leu Gin Asn Ser Ala Val Leu Leu Leu Leu Val lie Ser Ala 
15 10 15 

Ala 

<210> 1055 
<211> 22 
<212> PRT 

<213> Artificial Sequence 
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<220> 

<221> signal 

<223> Synthetic signal peptide 
<400> 1055 

Met Pro Thr Trp Ala Trp Trp Leu Phe Leu Val Leu Leu Leu Ala Leu 
15 10 15 

Trp Ala Pro Ala Arg Gly 
20 

<210> 1056 
<211> 23 
<212> DNA 

<213> Artificial Sequence 
<220> 

<221> prime r_bind 

<223> Degenerate VH forward primer useful for 
amplifying human VH domains 

<400> 1056 

caggtgcagc tggtgcagtc tgg 23 

<210> 1057 
<211> 23 
<212> DNA 

<213> Artificial Sequence 
<220> 

<221> primer_bind 

<223> Degenerate VH forward primer useful for 
amplifying human VH domains 

<400> 1057 

caggtcaact taagggagtc tgg 23 



<210> 1058 
<211> 23 
<212> DNA 

<213> Artificial Sequence 
<220> 

<221> primer_bind 

<223> Degenerate VH forward primer useful for 
amplifying human VH domains 

<400> 1058 

gaggtgcagc tggtggagtc tgg 23 



<210> 1059 
<211> 23 
<212> DNA 

<213> Artificial Sequence 
<220> 

<221> primer_bind 

<223> Degenerate VH forward primer useful for 
amplifying human VH domains 
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<400> 1059 

caggtgcagc tgcaggagtc ggg 

<210> 1060 
<211> 23 
<212> DNA 

<213> Artificial Sequence 
<220> 

<221> primer_bind 

<223> Degenerate VH forward primer useful for 
amplifying human VH domains 

<400> 1060 

gaggtgcagc tgttgcagtc tgc 



<210> 1061 
<211> 23 
<212> DNA 

<213> Artificial Sequence 
<220> 

<221> primer_bind 

<223> Degenerate VH forward primer useful for 
amplifying human VH domains 

<400> 1061 

caggtacagc tgcagcagtc agg 

<210> 1062 
<211> 24 
<212> DNA 

<213> Artificial Sequence 
<220> 

<221> prime r_bind 

<223> Degenerate JH reverse primer useful for 
amplifying human VH domains 

<400> 1062 

tgaggagacg gtgaccaggg tgcc 

<210> 1063 
<211> 24 
<212> DNA 

<213> Artificial Sequence 
<220> 

<221> primer_bind 

<223> Degenerate JH reverse primer useful for 
amplifying human VH domains 

<400> 1063 

tgaagagacg gtgaccattg tccc 

<210> 1064 
<211> 24 
<212> DNA 

<213> Artificial Sequence 
<220> 

<221> primer_bind 
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<223> Degenerate JH reverse primer useful for 
amplifying human VH domains 

<400> 1064 

tgaggagacg gtgaccaggg ttcc 

<210> 1065 
<211> 24 
<212> DNA 

<213> Artificial Sequence 
<220> 

<221> primer_bind 

<223> Degenerate JH reverse primer useful for 
amplifying human VH domains 

<400> 1065 

tgaggagacg gtgaccgtgg tccc 

<210> 1066 
<211> 23 
<212> DNA 

<213> Artificial Sequence 
<220> 

<221> primer_bind 

<223> Degenerate Vkappa forward primer useful for 
amplifying human VL domains 

<400> 1066 

gacatccaga tgacccagtc tec 

<210> 1067 
<211> 23 
<212> DNA 

<213> Artificial Sequence 
<220> 

<221> primer_bind 

<223> Degenerate Vkappa forward primer useful for 
amplifying human VL domains 

<400> 1067 

gatgttgtga tgactcagtc tec 

<210> 1068 
<211> 23 
<212> DNA 

<213> Artificial Sequence 
<220> 

<221> primer_bind 

<223> Degenerate Vkappa forward primer useful for 
amplifying human VL domains 

<400> 1068 

gatattgtga tgactcagtc tec 

<210> 1069 
<211> 23 
<212> DNA 

<213> Artificial Sequence 
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<220> 

<221> prime r_bind 

<223> Degenerate Vkappa forward primer useful for 
amplifying human VL domains 

<400> 1069 

gaaattgtgt tgacgcagtc tec 

<210> 1070 
<211> 23 
<212> DNA 

<213> Artificial Sequence 
<220> 

<221> primer_bind 

<223> Degenerate Vkappa forward primer useful for 
amplifying human VL, domains 

<400> 1070 

gacatcgtga tgacccagtc tec 

<210> 1071 
<211> 23 
<212> DNA 

<213> Artificial Sequence 
<220> 

<221> primer__bind 

<223> Degenerate Vkappa forward primer useful for 
amplifying human VL domains 

<400> 1071 

gaaacgacac tcacgcagtc tec 

<210> 1072 
<211> 23 
<212> DNA 

<213> Artificial Sequence 
<220> 

<221> primer_bind 

<223> Degenerate Vkappa forward primer useful for 
amplifying human VL domains 

<400> 1072 

gaaattgtgc tgactcagtc tec 

<210> 1073 
<211> 23 
<212> DNA 

<213> Artificial Sequence 
<220> 

<221> primer_bind 

<223> Degenerate Vlambda forward primer useful for 
amplifying human VL domains 

<400> 1073 

cagtctgtgt tgacgcagcc gec 

<210> 1074 
<211> 23 
<212> DNA 
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<213> Artificial Sequence 



<220> 

<221> primer_bind 

<223> Degenerate Vlambda forward primer useful for 
amplifying human VL domains 

<400> 1074 

cagtctgccc tgactcagcc tgc 23 

<210> 1075 
<211> 23 
<212> DNA 

<213> Artificial Sequence 
<220> 

<221> primer_bind 

<223> Degenerate Vlambda forward primer useful for 
amplifying human VL domains 

<400> 1075 

tcctatgtgc tgactcagcc acc 23 

<210> 1076 
<211> 23 
<212> DNA 

<213> Artificial Sequence 
<220> 

<221> prime r_bind 

<223> Degenerate Vlambda forward primer useful for 
amplifying human VL domains 

<400> 1076 

tcttctgagc tgactcagga ccc 23 

<210> 1077 
<211> 23 
<212> DNA 

<213> Artificial Sequence 
<220> 

<221> primer_bind 

<223> Degenerate Vlambda forward primer useful for 
amplifying human VL domains 

<400> 1077 

cacgttatac tgactcaacc gcc 23 

<210> 1078 
<211> 23 
<212> DNA 

<213> Artificial Sequence 
<220> 

<221> primer_bind 

<223> Degenerate Vlambda forward primer useful for 
amplifying human VL domains 

<400> 1078 

caggctgtgc tcactcagcc gtc 23 
<210> 1079 
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<211> 23 
<212> DNA 

<213> Artificial Sequence 
<220> 

<221> primer_bind 

<223> Degenerate Vlambda forward primer useful for 
amplifying human VL domains 

<400> 1079 

aattttatgc tgactcagcc cca 23 

<210> 1080 
<211> 24 
<212> DNA 

<213> Artificial Sequence 
<220> 

<221> primer_bind 

<223> Degenerate Jkappa reverse primer useful for 
amplifying human VL domains 

<400> 1080 

acgtttgatt tccaccttgg tccc 24 

<210> 1081 
<211> 24 
<212> DNA 

<213> Artificial Sequence 
<220> 

<221> primer_bind 

<223> Degenerate Jkappa reverse primer useful for 
amplifying human VL. domains 

<400> 1081 

acgtttgatc tccagcttgg tccc 24 

<210> 1082 
<211> 24 
<212> DNA 

<213> Artificial Sequence 
<220> 

<221> primer_bind 

<223> Degenerate Jkappa reverse primer useful for 
amplifying human VL domains 

<400> 1082 

acgtttgata tccactttgg tccc 24 

<210> 1083 
<211> 24 
<212> DNA 

<213> Artificial Sequence 
<220> 

<221> primer_bind 

<223> Degenerate Jkappa reverse primer useful for 
amplifying human VL domains 

<400> 1083 

acgtttgatc tccaccttgg tccc 24 
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<210> 1084 
<211> 24 
<212> DNA 

<213> Artificial Sequence 
<220> 

<221> primer_bind 

<223> Degenerate Jkappa reverse primer useful for 
amplifying human VL domains 

<400> 1084 

acgtttaatc tccagtcgtg tccc 

<210> 1085 
<211> 23 
<212> DNA 

<213> Artificial Sequence 
<220> 

<221> primer_bind 

<223> Degenerate Jlambda reverse primer useful for 
amplifying human VL domains 

<400> 1085 

cagtctgtgt tgacgcagcc gcc 

<210> 1086 
<211> 23 
<212> DNA 

<213> Artificial Sequence 
<220> 

<221> primer_bind 

<223> Degenerate Jlambda reverse primer useful for 
amplifying human VL domains 

<400> 1086 

cagtctgccc tgactcagcc tgc 

<210> 1087 
<211> 23 
<212> DNA 

<213> Artificial Sequence 
<220> 

<221> primer_bind 

<223> Degenerate Jlambda reverse primer useful for 
amplifying human VL domains 

<400> 1087 

tcctatgtgc tgactcagcc acc 

<210> 1088 
<211> 23 
<212> DNA 

<213> Artificial Sequence 
<220> 

<221> primer_bind 

<223> Degenerate Jlambda reverse primer useful for 
amplifying human VL domains 
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<400> 1088 

tcttctgagc tgactcagga ccc 



23 



<210> 1089 1 
<211> 23 
<212> DNA 

<213> Artificial Sequence 
<220> 

<221> primer_bind 

<223> Degenerate Jlambda reverse primer useful for 
amplifying human VL domains 

<400> 1089 

cacgttatac tgactcaacc gcc 23 

<210> 1090 
<211> 23 
<212> DNA 

<213> Artificial Sequence 
<220> 

<221> primer_bind 

<223> Degenerate Jlambda reverse primer useful for 
amplifying human VL domains 

<400> 1090 

caggctgtgc tcactcagcc gtc 23 

<210> 1091 
<211> 23 
<212> DNA 

<213> Artificial Sequence 
<220> 

<221> primer_bind 

<223> Degenerate Jlambda reverse primer useful for 
amplifying human VL domains 

<400> 1091 

aattttatgc tgactcagcc cca 23 

<210> 1092 
<211> 15 
<212> PRT 

<213> Artificial Sequence 
<220> 

<221> turn 

<223> Linker peptide that may be used to join VH 
and VL domains in an scFv. 

<400> 1092 

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser 
15 10 15 



<210> 1093 

<211> 1830 

<212> DNA 

<213> Homo sapiens 

<400> 1093 
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atgaagtggg 
gtgtttcgtc 
gaaaatttca 
gaagatcatg 
gagtcagctg 
gttgcaactc 
gagagaaatg 
agaccagagg 
aaatacttat 
tttgctaaaa 
tgcctgttgc 
agactcaagt 
gctcgcctga 
gatcttacca 
agggcggacc 
gaatgctgtg 
gagatgcctg 
aaaaactatg 
aggcatcctg 
ctagagaagt 
tttaaacctc 
cagcttggag 
caagtgtcaa 
tgttgtaaac 
ctgaaccagt 
tgcacagaat 
tacgttccca 
tctgagaagg 
cccaaggcaa 
aagtgctgca 
gctgcaagtc 



taacctttat 
gagatgcaca 
aagccttggt 
taaaattagt 
aaaattgtga 
ttcgtgaaac 
aatgcttctt 
ttgatgtgat 
atgaaattgc 
ggtataaagc 
caaagctcga 
gtgccagtct 
gccagagatt 
aagtccacac 
ttgccaagta 
aaaaacctct 
ctgacttgcc 
ctgaggcaaa 
attactctgt 
gctgtgccgc 
ttgtggaaga 
agtacaaatt 
ctccaactct 
atcctgaagc 
tatgtgtgtt 
ccttggtgaa 
aagagtttaa 
agagacaaat 
caaaagagca 
aggctgacga 
aagctgcctt 



ttcccttctt 
caagagtgag 
gttgattgcc 
gaatgaagta 
caaatcactt 
c tatggtgaa 
gcaacacaaa 
gtgcactgct 
cagaagacat 
tgcttttaca 
tgaacttcgg 
ccaaaaattt 
tcccaaagct 
ggaatgctgc 
tatctgtgaa 
gttggaaaaa 
ttcattagct 
ggatgtcttc 
cgtgctgctg 
tgcagatcct 
gcctcagaat 
ccagaatgcg 
tgtagaggtc 
aaaaagaatg 
gcatgagaaa 
caggcgacca 
tgctgaaaca 
caagaaacaa 
actgaaagct 
taaggagacc 
aggcttataa 



tttctcttta 
gttgctcatc 
tttgctcagt 
actgaatttg 
catacccttt 
atggctgact 
gatgacaacc 
tttcatgaca 
ccttactttt 
gaatgttgcc 
gatgaaggga 
ggagaaagag 
gagtttgcag 
catggagatc 
aatcaagatt 
tcccactgca 
gctgattttg 
ctgggcatgt 
ctgagacttg 
catgaatgct 
ttaatcaaac 
ctattagttc 
tcaagaaacc 
ccctgtgcag 
acgccagtaa 
tgcttttcag 
ttcaccttcc 
actgcacttg 
gttatggatg 
tgctttgccg 



gctcggctta 
ggtttaaaga 
atcttcagca 
caaaaacatg 
ttggagacaa 
gctgtgcaaa 
caaacctccc 
atgaagagac 
atgccccgga 
aagctgctga 
aggcttcgtc 
ctttcaaagc 
aagtttccaa 
tgcttgaatg 
cgatctccag 
ttgccgaagt 
ttgaaagtaa 
ttttgtatga 
ccaagacata 
atgccaaagt 
aaaattgtga 
gttacaccaa 
taggaaaagt 
aagactatct 
gtgacagagt 
ctctggaagt 
atgcagatat 
ttgagctcgt 
atttcgcagc 
aggagggtaa 



ttccaggggt 
tttgggagaa 
gtgtccattt 
tgttgctgat 
attatgcaca 
acaagaacct 
ccgattggtg 
atttttgaaa 
actccttttc 
taaagctgcc 
tgccaaacag 
atgggcagta 
gttagtgaca 
tgctgatgac 
taaactgaag 
ggaaaatgat 
ggatgtttgc 
atatgcaaga 
tgaaaccact 
gttcgatgaa 
gctttttgag 
gaaagtaccc 
gggcagcaaa 
atccgtggtc 
caccaaatgc 
cgatgaaaca 
atgcacactt 
gaaacacaag 
ttttgtagag 
aaaacttgtt 



60 

120 

180 

240 

300 

360 

420 

480 

540 

600 

660 

720 

780 

840 

900 

960 

1020 

1080 

1140 

1200 

1260 

1320 

1380 

1440 

1500 

1560 

1620 

1680 

1740 

1800 

1830 



<210> 1094 
<211> 609 
<212> PRT 

<213> Homo sapiens 
<400> 1094 

Met Lys Trp Val Thr Phe lie Ser Leu Leu Phe Leu Phe Ser Ser Ala 
15 10 15 

Tyr Ser Arg Gly Val Phe Arg Arg Asp Ala His Lys Ser Glu Val Ala 
20 25 30 

His Arg Phe Lys Asp Leu Gly Glu Glu Asn Phe Lys Ala Leu Val Leu 
35 40 45 

lie Ala Phe Ala Gin Tyr Leu Gin Gin Cys Pro Phe Glu Asp His Val 
50 55 60 

Lys Leu Val Asn Glu Val Thr Glu Phe Ala Lys Thr Cys Val Ala Asp 
65 70 75 80 

Glu Ser Ala Glu Asn Cys Asp Lys Ser Leu His Thr Leu Phe Gly Asp 
85 90 95 

Lys Leu Cys Thr Val Ala Thr Leu Arg Glu Thr Tyr Gly Glu Met Ala 
100 105 110 

Asp Cys Cys Ala Lys Gin Glu Pro Glu Arg Asn Glu Cys Phe Leu Gin 
115 120 125 
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His Lys Asp Asp Asn Pro Asn Leu Pro Arg Leu Val Arg Pro Glu Val 
130 135 140 

Asp Val Met Cys Thr Ala Phe His Asp Asn Glu Glu Thr Phe Leu Lys 
145 150 155 160 

Lys Tyr Leu Tyr Glu lie Ala Arg Arg His Pro Tyr Phe Tyr Ala Pro 
165 170 175 

Glu Leu Leu Phe Phe Ala Lys Arg Tyr Lys Ala Ala Phe Thr Glu Cys 
180 185 190 

Cys Gin Ala Ala Asp Lys Ala Ala Cys Leu Leu Pro Lys Leu Asp Glu 
195 200 205 

Leu Arg Asp Glu Gly Lys Ala Ser Ser Ala Lys Gin Arg Leu Lys Cys 
210 215 220 

Ala Ser Leu Gin Lys Phe Gly Glu Arg Ala Phe Lys Ala Trp Ala Val 
225 230 235 240 

Ala Arg Leu Ser Gin Arg Phe Pro Lys Ala Glu Phe Ala Glu Val Ser 
245 250 255 

Lys Leu Val Thr Asp Leu Thr Lys Val His Thr Glu Cys Cys His Gly 
260 265 270 

Asp Leu Leu Glu Cys Ala Asp Asp Arg Ala Asp Leu Ala Lys Tyr lie 
275 280 285 

Cys Glu Asn Gin Asp Ser lie Ser Ser Lys Leu Lys Glu Cys Cys Glu 
290 295 300 

Lys Pro Leu Leu Glu Lys Ser His Cys lie Ala Glu Val Glu Asn Asp 
305 310 315 320 

Glu Met Pro Ala Asp Leu Pro Ser Leu Ala Ala Asp Phe Val Glu Ser 
325 330 335 

Lys Asp Val Cys Lys Asn Tyr Ala Glu Ala Lys Asp Val Phe Leu Gly 
340 345 350 

Met Phe Leu Tyr Glu Tyr Ala Arg Arg His Pro Asp Tyr Ser Val Val 
355 360 365 

Leu Leu Leu Arg Leu Ala Lys Thr Tyr Glu Thr Thr Leu Glu Lys Cys 
370 375 380 

Cys Ala Ala Ala Asp Pro His Glu Cys Tyr Ala Lys Val Phe Asp Glu 
385 390 395 400 

Phe Lys Pro Leu Val Glu Glu Pro Gin Asn Leu lie Lys Gin Asn Cys 
405 410 415 

Glu Leu Phe Glu Gin Leu Gly Glu Tyr Lys Phe Gin Asn Ala Leu Leu 
420 425 430 

Val Arg Tyr Thr Lys Lys Val Pro Gin Val Ser Thr Pro Thr Leu Val 
435 440 445 

Glu Val Ser Arg Asn Leu Gly Lys Val Gly Ser Lys Cys Cys Lys His 
450 455 460 
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Pro Glu Ala Lys Arg Met Pro Cys Ala Glu Asp Tyr Leu Ser Val Val 
465 470 475 480 



Leu Asn Gin Leu Cys Val Leu His Glu Lys Thr Pro Val Ser Asp Arg 
485 490 495 

Val Thr Lys Cys Cys Thr Glu Ser Leu Val Asn Arg Arg Pro Cys Phe 
500 505 510 

Ser Ala Leu Glu Val Asp Glu Thr Tyr Val Pro Lys Glu Phe Asn Ala 
515 520 525 

Glu Thr Phe Thr Phe His Ala Asp lie Cys Thr Leu Ser Glu Lys Glu 
530 535 540 

Arg Gin lie Lys Lys Gin Thr Ala Leu Val Glu Leu Val Lys His Lys 
545 550 555 560 

Pro Lys Ala Thr Lys Glu Gin Leu Lys Ala Val Met Asp Asp Phe Ala 
565 570 575 

Ala Phe Val Glu Lys Cys Cys Lys Ala Asp Asp Lys Glu Thr Cys Phe 
580 585 590 

Ala Glu Glu Gly Lys Lys Leu Val Ala Ala Ser Gin Ala Ala Leu Gly 
595 600 605 



Leu 



<210> 1095 

<211> 19 

<212> PRT 

<213> Homo sapiens 

<400> 1095 

Met Gly Trp Ser Cys lie lie Leu Phe Leu Val Ala Thr Ala Thr Gly 
15 10 15 

Val His Ser 



<210> 1096 
<211> 29 
<212> PRT 

<213> Homo sapiens 
<400> 1096 

Met Glu Arg Ala Ala Pro Ser Arg Arg Val Pro Leu Pro Leu Leu Leu 
15 10 15 

Leu Gly Gly Leu Ala Leu Leu Ala Ala Gly Val Asp Ala 
20 25 

<210> 1097 

<211> 22 

<212> PRT 

<213> Homo sapiens 

<400> 1097 

Met Met Lys Thr Leu Leu Leu Phe Val Gly Leu Leu Leu Thr Trp Glu 
15 10 15 
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Ser Gly Gin Val Leu Gly 
20 



<210> 1098 

<211> 21 

<212> PRT 

<213> Homo sapiens 

<400> 1098 

Met Leu Pro Leu Cys Leu Val Ala Ala Leu Leu Leu Ala Ala Gly Pro 
15 10 15 

Gly Pro Ser Leu Gly 
20 

<210> 1099 
<211> 18 
<212> PRT 

<213> Artificial Sequence 
<220> 

<221> MUTAGEN 
<222> (14) to (18) 

<223> Variant of HSA native leader 



<400> 1099 

Met Lys Trp Val Thr Phe lie Ser Leu Leu Phe Leu Phe Ala Gly Val 
15 10 15 

Leu Gly 



<210> 1100 
<211> 18 
<212> PRT 

<213> Artificial Sequence 
<220> 

<221> MUTAGEN 
<222> (14) to (18) 

<223> Variant of HSA native leader 
<400> 1100 

Met Lys Trp Val Thr Phe lie Ser Leu Leu Phe Leu Phe Ser Gly Val 
15 10 15 

Leu Gly 



<210> 1101 
<211> 18 
<212> PRT 

<213> Artificial Sequence 
<220> 

<221> MUTAGEN 
<222> (14) to (18) 

<223> Variant of HSA native leader 
<400> 1101 

Met Lys Trp Val Thr Phe lie Ser Leu Leu Phe Leu Phe Gly Gly Val 
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1 



5 



10 



15 



Leu Gly 



<210> 1102 
<211> 18 
<212> PRT 

<213> Artificial Sequence 
<220> 

<221> MUTAGEN 
<222> (14) to (18) 

<223> Variant of HSA native leader 
<400> 1102 

Met Lys Trp Val Thr Phe lie Ser Leu Leu Phe Leu Phe Ala Gly Val 
15 10 15 

Ser Gly 



<210> 1103 
<211> 18 
<212> PRT 

<213> Artificial Sequence 
<220> 

<221> MUTAGEN 
<222> (14) to (18) 

<223> Variant of HSA native leader 
<400> 1103 

Met Lys Trp Val Thr Phe lie Ser Leu Leu Phe Leu Phe Ser Gly Val 
15 10 15 

Ser Gly 



<210> 1104 
<211> 18 
<212> PRT 

<213> Artificial Sequence 
<220> 

<221> MUTAGEN 
<222> (14) to (18) 

<223> Variant of HSA native leader 
<400> 1104 

Met Lys Trp Val Thr Phe lie Ser Leu Leu Phe Leu Phe Gly Gly Val 
15 10 15 

Ser Gly 

<210> 1105 
<211> 23 
<212> PRT 

<213> Artificial Sequence 
<220> 

<221> MUTAGEN 
<222> (14) to (23) 
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<223> Variant of HSA native leader 



<400> 1105 

Met Lys Trp Val Thr Phe lie Ser Leu Leu Phe Leu Phe Gly Gly Val 
15 10 15 

Leu Gly Asp Leu His Lys Ser 
20 

<210> 1106 
<211> 9 
<212> PRT 

<213> Homo sapiens 
<400> 1106 

Asp Ala His Lys Ser Glu Val Ala His 
1 5 



<210> 1107 
<211> 11 
<212> DNA 

<213> Artificial Sequence 
<220> 

<221> misc_f eature 
<222> (1) to (11) 
<223> Kozak sequence 

<400> 1107 
ccgccaccat g 

<210> 1108 
<211> 19 
<212> PRT 

<213> Homo sapiens 
<400> 1108 

Met Leu Leu Gin Ala Phe Leu Phe Leu Leu Ala Gly Phe Ala Ala Lys 
15 10 15 

lie Ser Ala 



<210> 1109 
<211> 86 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> SITE 
<222> (84) 

<223> Xaa equals any one of Glu or Asp 
<400> 1109 

Met Arg Phe Pro Ser lie Phe Thr Ala Val Leu Ala Phe Ala Ala Ser 
15 10 15 

Ser Ala Leu Ala Ala Pro Val Asn Thr Thr Thr Glu Asp Glu Thr Ala 
20 25 30 

Gin lie Pro Ala Glu Ala Val lie Gly Tyr Ser Asp Leu Glu Gly Asp 
35 40 45 
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Phe Asp Val Ala Val Leu Pro Phe Ser Asn Ser Thr Asn Asn Gly Leu 
50 55 60 

Leu Phe lie Asn Thr Thr lie Ala Ser lie Ala Ala Lys Glu Glu Gly 
65 70 75 80 

Val Ser Leu Xaa Lys Arg 
85 

<210> 1110 
<211> 24 
<212> PRT 

<213> Homo sapiens 
<400> 1110 

Met Lys Trp Val Ser Phe lie Ser Leu Leu Phe Leu Phe Ser Ser Ala 
15 10 15 

Tyr Ser Arg Ser Leu Glu Lys Arg 
20 

<210> 1111 
<211> 24 
<212> PRT 

<213> Homo sapiens 
<400> 1111 

Met Lys Trp Val Ser Phe lie Ser Leu Leu Phe Leu Phe Ser Ser Ala 
15 10 15 

Tyr Ser Arg Ser Leu Asp Lys Arg 
20 

<210> 1112 

<211> 733 

<212> DNA 

<213> Homo sapiens 

<400> 1112 

gggatccgga gcccaaatct tctgacaaaa ctcacacatg cccaccgtgc ccagcacctg 60 

aattcgaggg tgcaccgtca gtcttcctct tccccccaaa acccaaggac accctcatga 12 0 

tctcccggac tcctgaggtc acatgcgtgg tggtggacgt aagccacgaa gaccctgagg 180 

tcaagttcaa ctggtacgtg gacggcgtgg aggtgcataa tgccaagaca aagccgcggg 240 

aggagcagta caacagcacg taccgtgtgg tcagcgtcct caccgtcctg caccaggact 3 00 

ggctgaatgg caaggagtac aagtgcaagg tctccaacaa agccctccca acccccatcg 3 60 

agaaaaccat ctccaaagcc aaagggcagc cccgagaacc acaggtgtac accctgcccc 42 0 

catcccggga tgagctgacc aagaaccagg tcagcctgac ctgcctggtc aaaggcttct 480 

atccaagcga catcgccgtg gagtgggaga gcaatgggca gccggagaac aactacaaga 540 

ccacgcctcc cgtgctggac tccgacggct ccttcttcct ctacagcaag ctcaccgtgg 600 

acaagagcag gtggcagcag gggaacgtct tctcatgctc cgtgatgcat gaggctctgc 660 

acaaccacta cacgcagaag agcctctccc tgtctccggg taaatgagtg cgacggccgc 72 0 

gactctagag gat 733 

<210> 1113 
<211> 5 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> Site 
<222> (3) 

<223> Xaa ep^ials any of the twenty naturally ocurring L-amino acids 



799 



<400> 1113 
Trp Ser Xaa Trp Ser 
1 5 



<210> 1114 
<211> 86 
<212> DNA 

<213> Artificial Sequence 



<220> 

<221> Primer_Bind 

<223> Synthetic sequence with 4 tandem copies of the GAS binding site 
found in the IRF1 promoter (Rothman et al . , Immunity 1:457-468 
(1994)), 18 nucleotides complementary to the SV40 early promoter, 
and a Xho I restriction site. 



<400> 1114 

gcgcctcgag atttccccga aatctagatt tccccgaaat gatttccccg aaatgatttc 60 
cccgaaatat ctgccatctc aattag 86 



<210> 1115 
<211> 27 
<212> DNA 

<213> Artificial Sequence 



<220> 

<221> Prime r_Bind 

<223> Synthetic sequence complementary to the SV40 promter; includes a 
Hind III restriction site. 



<400> 1115 

gcggcaagct ttttgcaaag cctaggc 27 

<210> 1116 
<211> 271 
<212> DNA 

<213> Artificial Sequence 



<220> 

<221> Protein_Bind 

<223> Synthetic promoter for use in biological assays; includes GAS 

binding sites found in the IRFl promoter (Rothman et al . , Immunity 
1:457-468 (1994) ) . 



<400> 1116 

ctcgagattt ccccgaaatc tagatttccc cgaaatgatt tccccgaaat gatttccccg 60 

aaatatctgc catctcaatt agtcagcaac catagtcccg cccctaactc cgcccatccc 120 

gcccctaact ccgcccagtt ccgcccattc tccgccccat ggctgactaa ttttttttat 180 

ttatgcagag gccgaggccg cctcggcctc tgagctattc cagaagtagt gaggaggctt 240 

ttttggaggc ctaggctttt gcaaaaagct t 271 



<210> 1117 
<211> 32 
<212> DNA 

<213> Artificial Sequence 



<220> 

<221> Primer_Bind 

<223> Synthetic primer complementary to human genomic EGR-1 promoter 

sequence (Sakamoto et al . , Oncogene 6:867-871 (1991)); includes a 
Xho I restriction site. 



800 



<400> 1117 

gcgctcgagg gatgacagcg atagaacccc gg 



32 



<210> 1118 
<211> 31 
<212> DNA 

<213> Artificial Sequence 
<220> 

<221> Primer_Bind 

<223> Synthetic primer complementary to human genomic EGR-1 promoter 

sequence (Sakamoto et al . , Oncogene 6:867-871 (1991)); includes a 
Hind III restriction site. 

<400> 1118 

gcgaagcttc gcgactcccc ggatccgcct c 31 

<210> 1119 

<211> 12 

<212> DNA 

<213> Homo sapiens 

<400> 1119 

ggggactttc cc 12 

<210> 1120 
<211> 73 
<212> DNA 

<213> Artificial Sequence 
<220> 

<221> Primer_Bind 

<22 3> Synthetic primer with 4 tandem copies of the NF-KB binding site 

(GGGGACTTTCCC) , 18 nucleotides complementary to the 5' end of the 
SV40 early promoter sequence, and a Xhol restriction site. 

<400> 1120 

gcggcctcga ggggactttc ccggggactt tccggggact ttccgggact ttccatcctg 60 
ccatctcaat tag 73 

<210> 1121 
<211> 256 
<212> DNA 

<213> Artificial Sequence 
<220> 

<221> Protein_Bind 

<223> Synthetic promoter for use in biological assays; includes NF-KB 
binding sites. 

<400> 1121 

ctcgagggga ctttcccggg gactttccgg ggactttccg ggactttcca tctgccatct 60 
caattagtca gcaaccatag tcccgcccct aactccgccc atcccgcccc taactccgcc 12 0 
cagttccgcc cattctccgc cccatggctg actaattttt tttatttatg cagaggccga 180 
ggccgcctcg gcctctgagc tattccagaa gtagtgagga ggcttttttg gaggcctagg 240 
cttttgcaaa aagctt 
256 



<210> 1122 
<211> 121 
<212> DNA 

<213> Homo sapiens 
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<400> 1122 

gactggatcc gccaccatgg gggtgcacga atgtcctgcc tggctgtggc ttctcctgtc 60 
cctgctgtcg ctccctctgg gcctcccagt cctgggcgcc ccaccacgcc tcatctgtga 120 
c 

121 



<210> 1123 

<211> 25 

<212> DNA 

< 2 1 3 > Homo s api ens 



<400> 1123 

ccttctgggc tcccagagcc cgaag 
25 



<210> 1124 

<211> 25 

<212> DNA 

<213> Homo sapiens 

<400> 1124 

cttcgggctc tgggagccca gaagg 
25 



<210> 1125 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 1125 

gttgaaagta aggatgtttg 
20 



<210> 1126 
<211> 25 
<212> DNA 

<213> Homo sapiens 
<400> 1126 

ccttctgggc tcccagagcc cgaag 
25 



<210> 1127 

<211> 25 

<212> DNA 

<213> Homo sapiens 



<400> 1127 

cttcgggctc tgggagccca gaagg 



25 



<210> 1128 

<211> 21 

<212> DNA 

<213> Homo sapiens 
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<400> 1128 

accaggtaga gagcttccac c 



21 



<210> 1129 
<211> 60 
<212> DNA 

<213> Homo sapiens 
<400> 1129 

tgtggcacag tgcactctgg acagtgcagg aagccacccc cctgggccct gccagctccc 60 



<210> 1130 

<211> 29 

<212> DNA 

<213> Homo sapiens 

<400> 1130 

ggcacacttg agtctctgtt tggcagacg 29 



<210> 1131 

<211> 60 

<212> DNA 

<213> Homo sapiens 

<400> 1131 

acccagagcc ccatgaagct gatggccctg cagctgctgc tgtggcacag tgcactctgg 60 



<210> 1132 

<211> 60 

<212> DNA 

<213> Homo sapiens 

<400> 1132 

ggttgggatc caagcttccg ccaccatggc tggacctgcc acccagagcc ccatgaagct 60 



<210> 1133 

<211> 47 

<212> DNA 

<213> Homo sapiens 

<400> 1133 

ttaggcttag gtggcggtgg atccggcggt ggtggatctt tcccaac 47 



<210> 1134 

<211> 48 

<212> DNA 

<213> Homo sapiens 

<400> 1134 

aattgttggg aaagatccac caccgccgga tccaccgcca cctaagcc 48 



<210> 1135 

<211> 62 

<212> DNA 

<213> Homo sapiens 
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<400> 1135 

ttaggcttag gcggtggtgg atctggtggc ggcggatctg gtggcggtgg atccttccca 60 
ac 62 

<210> 1136 

<211> 63 

<212> DNA 

<213> Homo sapiens 

<400> 1136 

aattgttggg aaggatccac cgccaccaga tccgccgcca ccagatccac caccgcctaa 60 
gcc 63 

<210> 1137 

<211> 777 

<212> DNA 

<213> Mus musculus 



<400> 1137 
agcatcctag 
aatggctaca 
gcctcaggag 
gctccgagcc 
ctacattccc 
agagaccatc 
gcttcgcttc 
gattttcacc 
cctggaagag 
gcagatcctc 
gctcaaaaac 
cctgcgggtc 
cagtgtctct 



agtccagatt 
gactctcgga 
gctagtgctt 
cagcacctgc 
gagggacagc 
ccggccccca 
tcgctgctgc 
aacagcctga 
ggcatccagg 
aagcaaacct 
tatgggctgc 
atgaagtgtc 
gctgcactct 



ccaaactgct 
cctcctggct 
ttcccgccat 
accagctggc 
gctattccat 
caggcaagga 
tcatccagtc 
tgttcggcac 
ctctgatgca 
atgacaagtt 
tctcctgctt 
gccgctttgt 
cctgtgcctc 



cagagtcctg 
cctgaccgtc 
gcccttgtcc 
tgctgacacc 
tcagaatgcc 
ggaggcccag 
atggctgggg 
ctcggaccgt 
ggagctggaa 
tgacgccaac 
caagaaggac 
ggaaagcagc 
cctgccccct 



tggacagatc 
agcctgctct 
agtctgtttt 
tacaaagagt 
caggctgctt 
cagagaaccg 
cccgtgcagt 
gtctatgaga 
gatggcagcc 
atgcgcagcg 
ctgcacaaag 
tgtgccttct 
ggcaactgcc 



actgcttggc 
gcctgctctg 
ctaatgctgt 
tcgagcgtgc 
tctgcttctc 
acatggaatt 
tcctcagcag 
aactgaagga 
cccgtgttgg 
acgacgcgct 
cggagaccta 
agccactcac 
acccctg 



60 

120 

180 

240 

300 

360 

420 

480 

540 

600 

660 

720 

777 



<210> 1138 

<211> 216 

<212> PRT 

<213> Mus musculus 

<400> 1138 

Met Ala Thr Asp Ser Arg Thr Ser Trp Leu Leu Thr Val Ser Leu Leu 
15 10 15 

Cys Leu Leu Trp Pro Gin Glu Ala Ser Ala Phe Pro Ala Met Pro Leu 
20 25 30 

Ser Ser Leu Phe Ser Asn Ala Val Leu Arg Ala Gin His Leu His Gin 
35 40 45 

Leu Ala Ala Asp Thr Tyr Lys Glu Phe Glu Arg Ala Tyr lie Pro Glu 
50 55 60 

Gly Gin Arg Tyr Ser lie Gin Asn Ala Gin Ala Ala Phe Cys Phe Ser 
65 70 75 80 

Glu Thr lie Pro Ala Pro Thr Gly Lys Glu Glu Ala Gin Gin Arg Thr 
85 90 95 

Asp Met Glu Leu Leu Arg Phe Ser Leu Leu Leu lie Gin Ser Trp Leu 
100 105 110 



Gly Pro Val Gin Phe Leu Ser Arg lie Phe Thr Asn Ser Leu Met Phe 
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115 



120 



125 



Gly Thr Ser Asp Arg Val Tyr Glu Lys Leu Lys Asp Leu Glu Glu Gly 
130 135 140 

lie Gin Ala Leu Met Gin Glu Leu Glu Asp Gly Ser Pro Arg Val Gly 
145 150 155 160 

Gin lie Leu Lys Gin Thr Tyr Asp Lys Phe Asp Ala Asn Met Arg Ser 
165 170 175 

Asp Asp Ala Leu Leu Lys Asn Tyr Gly Leu Leu Ser Cys Phe Lys Lys 
180 185 190 

Asp Leu His Lys Ala Glu Thr Tyr Leu Arg Val Met Lys Cys Arg Arg 
195 200 205 

Phe Val Glu Ser Ser Cys Ala Phe 
210 215 

<210> 1139 
<211> 786 
<212> DNA 
<213> Bos taurus 



<400> 1139 
acggctcagg 
gctcctggct 
catgtccttg 
ggctgctgac 
catccagaac 
gaatgaggcc 
gtcgtggctt 
cacctcggac 
gcgggagctg 
atttgacaca 
cttccggaag 
cggggaggcc 
cttccttgac 
catcgc 



gtccgtgaca 
ttcgccctgc 
tccggcctgt 
accttcaaag 
acccaggttg 
cagcagaaat 
gggcccctgc 
cgtgtctatg 
gaagatggca 
aacatgcgca 
gacctgcata 
agctgtgcct 
cctggaaggt 



gctcaccagc 
tctgcctgcc 
ttgccaacgc 
agtttgagcg 
ccttctgctt 
cagacttgga 
agtttctcag 
agaagctgaa 
ccccccgggc 
gtgacgacgc 
agacggagac 
tctagttgcc 
gccactccca 



tatgatggct 
ctggactcag 
tgtgctccgg 
tacctacatc 
ctccgaaacc 
gctgcttcgc 
cagagtcttc 
ggacctggag 
tgggcagatc 
gctgctcaag 
gtacctgagg 
agccatctgt 
ctgtcctttc 



gcaggccccc 
gtggtgggcg 
gctcagcacc 
ccggagggac 
atcccggccc 
atctcactgc 
accaacagct 
gaaggcatct 
ctcaagcaga 
aactacggtc 
gtcatgaagt 
tgtttgcccc 
ctaataaaat 



ggacctccct 
ccttcccagc 
tgcaccagct 
agagatactc 
ccacgggcaa 
tcctcatcca 
tggtgtttgg 
tggccctgat 
cctatgacaa 
tgctctcctg 
gccgccgctt 
tcccccgtgc 
gaggaaattg 



60 

120 

180 

240 

300 

360 

420 

480 

540 

600 

660 

720 

780 

786 



<210> .1140 
<211> 217 
<212> PRT 
<213> Bos taurus 

<400> 1140 

Met Met Ala Ala Gly Pro Arg Thr Ser Leu Leu Leu Ala Phe Ala Leu 
15 10 15 

Leu Cys Leu Pro Trp Thr Gin Val Val Gly Ala Phe Pro Ala Met Ser 
20 25 30 

Leu Ser Gly Leu Phe Ala Asn Ala Val Leu Arg Ala Gin His Leu His 
35 40 45 

Gin Leu Ala Ala Asp Thr Phe Lys Glu Phe Glu Arg Thr Tyr lie Pro 
50 55 60 

Glu Gly Gin Arg Tyr Ser lie Gin Asn Thr Gin Val Ala Phe Cys Phe 
65 70 75 80 



Ser Glu Thr lie Pro Ala Pro Thr Gly Lys Asn Glu Ala Gin Gin Lys 
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85 



90 



95 



Ser Asp Leu Glu Leu Leu Arg lie Ser Leu Leu Leu lie Gin Ser Trp 
100 105 110 

Leu Gly Pro Leu Gin Phe Leu Ser Arg Val Phe Thr Asn Ser Leu Val 
115 120 125 

Phe Gly Thr Ser Asp Arg Val Tyr Glu Lys Leu Lys Asp Leu Glu Glu 
130 135 140 

Gly lie Leu Ala Leu Met Arg Glu Leu Glu Asp Gly Thr Pro Arg Ala 
145 150 155 160 

Gly Gin lie Leu Lys Gin Thr Tyr Asp Lys Phe Asp Thr Asn Met Arg 
165 170 175 

Ser Asp Asp Ala Leu Leu Lys Asn Tyr Gly Leu Leu Ser Cys Phe Arg 
180 185 190 

Lys Asp Leu His Lys Thr Glu Thr Tyr Leu Arg Val Met Lys Cys Arg 
195 200 205 

Arg Phe Gly Glu Ala Ser Cys Ala Phe 
210 215 

<210> 1141 
<211> 761 
<212> DNA 
<213> Sus scrofa 

<400> 1141 

ccggctgtga tggctgcagg ccctcggacc tccgcgctcc tggctttcgc cctgctctgc 60 
ctgccctgga ctcgggaggt gggcgccttc ccagccatgc ccttgtccag cctatttgcc 120 
aatgccgtgc tccgggccca gcacctgcac caactggctg ccgacaccta caaggagttt 180 
gagcgcgcct acatcccgga gggacagagg tactccatcc agaacgccca ggctgccttc 240 
tgcttctcgg agaccatccc agcccccacg ggcaaggacg aggcccagca gagatcggac 300 
gtggagctgc tgcgcttctc gctgctgctc atccagtcgt ggctcgggcc cgtgcagttc 360 
ctcagcaggg tcttcaccaa cagcctggtg tttggcacct cagaccgcgt ctacgagaag 420 
ctgaaggacc tggaggaggg catccaggcc ctgatgcggg agctggagga tggcagcccc 480 
cgggcaggac agatcctcaa gcaaacctac gacaaatttg acacaaactt gcgcagtgat 540 
gacgcgctgc ttaagaacta cgggctgctc tcctgcttca agaaggacct gcacaaggct 600 
gagacatacc tgcgggtcat gaagtgtcgc cgcttcgtgg agagcagctg tgccttctag 660 
ttgctgggca tctctgttgc ccctccccag tacctcccct ggccctggaa agtgccaccc 720 
caatgcctgc tgtcctttcc taataaaacg aggttgcatc g 761 



<210> 1142 
<211> 216 
<212> PRT 
<213> Sus scrofa 

<400> 1142 

Met Ala Ala Gly Pro Arg Thr Ser Ala Leu Leu Ala Phe Ala Leu Leu 
15 10 15 

Cys Leu Pro Trp Thr Arg Glu Val Gly Ala Phe Pro Ala Met Pro Leu 
20 25 30 

Ser Ser Leu Phe Ala Asn Ala Val Leu Arg Ala Gin His Leu His Gin 
35 40 45 

Leu Ala Ala Asp Thr Tyr Lys Glu Phe Glu Arg Ala Tyr lie Pro Glu 



806 



50 55 60 

Gly Gin Arg Tyr Ser lie Gin Asn Ala Gin Ala Ala Phe Cys Phe Ser 
65 70 75 80 

Glu Thr lie Pro Ala Pro Thr Gly Lys Asp Glu Ala Gin Gin Arg Ser 
85 90 95 

Asp Val Glu Leu Leu Arg Phe Ser Leu Leu Leu lie Gin Ser Trp Leu 
100 105 110 

Gly Pro Val Gin Phe Leu Ser Arg Val Phe Thr Asn Ser Leu Val Phe 
115 120 125 

Gly Thr Ser Asp Arg Val Tyr Glu Lys Leu Lys Asp Leu Glu Glu Gly 
130 135 140 

lie Gin Ala Leu Met Arg Glu Leu Glu Asp Gly Ser Pro Arg Ala Gly 
145 150 155 160 

Gin lie Leu Lys Gin Thr Tyr Asp Lys Phe Asp Thr Asn Leu Arg Ser 
165 170 175 

Asp Asp Ala Leu Leu Lys Asn Tyr Gly Leu Leu Ser Cys Phe Lys Lys 
180 185 190 

Asp Leu His Lys Ala Glu Thr Tyr Leu Arg Val Met Lys Cys Arg Arg 
195 200 205 

Phe Val Glu Ser Ser Cys Ala Phe 
210 215 



<210> 1143 
<211> 764 
<212> DNA 

<213> Equus caballus 
<400> 1143 

atggctgcag gtcctaggac ctccgtgctc 
cctcaggatg tgggcgcctt ccccgccatg 
ctccgggccc agcacctgca ccaactggct 
tacatccccg agggacagag atactcgatc 
gagaccatcc cggcccccac gggcaaggat 
ctccgcttct cgctgctgct catccagtcg 
gtcttcacca acagcctggt gtttggcacc 
ctagaggaag gcatccaggc cctgatgcgg 
cagatcctca agcaaaccta cgacaagttt 
ctcaagaact acgggctgct ctcctgcttc 
ctgcgggtca tgaagtgtcg ccgcttcgtg 
tctctgttac ccctcctcag tgcctccctt 
ccatctttcc taataaaata aaattgcatc 

<210> 1144 
<211> 216 
<212> PRT 

<213> Equus caballus 
<400> 1144 

Met Ala Ala Gly Pro Arg Thr Ser Val Leu Leu Ala Phe Gly Leu Leu 
15 10 15 

Cys Leu Pro Trp Pro Gin Asp Val Gly Ala Phe Pro Ala Met Pro Leu 



ctggctttcg gcctgctctg cctgccctgg 60 
ccgttgtcta gcctgtttgc caacgctgtg 120 
gctgacacct acaaagagtt tgagcgcgcc 180 
cagaacgccc aggctgcctt ctgcttctcc 240 
gaggcccagc agagatctga catggagctg 300 
tggctcgggc ccgtgcagtt gctcagcagg 360 
tcggaccgcg tctatgagaa gctgagggac 420 
gagctggaag acggcagccc ccgggctggg 480 
gacacaaact tgcgcagtga tgatgcactg 540 
aagaaggacc tgcacaaggc tgagacgtac 600 
gaaagcagct gtgccttcta gtgctgggct 660 
gatcctggag agtgcccctc tagtgcctac 720 
gtaaaaaaaa aaaa 764 



807 



20 



25 



30 



Ser Ser Leu Phe Ala Asn Ala Val Leu Arg Ala Gin His Leu His Gin 
35 40 45 

Leu Ala Ala Asp Thr Tyr Lys Glu Phe Glu Arg Ala Tyr He Pro Glu 
50 55 60 

Gly Gin Arg Tyr Ser He Gin Asn Ala Gin Ala Ala Phe Cys Phe Ser 
65 70 75 80 

Glu Thr He Pro Ala Pro Thr Gly Lys Asp Glu Ala Gin Gin Arg Ser 
85 90 95 

Asp Met Glu Leu Leu Arg Phe Ser Leu Leu Leu He Gin Ser Trp Leu 
100 105 110 

Gly Pro Val Gin Leu Leu Ser Arg Val Phe Thr Asn Ser Leu Val Phe 
115 120 125 

Gly Thr Ser Asp Arg Val Tyr Glu Lys Leu Arg Asp Leu Glu Glu Gly 
130 135 140 

He Gin Ala Leu Met Arg Glu Leu Glu Asp Gly Ser Pro Arg Ala Gly 
145 150 155 160 

Gin lie Leu Lys Gin Thr Tyr Asp Lys Phe Asp Thr Asn Leu Arg Ser 
165 170 175 

Asp Asp Ala Leu Leu Lys Asn Tyr Gly Leu Leu Ser Cys Phe Lys Lys 
180 185 190 

Asp Leu His Lys Ala Glu Thr Tyr Leu Arg Val Met Lys Cys Arg Arg 
195 200 205 

Phe Val Glu Ser Ser Cys Ala Phe 
210 215 



<210> 1145 
<211> 1824 
<212> DNA 
<213> Ovis aries 

<220> 

<221> misc_f eature 
<222> (289) 

<223> n equals a,t,g, or c 
<220> 

<221> misc_f eature 
<222> (290) 

<223> n equals a,t,g, or c 
<220> 

<221> misc_f eature 
<222> (291) 

<223> n equals a,t,g, or c 
<400> 1145 

tagagcacac aggtgggggg aaagggagag agaagaagcc agggtataaa aagggcccag 60 
cagagaccaa ttccaggatc ccaggaccca gttcaccaga cgactcaggg tcctgctgac 12 0 
agctcaccag ctatgatggc tgcaggtaag ctcacgaaaa tcccctccat tagcgtgtcc 180 
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taagggggtg atgcgggggg ccctgccgat ggatgtgtcc acagctttgg gttttagggc 240 
ttctgaatgt gaacataggt atctgcaccc gacatttggc caagtttgnn ntgttctcag 300 
tccctggagg gaagggcagg cggggctggc aggagatcag gcgtctagct ctctgggccc 360 
ctccgtcgcg gccctcctgg tctctcccta ggcccccgga cctccctgct cctggctttc 420 
accctgctct gcctgccctg gactcaggtg gtgggcgcct tcccagccat gtccttgtcc 480 
ggcctgtttg ccaacgctgt gctccgggct cagcacctgc atcaactggc tgctgacacc 540 
ttcaaagagt ttgtaagctc cccagagatg tgtcctagag gtggggaggc aggaaggggt 600 
gaatccgcac cccctccaca caatgggagg gaactgagga cctcagtggt attttatcca 660 
agtaaggatg tggtcagggg agtggaaatg ggggtgtgtg gggtggggag ggttccgaat 720 
aaggcagtga ggggaacccc gcaccagctg agacctgggt gggtgtgttc tccccccagg 780 
agcgcaccta catcccggag ggacagagat actccatcca gaacacccag gttgccttct 840 
gcttctccga aaccatccca gcccccacgg gcaagaatga ggcccagcag aaatcagtga 900 
gtggccacct aggaccgagg agcaggggac ctccttcatc ctaagtaggc tgccccagct 960 
ctctgcaccg ggcctggggc gtccttctcc ccgaggtggc agagggtgtt ggatggcagt 1020 
ggaggatgat ggttggtggt ggtggcagga ggtcctcggg cagaggccga cattgcaggg 1080 
ctgccccgag cccgcagcac cgaccaacca cccatctgcc agcaggactt ggagctgctt 1140 
cgcatctcac tgctccttat ccagtcgtgg cttgggcccc tgcagttcct cagcagagtc 1200 
ttcaccaaca gcctggtgtt tggcacctcg gaccgtgtct atgagaagct gaaggacctg 1260 
gaggaaggca tcctggccct gatgcgggtg aggatggcat tgttgggtcc cttccatgct 1320 
gagggccatg ctcaccctct cctggcttag ccaggagaac acacgtgggc tgggggagag 1380 
agatccctgc tctctctctc tttctagcag cccagccttg acccaggaga aacctcttcc 1440 
ccttttgaaa cctccttcct cgcccttctc caagcctata ggggagggtg gaaaatggag 1500 
cgggcaggag ggagccgctc ctcagggccc ttcggcctct ctgtctctcc ctcccttggc 1560 
aggagctgga agatgttacc ccccgggctg ggcagatcct caagcagacc tatgacaaat 1620 
ttgacacaaa catgcgcagt gatgatgcgc tgctcaagaa ctacggtctg ctctcctgct 1680 
tccggaagga cctgcacaag acggagacgt acctgagggt catgaagtgt cgccgcttcg 1740 
gggaggccag ctgcgccttc tagttgccag ccatctgttg ttacccctcc ccgtgccttc 1800 
ctagaccctg gaaggtgcca ctcc 1824 

<210> 1146 
<211> 217 
<212> PRT 
<213> Ovis aries 

<400> 1146 

Met Met Ala Ala Gly Pro Arg Thr Ser Leu Leu Leu Ala Phe Thr Leu 
15 10 15 

Leu Cys Leu Pro Trp Thr Gin Val Val Gly Ala Phe Pro Ala Met Ser 
20 25 30 

Leu Ser Gly Leu Phe Ala Asn Ala Val Leu Arg Ala Gin His Leu His 
35 40 45 

Gin Leu Ala Ala Asp Thr Phe Lys Glu Phe Glu Arg Thr Tyr lie Pro 
50 55 60 

Glu Gly Gin Arg Tyr Ser lie Gin Asn Thr Gin Val Ala Phe Cys Phe 
65 70 75 80 

Ser Glu Thr lie Pro Ala Pro Thr Gly Lys Asn Glu Ala Gin Gin Lys 
85 90 95 

Ser Asp Leu Glu Leu Leu Arg lie Ser Leu Leu Leu lie Gin Ser Trp 
100 105 110 

Leu Gly Pro Leu Gin Phe Leu Ser Arg Val Phe Thr Asn Ser Leu Val 
115 120 125 

Phe Gly Thr Ser Asp Arg Val Tyr Glu Lys Leu Lys Asp Leu Glu Glu 
130 135 140 

Gly lie Leu Ala Leu Met Arg Glu Leu Glu Asp Val Thr Pro Arg Ala 
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145 150 155 160 

Gly Gin lie Leu Lys Gin Thr Tyr Asp Lys Phe Asp Thr Asn Met Arg 
165 170 175 

Ser Asp Asp Ala Leu Leu Lys Asn Tyr Gly Leu Leu Ser Cys Phe Arg 
180 185 190 

Lys Asp Leu His Lys Thr Glu Thr Tyr Leu Arg Val Met Lys Cys Arg 
195 200 205 

Arg Phe Gly Glu Ala Ser Cys Ala Phe 
210 215 



<210> 1147 
<211> 699 
<212> DNA 

<213> Xenopus laevis 
<400> 1147 

ccactctccg aagaccttca gccacaaccc gtgggacatt caactttaga acacatggct 60 
acagggttct gctcttcatt tggactcctg gtcgtcctgt tgctgaagaa cgttgctgat 120 
gttggcgctt tcccatcggt gcccctgttc agtctattca ccaatgctgt aagcagagca 180 
cagtacattc acatgctggc tgccgacacc tacagggatt atgagaggac ctatatcaca 240 
gacgagcaga ggcattccaa taagaactcc catgtggtgt cctgttactc tgaaaccatc 300 
ccttatccga cagacaaaga caacactcac caaaagtctg acctggagct tttgcggttt 360 
tctctgaacc tcattcagtc gtggctgaat ccagtgcaag ccctaaacaa agtgttcagc 42 0 
aacaatctgg tgtttgggag ttctgatgtg tacgagaggc tgaagtacct ggaggaaggc 480 
atccaagctc tgatgcagga gctggaagat ggcagcttcc gcagctttcc cttcctgaga 540 
cccccgtacg agaggtttga catcaacctg cgtagcgacg acgccctggt taaagtctac 600 
ggccttctgt cctgcttcaa gaaagacatg cacaaagtgg agacctacct aaaagtcatg 660 
aaatgccgac gttttgtaga aagcaactgc accatttaa 699 

<210> 1148 
<211> 214 
<212> PRT 

<213> Xenopus laevis 
<400> 1148 

Met Ala Thr Gly Phe Cys Ser Ser Phe Gly Leu Leu Val Val Leu Leu 
1 5 10 15 

Leu Lys Asn Val Ala Asp Val Gly Ala Phe Pro Ser Val Pro Leu Phe 
20 25 30 

Ser Leu Phe Thr Asn Ala Val Ser Arg Ala Gin Tyr lie His Met Leu 
35 40 45 

Ala Ala Asp Thr Tyr Arg Asp Tyr Glu Arg Thr Tyr lie Thr Asp Glu 
50 55 60 

Gin Arg His Ser Asn Lys Asn Ser His Val Val Ser Cys Tyr Ser Glu 
65 70 75 80 

Thr lie Pro Tyr Pro Thr Asp Lys Asp Asn Thr His Gin Lys Ser Asp 
85 90 95 

Leu Glu Leu Leu Arg Phe Ser Leu Asn Leu lie Gin Ser Trp Leu Asn 
100 105 110 

Pro Val Gin Ala Leu Asn Lys Val Phe Ser Asn Asn Leu Val Phe Gly 
115 120 125 
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Ser Ser Asp Val Tyr Glu Arg Leu Lys Tyr Leu Glu Glu Gly He Gin 
130 135 140 

Ala Leu Met Gin Glu Leu Glu Asp Gly Ser Phe Arg Ser Phe Pro Phe 
145 150 155 160 

Leu Arg Pro Pro Tyr Glu Arg Phe Asp He Asn Leu Arg Ser Asp Asp 
165 170 175 

Ala Leu Val Lys Val Tyr Gly Leu Leu Ser Cys Phe Lys Lys Asp Met 
180 185 190 

His Lys Val Glu Thr Tyr Leu Lys Val Met Lys Cys Arg Arg Phe Val 
195 200 205 

Glu Ser Asn Cys Thr He 
210 



<210> 1149 
<211> 1169 
<212> DNA 
<213> Salmo salar 



<400> 1149 
caaccgacca 
gacaagtgtt 
cgatggaaaa 
tggctcagaa 
tgaacaagat 
agcttgagac 
aatcctggga 
ccaaccagat 
ggagccagga 
ggaactacta 
cctgcttcaa 
agtcactgga 
tgtctccagg 
ttcaattgag 
ggtagagcct 
agcactttct 
gttattaaat 
tcatatttag 
gagttatttc 
catttttcaa 



ccgcactttc 
tctgctgatg 
ccaacggctc 
gatgttcaat 
attcctgctg 
tcagaagagt 
gtaccctagc 
ctctgagaag 
tggcgtactg 
ccagaacctg 
gaaggacatg 
ggccaactgc 
gttcggtttc 
attctccatt 
gactccaggg 
atattgacta 
gtcttattta 
gggtgaaatg 
ctttaagtat 
taaagctgtt 



aagttaagta 
ccagtcttac 
ttcaacatcg 
gactttgaag 
gacttctgta 
tcagtcctga 
cagaccctga 
ctcagcgacc 
agcctggatg 
gggggcgacg 

cacaaggtcg 
actctgtaga 
ccagatacag 
gaacgtgctt 
gttttcagga 
ttactctgag 
gatatatgat 
ggaacgtgta 
tttcatttct 
gttctctgc 



atcatccttg 
tggtcagttg 
cggtcaaccg 
gtaccctgtt 
actctgactc 
agctgctcca 
ccatctccaa 
tcaaagtggg 
acaatgactc 
gcaacgtcag 
agacctacct 
cgtgggctgg 
attaggcctt 
tttagtcttg 
atttgcattt 
ctaccattga 
tcatggtggt 
gagctccaag 
taatcttatt 



gcaattaaga 
ttttctgagc 
ggtgcaacat 
gcctgatgaa 
catcgtgagc 
tatctctttc 
cagcctaatg 
catcaacctg 
tcagcagctg 
gaggaactat 
gaccgtcgcc 
agaggcagcc 
gccctgcact 
agtagattta 
tgttctctga 
ttagtacatt 
gctactgttt 
cttttggata 
gtttgaaact 



gtaaaaatgg 60 
caaggggcag 12 0 
ctccacctaa 180 
cgcagacagc 240 
ccaatcgaca 300 
cgtctgattg 360 
gtcagaaact 420 
ctcatcaagg 480 
cccccctacg 540 
gagttgttgg 600 
aagtgcagga 660 
agcaagagcc 72 0 
gaagagcatt 780 
atttggatct 840 
aatcaacaac 900 
tatagaaaag 960 
atgcatacat 1020 
atatatttta 1080 
aatagtgata 1140 
1169 



<210> 1150 

<211> 210 

<212> PRT 

<213> Salmo salar 

<400> 1150 

Met Gly Gin Val Phe Leu Leu Met Pro Val Leu Leu Val Ser Cys Phe 
15 10 15 

Leu Ser Gin Gly Ala Ala Met Glu Asn Gin Arg Leu Phe Asn He Ala 
20 25 30 

Val Asn Arg Val Gin His Leu His Leu Met Ala Gin Lys Met Phe Asn 
35 40 45 



Asp Phe Glu Gly Thr Leu Leu Pro Asp Glu Arg Arg Gin Leu Asn Lys 
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50 55 60 

lie Phe Leu Leu Asp Phe Cys Asn Ser Asp Ser lie Val Ser Pro lie 
65 70 75 80 

Asp Lys Leu Glu Thr Gin Lys Ser Ser Val Leu Lys Leu Leu His lie 
85 90 95 

Ser Phe Arg Leu lie Glu Ser Trp Glu Tyr Pro Ser Gin Thr Leu Thr 
100 105 110 

lie Ser Asn Ser Leu Met Val Arg Asn Ser Asn Gin lie Ser Glu Lys 
115 120 125 

Leu Ser Asp Leu Lys Val Gly lie Asn Leu Leu lie Lys Gly Ser Gin 
130 135 140 

Asp Gly Val Leu Ser Leu Asp Asp Asn Asp Ser Gin Gin Leu Pro Pro 
145 150 155 160 

Tyr Gly Asn Tyr Tyr Gin Asn Leu Gly Gly Asp Gly Asn Val Arg Arg 
165 170 175 

Asn Tyr Glu Leu Leu Ala Cys Phe Lys Lys Asp Met His Lys Val Glu 
180 185 190 

Thr Tyr Leu Thr Val Ala Lys Cys Arg Lys Ser Leu Glu Ala Asn Cys 
195 200 205 

Thr Leu 
210 

<210> 1151 
<211> 790 
<212> DNA 

<213> Rattus norvegicus 
<400> 1151 

ttcaaacgtc ggtccgtgga cagatcactg agtggcgatg gctgcagact ctcagactcc 60 
ctggctcctg accttcagcc tgctctgcct gctgtggcct caagaggctg gtgctttacc 120 
tgccatgccc ttgtccagtc tgtttgccaa tgctgtgctc cgagcccagc acctgcacca 180 
gctggctgct gacacctaca aagagttcga gcgtgcctac attcccgagg gacagcgcta 240 
ttccattcag aatgcccagg ctgcgttctg cttctcagag accatcccag cccccaccgg 300 
caaggaggag gcccagcaga gaactgacat ggaattgctt cgcttctcgc tgctgctcat 360 
ccagtcatgg ctggggcccg tgcagtttct cagcaggatc tttaccaaca gcctgatgtt 420 
tggtacctcg gaccgcgtct atgagaaact gaaggacctg gaagagggca tccaggctct 480 
gatgcaggag ctggaagacg gcagcccccg tattgggcag atcctcaagc aaacctatga 540 
caagtttgac gccaacatgc gcagcgatga cgctctgctc aaaaactatg ggctgctctc 600 
ctgcttcaag aaggacctgc acaaggcaga gacctacctg cgggtcatga agtgtcgccg 660 
ctttgcggaa agcagctgtg ctttctaggc acacactggt gtctctgcgg cactcccccg 72 0 
ttacccccct gtactctggc aactgccacc cctacacttt gtcctaataa aattaatgat 780 
gcatcatatc 790 

<210> 1152 
<211> 216 
<212> PRT 

<213> Rattus norvegicus , 
<400> 1152 

Met Ala Ala Asp Ser Gin Thr Pro Trp Leu Leu Thr Phe Ser Leu Leu 
15 10 15 

Cys Leu Leu Trp Pro Gin Glu Ala Gly Ala Leu Pro Ala Met Pro Leu 
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20 



25 



30 



Ser Ser Leu Phe Ala Asn Ala Val Leu Arg Ala Gin His Leu His Gin 
35 40 45 

Leu Ala Ala Asp Thr Tyr Lys Glu Phe Glu Arg Ala Tyr lie Pro Glu 
50 55 60 

Gly Gin Arg Tyr Ser lie Gin Asn Ala Gin Ala Ala Phe Cys Phe Ser 
65 70 75 80 

Glu Thr lie Pro Ala Pro Thr Gly Lys Glu Glu Ala Gin Gin Arg Thr 
85 90 95 

Asp Met Glu Leu Leu Arg Phe Ser Leu Leu Leu lie Gin Ser Trp Leu 
100 105 110 

Gly Pro Val Gin Phe Leu Ser Arg lie Phe Thr Asn Ser Leu Met Phe 
115 120 125 

Gly Thr Ser Asp Arg Val Tyr Glu Lys Leu Lys Asp Leu Glu Glu Gly 
130 135 140 

lie Gin Ala Leu Met Gin Glu Leu Glu Asp Gly Ser Pro Arg lie Gly 
145 150 155 160 

Gin lie Leu Lys Gin Thr Tyr Asp Lys Phe Asp Ala Asn Met Arg Ser 
165 170 175 

Asp Asp Ala Leu Leu Lys Asn Tyr Gly Leu Leu Ser Cys Phe Lys Lys 
180 185 190 

Asp Leu His Lys Ala Glu Thr Tyr Leu Arg Val Met Lys Cys Arg Arg 
195 200 205 

Phe Ala Glu Ser Ser Cys Ala Phe 
210 215 

<210> 1153 

<211> 2050 

<212> DNA 

<213> Mus musculus 



<400> 1153 
ctttcctatc 
ctcttcgtct 
gagatcgccc 
gccttttccc 
gtaacagact 
cttcacactc 
gaactggctg 
aaagatgaca 
tcctttaagg 
catccttatt 
acccagtgtt 
aaggagaaag 
tttggagaga 
gctgactttg 
tgccatggtg 
gaaaaccagg 
aaagcccact 
gctgctgatt 
ttcctgggca 



aaccccactt 
ccggttctgc 
atcggtataa 
agtatctcca 
ttgcaaagac 
tttttggaga 
actgctgtac 
accccagcct 
aaaacccaac 
tctatgcccc 
gtgcagaggc 
cattggtctc 
gagcttttaa 
cagaaatcac 
acctgctgga 
cgactatctc 
gtcttagtga 
ttgttgagga 
cgttcttgta 



agcctctggc 
tttttccagg 
tgatttggga 
gaaatgctca 
gtgtgttgcc 
taagttgtgt 
aaaacaagag 
gccaccattt 
cacctttatg 
agaacttctt 
tgacaaggaa 
atctgtccgt 
agcatgggca 
caaattggca 
atgcgcagat 
cagcaaactg 
ggtggagcat 
ccaggaagtg 
tgaatattca 



aaaatgaagt 
ggtgtgtttc 
gaacaacatt 
tacgatgagc 
gatgagtctg 
gccattccaa 
cccgaaagaa 
gaaaggccag 
ggacactatt 
tactatgctg 
agctgcctga 
cagagaatga 
gtagctcgtc 
acagacctga 
gacagggcgg 
cagacttgct 
gacaccatgc 
tgcaagaact 
agaagacacc 



gggtaacctt 
gccgagaagc 
tcaaaggcct 
atgccaaatt 
ccgccaactg 
acctccgtga 
acgaatgttt 
aggctgaggc 
tgcatgaagt 
agcagtacaa 
ccccgaagct 
agtgctccag 
tgagccagac 
ccaaagtcaa 
aacttgccaa 
gcgataaacc 
ctgctgatct 
atgctgaggc 
ctgattactc 



tctcctcctc 
acacaagagt 
agtcctgatt 
agtgcaggaa 
tgacaaatcc 
aaactatggt 
cctgcaacac 
catgtgcacc 
tgccagaaga 
tgagattctg 
tgatggtgtg 
tatgcagaag 
attccccaat 
caaggagtgc 
gtacatgtgt 
actgttgaag 
gcctgccatt 
caaggatgtc 
tgtatccctg 



60 

120 

180 * 

240 

300 

360 

420 

480 

540 

600 

660 

720 

780 

840 

900 

960 

1020 

1080 

1140 
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ttgctgagac 
cctcccgcat 
aacttggtca 
gccattctag 
gctgcaagaa 
ctgccttgtg 
aagaccccag 
ccatgcttct 
accttcacct 
caaacggctc 
actgtcatgg 
acctgcttct 
acacatcaca 
actcatcttt 
tgacttcttg 
aaaaaaaaaa 



ttgctaagaa 
gctacggcac 
aaaccaactg 
ttcgctacac 
acctaggaag 
tggaagacta 
tgagtgagca 
ctgctctgac 
tccactctga 
ttgctgagct 
atgactttgc 
cgactgaggg 
accacaacct 
tctgttggtg 
tctctgtgct 



atatgaagcc 
agtgcttgct 
tgatctttac 
ccagaaagca 
agtgggcacc 
tctgtctgca 
tgttaccaag 
agttgatgaa 
tatctgcaca 
ggtgaagcac 
acagttcctg 
tccaaacctt 
tctcaggcta 
taaaatcaac 
gcaattaata 



actctggaaa 
gaatttcagc 
gagaagcttg 
cctcaggtgt 
aagtgttgta 
atcctgaacc 
tgctgtagtg 
acatatgtcc 
cttccagaga 
aagcccaagg 
gatacatgtt 
gtcactagat 
ccctgagaaa 
accctaggaa 
aaaaatggaa 



agtgctgcgc 
ctcttgtaga 
gagaatatgg 
caaccccaac 
cacttcctga 
gtgtgtgtct 
gatccctggt 
ccaaagagtt 
aggagaagca 
ctacagcgga 
gcaaggctgc 
gcaaagacgc 
aaaagacatg 
cacaaatttc 
agaatctaaa 



tgaagccaat 12 00 
agagcctaag 12 60 
attccaaaat 1320 
tctcgtggag 1380 
agatcagaga 1440 
gctgcatgag 1500 
ggaaaggcgg 1560 
taaagctgag 1620 
gattaagaaa 1680 
gcaactgaag 1740 
tgacaaggac 1800 
cttagcctaa 1860 
aagactcagg 1920 
tttaaacatt 1980 
aaaaaaaaaa 2040 
2050 



<210> 1154 
<211> 608 
<212> PRT 

<213> Mus musculus 
<400> 1154 

Met Lys Trp Val Thr Phe Leu Leu Leu Leu Phe Val Ser Gly Ser Ala 
15 10 15 

Phe Ser Arg Gly Val Phe Arg Arg Glu Ala His Lys Ser Glu lie Ala 
20 25 30 

His Arg Tyr Asn Asp Leu Gly Glu Gin His Phe Lys Gly Leu Val Leu 
35 40 45 

lie Ala Phe Ser Gin Tyr Leu Gin Lys Cys Ser Tyr Asp Glu His Ala 
50 55 60 

Lys Leu Val Gin Glu Val Thr Asp Phe Ala Lys Thr Cys Val Ala Asp 
65 70 75 80 

Glu Ser Ala Ala Asn Cys Asp Lys Ser Leu His Thr Leu Phe Gly Asp 
85 90 95 

Lys Leu Cys Ala lie Pro Asn Leu Arg Glu Asn Tyr Gly Glu Leu Ala 
100 105 110 

Asp Cys Cys Thr Lys Gin Glu Pro Glu Arg Asn Glu Cys Phe Leu Gin 
115 120 125 

His Lys Asp Asp Asn Pro Ser Leu Pro Pro Phe Glu Arg Pro Glu Ala 
130 135 140 

Glu Ala Met Cys Thr Ser Phe Lys Glu Asn Pro Thr Thr Phe Met Gly 
145 150 155 160 

His Tyr Leu His Glu Val Ala Arg Arg His Pro Tyr Phe Tyr Ala Pro 
165 170 175 

Glu Leu Leu Tyr Tyr Ala Glu Gin Tyr Asn Glu lie Leu Thr Gin Cys 
180 185 190 

Cys Ala Glu Ala Asp Lys Glu Ser Cys Leu Thr Pro Lys Leu Asp Gly 
195 200 205 



Val Lys Glu Lys Ala Leu Val Ser Ser Val Arg Gin Arg Met Lys Cys 
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210 215 220 

Ser Ser Met Gin Lys Phe Gly Glu Arg Ala Phe Lys Ala Trp Ala Val 
225 230 235 240 

Ala Arg Leu Ser Gin Thr Phe Pro Asn Ala Asp Phe Ala Glu lie Thr 
245 250 255 

Lys Leu Ala Thr Asp Leu Thr Lys Val Asn Lys Glu Cys Cys His Gly 
260 265 270 

Asp Leu Leu Glu Cys Ala Asp Asp Arg Ala Glu Leu Ala Lys Tyr Met 
275 280 285 

Cys Glu Asn Gin Ala Thr lie Ser Ser Lys Leu Gin Thr Cys Cys Asp 
290 295 300 

Lys Pro Leu Leu Lys Lys Ala His Cys Leu Ser Glu Val Glu His Asp 
305 310 315 320 

Thr Met Pro Ala Asp Leu Pro Ala lie Ala Ala Asp Phe Val Glu Asp 
325 330 335 

Gin Glu Val Cys Lys Asn Tyr Ala Glu Ala Lys Asp Val Phe Leu Gly 
340 345 350 

Thr Phe Leu Tyr Glu Tyr Ser Arg Arg His Pro Asp Tyr Ser Val Ser 
355 360 365 

Leu Leu Leu Arg Leu Ala Lys Lys Tyr Glu Ala Thr Leu Glu Lys Cys 
370 375 380 

Cys Ala Glu Ala Asn Pro Pro Ala Cys Tyr Gly Thr Val Leu Ala Glu 
385 390 395 400 

Phe Gin Pro Leu Val Glu Glu Pro Lys Asn Leu Val Lys Thr Asn Cys 
405 410 415 

Asp Leu Tyr Glu Lys Leu Gly Glu Tyr Gly Phe Gin Asn Ala lie Leu 
420 425 430 

Val Arg Tyr Thr Gin Lys Ala Pro Gin Val Ser Thr Pro Thr Leu Val 
435 440 445 

Glu Ala Ala Arg Asn Leu Gly Arg Val Gly Thr Lys Cys Cys Thr Leu 
450 455 460 

Pro Glu Asp Gin Arg Leu Pro Cys Val Glu Asp Tyr Leu Ser Ala lie 
465 470 475 480 

Leu Asn Arg Val Cys Leu Leu His Glu Lys Thr Pro Val Ser Glu His 
485 490 495 

Val Thr Lys Cys Cys Ser Gly Ser Leu Val Glu Arg Arg Pro Cys Phe 
500 505 510 

Ser Ala Leu Thr Val Asp Glu Thr Tyr Val Pro Lys Glu Phe Lys Ala 
515 520 525 

Glu Thr Phe Thr Phe His Ser Asp lie Cys Thr Leu Pro Glu Lys Glu 
530 535 540 

Lys Gin lie Lys Lys Gin Thr Ala Leu Ala Glu Leu Val Lys His Lys 
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545 



550 



555 



560 



Pro Lys Ala Thr Ala Glu Gin Leu Lys Thr Val Met Asp Asp Phe Ala 

565 570 575 

Gin Phe Leu Asp Thr Cys Cys Lys Ala Ala Asp Lys Asp Thr Cys Phe 
580 585 590 

Ser Thr Glu Gly Pro Asn Leu Val Thr Arg Cys Lys Asp Ala Leu Ala 
595 600 605 



<210> 1155 
<211> 1883 
<212> DNA 
<213> Bos taurus 



<400> 1155 
gtcgactttg 
gcttattcca 
aaagatttgg 
cagcagtgtc 
acatgtgttg 
gatgaattgt 
gagaaacaag 
ctccctaaat 
aagttttggg 
gaactccttt 
gataaaggtg 
tctgccagac 
gcatggtcag 
aagctagtga 
tgcgcagatg 
agtaaactga 
gtagaaaaag 
aaggatgttt 
gaatattc'aa 
tatgaagcca 
gtgtttgaca 
gaccaattcg 
aggaaagtac 
gtgggtacta 
ctgagcttga 
gtcaccaagt 
cctgatgaaa 
atatgcacac 
ttgaaacaca 
gcttttgtag 
ccaaaacttg 
ctcagcctac 



gcacaatgaa 
ggggtgtgtt 
gagaagaaca 
catttgatga 
ctgatgagtc 
gtaaagttgc 
agcctgaaag 
tgaaaccaga 
gaaaatacct 
actatgctaa 
cctgcctgct 
agagactcag 
tagctcgcct 
cagatctcac 
acagggcaga 
aggaatgctg 
atgccatacc 
gcaaaaacta 
gaaggcatcc 
cactggagga 
aacttaagca 
aaaaacttgg 
cccaagtgtc 
ggtgttgtac 
tcctgaaccg 
gctgcacaga 
catatgtacc 
ttcccgatac 
agcccaaggc 
acaagtgctg 
ttgtttcaac 
cctgagagtc 



gtgggtgact 
tcgtcgagat 
ttttaaaggc 
gcatgtaaaa 
ccatgccggc 
atcccttcgt 
aaatgaatgc 
ccccaatact 
atacgaaatt 
taaatataat 
accaaagatt 
gtgtgccagt 
gagccagaaa 
aaaagtccac 
tcttgccaag 
tgataagcct 
tgaaaacctg 
tcaggaagca 
tgaatatgct 
atgctgtgcc 
tcttgtggat 
agagtatgga 
aactccaact 
aaagccggaa 
gttgtgcgtg 
gtcattggtg 
caaagccttt 
tgagaaacaa 
aacagaggaa 
tgcagctgat 
tcaaacagcc 
gac 



tttatttctc 
acacacaaga 
ctggtactga 
ttagtgaacg 
tgtgaaaagt 
gaaacctatg 
ttcctgagcc 
ttgtgtgatg 
gctagaagac 
ggagtttttc 
gaaactatga 
attcaaaaat 
tttcccaagg 
aaggaatgct 
tacatatgtg 
ttgttggaaa 
cccccattaa 
aaagatgcct 
gtctcagtgc 
aaagatgatc 
gagcctcaga 
ttccaaaatg 
ctcgtggagg 
tcagaaagaa 
ctgcatgaga 
aacagacggc 
gatgagaaat 
atcaagaaac 
caactgaaaa 
gacaaagagg 
ttagcctaaa 



ttctccttct 
gtgagattgc 
ttgccttttc 
aactaactga 
cacttcacac 
gtgacatggc 
acaaagatga 
agtttaaggc 
atccctactt 
aagaatgctg 
gagaaaaagt 
ttggagaaag 
ctgagtttgt 
gccatggtga 
ataatcaaga 
aatcccactg 
ctgctgactt 
tcctgggctc 
tattgagact 
cacatgcatg 
atttaatcaa 
cgctcatagt 
tttcaagaag 
tgccctgtac 
agacaccagt 
catgtttctc 
tgttcacctt 
aaactgcact 
ccgtcatgga 
cctgctttgc 
cacgacacaa 



cttcagctct 
tcatcggttt 
tcagtatctc 
gtttgcaaaa 
tctctttgga 
tgactgctgt 
tagcccagac 
agatgaaaag 
ttatgcacca 
ccaagctgaa 
actgacttca 
agctttaaaa 
agaagttacc 
cctacttgaa 
tacaatctcc 
cattgctgag 
tgctgaagat 
gtttttgtat 
tgccaaggaa 
ctattccaca 
acaaaactgt 
tcgttacacc 
cctaggaaaa 
tgaagactat 
gagtgaaaaa 
tgctctgaca 
ccatgcagat 
tgttgagctg 
gaattttgtg 
tgtggagggt 
ccacaggcat 



60 
120 
180 
240 
300 
360 
420 
480 
540 
600 
660 
720 
780 
840 
900 
960 
1020 
1080 
1140 
1200 
1260 
1320 
1380 
1440 
1500 
1560 
1620 
1680 
1740 
1800 
1860 
1883 



<210> 1156 
<211> 607 
<212> PRT 
<213> Bos taurus 

<400> 1156 

Met Lys Trp Val Thr Phe lie Ser Leu Leu Leu Leu Phe Ser Ser Ala 
15 10 15 



Tyr Ser Arg Gly Val Phe Arg Arg Asp Thr His Lys Ser Glu lie Ala 
20 25 30 
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His Arg Phe Lys Asp Leu Gly Glu Glu His Phe Lys Gly Leu Val Leu 
35 40 45 



lie Ala Phe Ser 
50 

Lys Leu Val Asn 
65 

Glu Ser His Ala 



Glu Leu Cys Lys 
100 

Asp Cys Cys Glu 
115 

His Lys Asp Asp 
130 

Thr Leu Cys Asp 
145 

Tyr Leu Tyr Glu 



Leu Leu Tyr Tyr 
180 

Gin Ala Glu Asp 
195 

Arg Glu Lys Val 
210 

Ser lie Gin Lys 
225 

Arg Leu Ser Gin 



Leu Val Thr Asp 
260 

Leu Leu Glu Cys 
275 

Asp Asn Gin Asp 
290 

Pro Leu Leu Glu 
305 

He Pro Glu Asn 



Asp Val Cys Lys 
340 

Phe Leu Tyr Glu 
355 



Gin Tyr Leu Gin 
55 

Glu Leu Thr Glu 
70 

Gly Cys Glu Lys 
85 

Val Ala Ser Leu 



Lys Gin Glu Pro 
120 

Ser Pro Asp Leu 
135 

Glu Phe Lys Ala 
150 

He Ala Arg Arg 
165 

Ala Asn Lys Tyr 



Lys Gly Ala Cys 
200 

Leu Thr Ser Ser 
215 

Phe Gly Glu Arg 
230 

Lys Phe Pro Lys 
245 

Leu Thr Lys Val 



Ala Asp Asp Arg 
280 

Thr He Ser Ser 
295 

Lys Ser His Cys 
310 

Leu Pro Pro Leu 
325 

Asn Tyr Gin Glu 



Tyr Ser Arg Arg 
360 



Gin Cys Pro Phe 
60 

Phe Ala Lys Thr 
75 

Ser Leu His Thr 
90 

Arg Glu Thr Tyr 
105 

Glu Arg Asn Glu 



Pro Lys Leu Lys 
140 

Asp Glu Lys Lys 
155 

His Pro Tyr Phe 
170 

Asn Gly Val Phe 
185 

Leu Leu Pro Lys 



Ala Arg Gin Arg 
220 

Ala Leu Lys Ala 
235 

Ala Glu Phe Val 
250 

His Lys Glu Cys 
265 

Ala Asp Leu Ala 



Lys Leu Lys Glu 
300 

He Ala Glu Val 
315 

Thr Ala Asp Phe 
330 

Ala Lys Asp Ala 
345 

His Pro Glu Tyr 



Asp Glu His Val 



Cys Val Ala Asp 
80 

Leu Phe Gly Asp 
95 

Gly Asp Met Ala 
110 

Cys Phe Leu Ser 
125 

Pro Asp Pro Asn 



Phe Trp Gly Lys 
160 

Tyr Ala Pro Glu 
175 

Gin Glu Cys Cys 
190 

He Glu Thr Met 
205 

Leu Arg Cys Ala 



Trp Ser Val Ala 
240 

Glu Val Thr Lys 
255 

Cys His Gly Asp 
270 

Lys Tyr He Cys 
285 

Cys Cys Asp Lys 



Glu Lys Asp Ala 
320 

Ala Glu Asp Lys 
335 

Phe Leu Gly Ser 
350 

Ala Val Ser Val 
365 
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Leu Leu Arg Leu Ala Lys Glu Tyr Glu Ala Thr Leu Glu Glu Cys Cys 
370 375 380 



Ala Lys Asp Asp Pro His Ala Cys Tyr Ser Thr Val Phe Asp Lys Leu 
385 390 395 400 

Lys His Leu Val Asp Glu Pro Gin Asn Leu lie Lys Gin Asn Cys Asp 
405 410 415 

Gin Phe Glu Lys Leu Gly Glu Tyr Gly Phe Gin Asn Ala Leu lie Val 
420 425 430 

Arg Tyr Thr Arg Lys Val Pro Gin Val Ser Thr Pro Thr Leu Val Glu 
435 440 445 

Val Ser Arg Ser Leu Gly Lys Val Gly Thr Arg Cys Cys Thr Lys Pro 
450 455 460 

Glu Ser Glu Arg Met Pro Cys Thr Glu Asp Tyr Leu Ser Leu lie Leu 
465 470 475 480 

Asn Arg Leu Cys Val Leu His Glu Lys Thr Pro Val Ser Glu Lys Val 
485 490 495 

Thr Lys Cys Cys Thr Glu Ser Leu Val Asn Arg Arg Pro Cys Phe Ser 
500 505 510 

Ala Leu Thr Pro Asp Glu Thr Tyr Val Pro Lys Ala Phe Asp Glu Lys 
515 520 525 

Leu Phe Thr Phe His Ala Asp lie Cys Thr Leu Pro Asp Thr Glu Lys 
530 535 540 

Gin lie Lys Lys Gin Thr Ala Leu Val Glu Leu Leu Lys His Lys Pro 
545 550 555 560 

Lys Ala Thr Glu Glu Gin Leu Lys Thr Val Met Glu Asn Phe Val Ala 
565 570 575 

Phe Val Asp Lys Cys Cys Ala Ala Asp Asp Lys Glu Ala Cys Phe Ala 
580 585 590 

Val Glu Gly Pro Lys Leu Val Val Ser Thr Gin Thr Ala Leu Ala 
595 600 605 



<210> 1157 
<211> 2030 
<212> DNA 

<213> Equus callabus 



<400> 1157 
acaatgaagt 
ggcgtgttgc 
gaaaaacatt 
tttgaggacc 
gatgagtcag 
acagttgcaa 
cctgagagaa 
aaaccagaac 
aaatacctgt 
cacgctgagg 
tgtctgatac 



gggtaacctt 
gtcgtgatac 
tcaaaggcct 
acgtaaaatt 
ctgaaaattg 
ctcttcgtgc 
atgaatgctt 
cggacgctca 
atgaagttgc 
aatataaagc 
cgaagcttga 



tgtttccctt 
acacaagagt 
ggtgctggtt 
agtgaatgaa 
tgacaagtca 
aacctacggt 
cctgacacac 
gtgcgccgcc 
cagaagacat 
agattttaca 
tgctttgaag 



ctctttctct 
gagattgctc 
gccttttctc 
gtaactgaat 
cttcatactc 
gaactggctg 
aaagatgatc 
ttccaggaag 
ccttactttt 
gaatgctgtc 
gaaagaatac 



tcagctctgc 
atcggtttaa 
agtatctcca 
ttgcaaaaaa 
tttttggaga 
actgctgtga 
acccgaacct 
atccagacaa 
acggcccaga 
cagctgatga 
tgctttcatc 



ttattccaga 60 
tgatttggga 120 
gcagtgccca 180 
atgtgctgct 240 
taaactgtgt 300 
aaaacaagaa 360 
ccccaagctg 420 
gtttctggga 480 
actacttttc 540 
taagctggcc 600 
tgccaaagag 660 
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agactcaagt gctccagttt ccaaaatttt ggggagagag ctgtcaaagc atggtcagta 720 
gctcgcctga gccagaaatt tcccaaggct gactttgcag aggtttccaa gatagtgaca 780 
gatcttacca aagtccacaa ggaatgctgc cacggtgacc tgcttgaatg tgccgatgac 840 
agggcggatc ttgccaagta catatgtgaa catcaagatt caatctctgg caaactgaaa 900 
gcatgctgtg ataaaccttt gttgcaaaaa tcccactgca ttgccgaggt gaaagaagat 960 
gacctgccta gtgacctgcc tgcattagct gctgattttg ctgaagataa ggaaatctgc 1020 
aaacactata aggatgccaa agatgtcttc ctgggcacgt ttttgtatga atactcaaga 1080 
aggcatcctg attactccgt ctccttgctg ttgagaattg ccaagacata tgaagccacg 1140 
ctggagaagt gctgtgcgga ggccgaccct cctgcgtgct accgcacagt gtttgatcag 12 00 
tttacacctc ttgtggagga gcctaagagt ttagtcaaga aaaactgtga cctttttgaa 1260 
gaggttggag agtatgactt tcaaaatgcg ctcatagttc gttacaccaa gaaagcaccc 1320 
caggtgtcaa ctccaactct cgtggagatt ggaaggaccc tggggaaagt gggcagcaga 13 80 
tgctgtaaac ttcctgaatc agaaagattg ccctgttctg aaaaccatct ggccttggcc 1440 
ctgaaccggt tgtgtgtgtt gcatgagaag acaccagtga gtgagaagat taccaaatgc 1500 
tgcacggatt ccttggcgga aagacggcca tgcttttctg ctctggaact cgatgaagga 1560 
tatgttccca aagaatttaa ggctgaaaca ttcaccttcc atgcagatat atgcacactt 1620 
cctgaagatg agaaacaaat caagaaacaa tctgcacttg ctgaactggt gaaacacaag 1680 
cccaaggcaa caaaagaaca actgaaaact gtcctgggaa atttctcagc ctttgtagcc 1740 
aagtgctgcg gacgtgagga caaagaggcc tgctttgctg aggagggtcc aaaacttgtt 1800 
gcttcgagtc aacttgcctt agcctaaaaa caacgcaatc acgagcatct cagcctaccc 1860 
tgagaataag agaaagaaag ggaaatgaag acccagagct tattcatctg tttttatttt 1920 
ctgttggtgt aaaaccaaca ctctgtctaa aaaaacacaa atttctttaa acattttgcc 1980 
tcttttctct gtgctgcaat taataaaaaa aatgaaaaca atctaacata 2030 

<210> 1158 
<211> 607 
<212> PRT 

<213> Equus callabus 
<400> 1158 

Met Lys Trp Val Thr Phe Val Ser Leu Leu Phe Leu Phe Ser Ser Ala 
15 10 15 

Tyr Ser Arg Gly Val Leu Arg Arg Asp Thr His Lys Ser Glu lie Ala 
20 25 30 

His Arg Phe Asn Asp Leu Gly Glu Lys His Phe Lys Gly Leu Val Leu 
35 40 45 

Val Ala Phe Ser Gin Tyr Leu Gin Gin Cys Pro Phe Glu Asp His Val 
50 55 60 

Lys Leu Val Asn Glu Val Thr Glu Phe Ala Lys Lys Cys Ala Ala Asp 
65 70 75 80 

Glu Ser Ala Glu Asn Cys Asp Lys Ser Leu His Thr Leu Phe Gly Asp 
85 90 95 

Lys Leu Cys Thr Val Ala Thr Leu Arg Ala Thr Tyr Gly Glu Leu Ala 
100 105 110 

Asp Cys Cys Glu Lys Gin Glu Pro Glu Arg Asn Glu Cys Phe Leu Thr 
115 120 125 

His Lys Asp Asp His Pro Asn Leu Pro Lys Leu Lys Pro Glu Pro Asp 
130 135 140 

Ala Gin Cys Ala Ala Phe Gin Glu Asp Pro Asp Lys Phe Leu Gly Lys 
145 150 155 160 

Tyr Leu Tyr Glu Val Ala Arg Arg His Pro Tyr Phe Tyr Gly Pro Glu 
165 170 175 
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Leu Leu Phe His Ala Glu Glu Tyr Lys Ala Asp Phe Thr Glu Cys Cys 
180 185 190 

Pro Ala Asp Asp Lys Leu Ala Cys Leu lie Pro Lys Leu Asp Ala Leu 
195 200 205 

Lys Glu Arg lie Leu Leu Ser Ser Ala Lys Glu Arg Leu Lys Cys Ser 
210 215 220 

Ser Phe Gin Asn Phe Gly Glu Arg Ala Val Lys Ala Trp Ser Val Ala 
225 230 235 240 

Arg Leu Ser Gin Lys Phe Pro Lys Ala Asp Phe Ala Glu Val Ser Lys 
245 250 255 

lie Val Thr Asp Leu Thr Lys Val His Lys Glu Cys Cys His Gly Asp 
260 265 270 

Leu Leu Glu Cys Ala Asp Asp Arg Ala Asp Leu Ala Lys Tyr lie Cys 
275 280 285 

Glu His Gin Asp Ser lie Ser Gly Lys Leu Lys Ala Cys Cys Asp Lys 
290 295 300 

Pro Leu Leu Gin Lys Ser His Cys lie Ala Glu Val Lys Glu Asp Asp 
305 310 315 320 

Leu Pro Ser Asp Leu Pro Ala Leu Ala Ala Asp Phe Ala Glu Asp Lys 
325 330 335 

Glu lie Cys Lys His Tyr Lys Asp Ala Lys Asp Val Phe Leu Gly Thr 
340 345 350 

Phe Leu Tyr Glu Tyr Ser Arg Arg His Pro Asp Tyr Ser Val Ser Leu 
355 360 365 

Leu Leu Arg lie Ala Lys Thr Tyr Glu Ala Thr Leu Glu Lys Cys Cys 
370 375 380 

Ala Glu Ala Asp Pro Pro Ala Cys Tyr Arg Thr Val Phe Asp Gin Phe 
385 390 395 400 

Thr Pro Leu Val Glu Glu Pro Lys Ser Leu Val Lys Lys Asn Cys Asp 
405 410 415 

Leu Phe Glu Glu Val Gly Glu Tyr Asp Phe Gin Asn Ala Leu lie Val 
420 425 430 

Arg Tyr Thr Lys Lys Ala Pro Gin Val Ser Thr Pro Thr Leu Val Glu 
435 440 445 

lie Gly Arg Thr Leu Gly Lys Val Gly Ser Arg Cys Cys Lys Leu Pro 
450 455 460 

Glu Ser Glu Arg Leu Pro Cys Ser Glu Asn His Leu Ala Leu Ala Leu 
465 470 475 480 

Asn Arg Leu Cys Val Leu His Glu Lys Thr Pro Val Ser Glu Lys lie 
485 490 495 

Thr Lys Cys Cys Thr Asp Ser Leu Ala Glu Arg Arg Pro Cys Phe Ser 
500 505 510 
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Ala Leu Glu Leu Asp Glu Gly Tyr Val Pro Lys Glu Phe Lys Ala Glu 
515 520 525 

Thr Phe Thr Phe His Ala Asp lie Cys Thr Leu Pro Glu Asp Glu Lys 
530 535 540 

Gin lie Lys Lys Gin Ser Ala Leu Ala Glu Leu Val Lys His Lys Pro 
545 550 555 560 

Lys Ala Thr Lys Glu Gin Leu Lys Thr Val Leu Gly Asn Phe Ser Ala 
565 570 575 

Phe Val Ala Lys Cys Cys Gly Arg Glu Asp Lys Glu Ala Cys Phe Ala 
580 585 590 

Glu Glu Gly Pro Lys Leu Val Ala Ser Ser Gin Leu Ala Leu Ala 
595 600 605 

<210> 1159 
<211> 2089 
<212> DNA 
<213> Ovis aries 



<400> 1159 
gaattccttt 
cttttatttc 
atacacacaa 
gcctggtgct 
aattagtgaa 
gttgtgataa 
gcgaaaccta 
gcttcctgaa 
ctttgtgtgc 
ttgccagaag 
atggagtttt 
ttgacgctat 
gtattcaaaa 
aatttcccaa 
acaaggagtg 
agtacatatg 
ctgtgttgga 
tgcccccatt 
caaaagacgt 
ctgtctcagt 
ccaaagaaga 
atgagcctca 
gattccaaaa 
ctctggtgga 
aatcagaaag 
tgttgcatga 
tgaacagacg 
tcgatgagaa 
aaatcaagaa 
aacaactgaa 
atgacaaaga 
ccttagccta 
aaagagaaat 
acctacaccc 
tacaattaat 



tttttctttt 
ccttctcctt 
gagtgagatt 
gattgccttt 
ggagctaact 
gtcacttcac 
tggtgacatg 
tcacaaagat 
cgagtttaag 
acatccctac 
tcaagaatgc 
gagagaaaaa 
attcggagaa 
ggctgacttt 
ttgccatggt 
tgatcatcaa 
aaaatcccac 
aactgctgac 
cttcctgggc 
gctattgaga 
tccacatgcc 
gaatttaatc 
tgcgctcata 
gatttcaaga 
aatgccctgt 
gaagacacca 
gccatgtttc 
atttttcacc 
acaaactgca 
aaccgttatg 
aggctgcttt 
aacacgacac 
gaaaactcag 
tctctaaaga 
aaaaaatgaa 



ctatcaaccc 
ctcttcagct 
gctcatcggt 
tctcagtatc 
gagtttgcaa 
actctctttg 
gccgactgct 
gatagcccag 
gcagatgaaa 
ttttatgcac 
tgccaagctg 
gtactggctt 
agagctttaa 
acagatgtta 
gacctgcttg 
gacgcactct 
tgcattgctg 
tttgctgaag 
tcgtttttgt 
cttgccaagg 
tgctatgcca 
aaaaaaaact 
gttcgttaca 
agcctaggaa 
accgaagact 
gtgagtgaaa 
tctgatctga 
ttccatgcag 
cttgttgagc 
gagaattttg 
gttctggagg 
aaccacaagc 
agcttattca 
acataaattt 
aagactctaa 



cacaaacctt 
ctgcttattc 
ttaatgattt 
tccagcagtg 
aaacatgtgt 
gagatgaatt 
gtgagaaaca 
acctccctaa 
agaagttttg 
cagaactcct 
aagataaagg 
catctgccag 
aagcatggtc 
ccaagatagt 
aatgcgcaga 
ccagtaaact 
aggtagataa 
ataaggaggt 
atgaatattc 
aatatgaagc 
cagtgtttga 
gtgagctatt 
ccaggaaagc 
aagtgggcac 
atctgagctt 
aagtcaccaa 
cacttgacga 
atatatgcac 
tgttgaaaca 
tggcttttgt 
gtccaaaact 
atctcagcct 
tctgttcttc 
ctttaaatat 
aaaaaaaaaa 



tggcacaatg 
caggggtgtg 
gggagaagaa 
tccatttgac 
tgctgatgag 
gtgtaaagtt 
agagcctgaa 
actgaaacca 
gggaaaatac 
ttactatgct 
tgcctgccta 
acagagactc 
agtagctcgc 
gacagatctc 
cgacagggca 
gaaggaatgc 
agatgccgtg 
ttgcaaaaac 
aagaaggcat 
cacactggag 
caaacttaag 
cgaaaaacat 
accccaagtg 
taagtgttgt 
gatcctgaac 
gtgctgcacg 
aacatatgta 
acttcctgat 
caagcccaag 
agacaagtgc 
tgttgcttca 
accctgagag 
ttttcgggtg 
tttgcttctt 
aaggaattc 



aagtgggtga 60 
tttcgtcgag 120 
aattttcaag 180 
gaacatgtaa 240 
tcacatgccg 300 
gcaacccttc 360 
agaaatgaat 420 
gagcccgata 480 
ctatacgaag 540 
aataaatata 600 
ctaccaaaga 660 
aggtgtgcca 720 
ctgagccaga 780 
actaaggtcc 840 
gatcttgcca 900 
tgtgataagc 960 
cctgaaaacc 1020 
tatcaggaag 1080 
cctgagtatg 1140 
gactgctgtg 1200 
catcttgtgg 1260 
ggagagtatg 132 0 
tcaactccaa 1380 
gcaaagcctg 1440 
cggttgtgcg 1500 
gagtcattgg 1560 
cccaaaccct 1620 
actgagaaac 1680 
gcaacagatg 1740 
tgtgcagctg 1800 
actcaagcag 1860 
tgagacgaaa 1920 
ttggtgttaa 1980 
ttgtttgtgc 2040 
2089 



<210> 1160 
<211> 607 
<212> PRT 
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<213> Ovis aries 



<400> 1160 
Met Lys Trp Val 
1 

Tyr Ser Arg Gly 
20 

His Arg Phe Asn 
35 

lie Ala Phe Ser 
50 

Lys Leu Val Lys 
65 

Glu Ser His Ala 



Glu Leu Cys Lys 
100 

Asp Cys Cys Glu 
115 

His Lys Asp Asp 
130 

Thr Leu Cys Ala 
145 

Tyr Leu Tyr Glu 



Leu Leu Tyr Tyr 
180 

Gin Ala Glu Asp 
195 

Arg Glu Lys Val 
210 

Ser lie Gin Lys 
225 

Arg Leu Ser Gin 



lie Val Thr Asp 
260 

Leu Leu Glu Cys 
275 

Asp His Gin Asp 
290 

Pro Val Leu Glu 
305 



Thr Phe lie Ser 
5 

Val Phe Arg Arg 



Asp Leu Gly Glu 
40 

Gin Tyr Leu Gin 
55 

Glu Leu Thr Glu 
70 

Gly Cys Asp Lys 
85 

Val Ala Thr Leu 



Lys Gin Glu Pro 
120 

Ser Pro Asp Leu 
135 

Glu Phe Lys Ala 
150 

Val Ala Arg Arg 
165 

Ala Asn Lys Tyr 



Lys Gly Ala Cys 
200 

Leu Ala Ser Ser 
215 

Phe Gly Glu Arg 
230 

Lys Phe Pro Lys 
245 

Leu Thr Lys Val 



Ala Asp Asp Arg 
280 

Ala Leu Ser Ser 
295 

Lys Ser His Cys 
310 



Leu Leu Leu Leu 
10 

Asp Thr His Lys 
25 

Glu Asn Phe Gin 



Gin Cys Pro Phe 
60 

Phe Ala Lys Thr 
75 

Ser Leu His Thr 
90 

Arg Glu Thr Tyr 
105 

Glu Arg Asn Glu 



Pro Lys Leu Lys 
140 

Asp Glu Lys Lys 
155 

His Pro Tyr Phe 
170 

Asn Gly Val Phe 
185 

Leu Leu Pro Lys 



Ala Arg Gin Arg 
220 

Ala Leu Lys Ala 
235 

Ala Asp Phe Thr 
250 

His Lys Glu Cys 
265 

Ala Asp Leu Ala 



Lys Leu Lys Glu 
300 

lie Ala Glu Val 
315 



Phe Ser Ser Ala 
15 

Ser Glu lie Ala 
30 

Gly Leu Val Leu 
45 

Asp Glu His Val 



Cys Val Ala Asp 
80 

Leu Phe Gly Asp 
95 

Gly Asp Met Ala 
110 

Cys Phe Leu Asn 
125 

Pro Glu Pro Asp 



Phe Trp Gly Lys 
160 

Tyr Ala Pro Glu 
175 

Gin Glu Cys Cys 
190 

lie Asp Ala Met 
205 

Leu Arg Cys Ala 



Trp Ser Val Ala 
240 

Asp Val Thr Lys 
255 

Cys His Gly Asp 
270 

Lys Tyr lie Cys 
285 

Cys Cys Asp Lys 



Asp Lys Asp Ala 
320 
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Val Pro Glu Asn Leu Pro Pro Leu Thr Ala Asp Phe Ala Glu Asp Lys 
325 330 335 

Glu Val Cys Lys Asn Tyr Gin Glu Ala Lys Asp Val Phe Leu Gly Ser 
340 345 350 

Phe Leu Tyr Glu Tyr Ser Arg Arg His Pro Glu Tyr Ala Val Ser Val 
355 360 365 

Leu Leu Arg Leu Ala Lys Glu Tyr Glu Ala Thr Leu Glu Asp Cys Cys 
370 375 380 

Ala Lys Glu Asp Pro His Ala Cys Tyr Ala Thr Val Phe Asp Lys Leu 
385 390 395 400 

Lys His Leu Val Asp Glu Pro Gin Asn Leu lie Lys Lys Asn Cys Glu 
405 410 415 

Leu Phe Glu Lys His Gly Glu Tyr Gly Phe Gin Asn Ala Leu lie Val 
420 425 430 

Arg Tyr Thr Arg Lys Ala Pro Gin Val Ser Thr Pro Thr Leu Val Glu 
435 440 445 

lie Ser Arg Ser Leu Gly Lys Val Gly Thr Lys Cys Cys Ala Lys Pro 
450 455 460 

Glu Ser Glu Arg Met Pro Cys Thr Glu Asp Tyr Leu Ser Leu lie Leu 
465 470 475 480 

Asn Arg Leu Cys Val Leu His Glu Lys Thr Pro Val Ser Glu Lys Val 
485 490 495 

Thr Lys Cys Cys Thr Glu Ser Leu Val Asn Arg Arg Pro Cys Phe Ser 
500 505 510 

Asp Leu Thr Leu Asp Glu Thr Tyr Val Pro Lys Pro Phe Asp Glu Lys 
515 520 525 

Phe Phe Thr Phe His Ala Asp lie Cys Thr Leu Pro Asp Thr Glu Lys 
530 535 540 

Gin lie Lys Lys Gin Thr Ala Leu Val Glu Leu Leu Lys His Lys Pro 
545 550 555 560 

Lys Ala Thr Asp Glu Gin Leu Lys Thr Val Met Glu Asn Phe Val Ala 
565 570 575 

Phe Val Asp Lys Cys Cys Ala Ala Asp Asp Lys Glu Gly Cys Phe Val 
580 585 590 

Leu Glu Gly Pro Lys Leu Val Ala Ser Thr Gin Ala Ala Leu Ala 
595 600 605 

<210> 1161 
<211> 1957 
<212> DNA 

<213> Xenopus laevis 
<400> 1161 

tggatcaccc tgatttgtct gttaattagc tcctctttca ttgaatcaag gatacttttc 60 
aaaagagata cagatgcaga ccatcacaag catattgctg atgtatacac cgcattgact 12 0 
gagcggacct tcaaaggact tacattggct attgtctctc agaatctcca gaaatgttcg 180 
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ttggaggagt 
gacaaaactc 
gatccagcag 
gagagggctc 
cctgaggaaa 
catgaagagg 
caatatcaca 
gaaaagatga 
tgctggattc 
agccacagat 
cactttatta 
cttactgagc 
aatatacctt 
gctgaattgt 
gctgagaata 
gaattgtctg 
tgctgcaaaa 
gaagccaagg 
gaatatctct 
gatgaaacat 
gtacctgaaa 
atgtgtgaaa 
tcatattctg 
cccccagtta 
gaaaaacagc 
gaaaaaaatc 
actgcagatg 
caaaaactcc 
acatcttcca 
caactgtctg 



tatctaagc t 
ctgagtgtga 
tgggtgttaa 
agtgcttcaa 
cctgcaaatt 
caagaaacca 
aacttgctga 
agcaacttat 
tggataattt 
atcctaaagc 
aagattgttg 
atacctgtca 
tgcttgagcg 
ctcagccaat 
acgaagtttt 
aacaattcct 
cagacaatcc 
agagatttgc 
ttgaaaatga 
tgattggaat 
atcaaaggat 
ggcaaaagaa 
ggatgcgttc 
ctgatgacac 
atatcaaaca 
acattgatga 
aacaccagcc 
atccataaga 
tctctcacat 
ttgaaataaa 



ggtgaatgaa 
aaaaccagtg 
ttatgagtgg 
ggcgcacaga 
actcaaagaa 
tccagacctt 
acattgttgt 
gaaacaatct 
tcctgaaaaa 
tgaattcaag 
ccatgacgac 
acataaagat 
tacatactgc 
tacagaattt 
cttaggaaga 
tttgcaatct 
tcctgaatgc 
atatttgaaa 
attgctcata 
agcacaccaa 
gccatgtgca 
gacatttata 
atgctttact 
atttcacttt 
gaaattcctt 
atgttctgct 
atgttttgat 
gtccattaga 
gaaaaaagtt 
taaagcgttt 



ataaatgact 
ggcaccctgt 
agcaaagagt 
gatcatgaac 
caccctgatg 
tatccaccag 
gaagaagaag 
cattccattg 
gttcttaaag 
cttgcccata 
atgtttgaat 
gagttatcat 
attgtcacct 
acagaggacc 
tatctccatg 
gcaaaagaat 
tacaaggatg 
caaaactgtg 
agatacacaa 
atggcagata 
gaaggagacc 
aataaccacg 
gctcttggtc 
gacgacaaga 
gtgaagctga 
gaattcctta 
acagagaaac 
gcaaaggcca 
tcctccatct 
aaaatat 



ttgccaaatc 
tttttgacaa 
gctgtgccaa 
atacttcaat 
atcttctctc 
cagtattagc 
acaaggaaaa 
aagataagca 
cactaaattt 
attttactga 
gcatgactga 
caaaacttga 
tggaaaatga 
ctcatgtgtg 
ctgtgtcaag 
atgaatcttt 
gagctgacag 
atatcttgca 
agaaaatgcc 
ttggtgagca 
ttaccattct 
ttgctcattg 
cagatgagga 
tatgcactgc 
ttaaagttag 
agatggtaca 
cagtactgat 
gccttcaaac 
gaaaagaaaa 



ctgtattaat 240 
actctgtgca 300 
gcaagatcca 360 
aaagcctgaa 42 0 
agcgttcatt 480 
attaaccaag 540 
atgcttctca 600 
acatcatttc 660 
ggccagagtg 72 0 
ggaggttaca 780 
gaggctggag 840 
aaaatgctgt 900 
tgacgttcct 960 
tgagaagtat 1020 
aaaacaccag 1080 
gctgaacaag 1140 
atttatgaat 1200 
tgaacatgga 12 60 
ccaagtgtca 1320 
ctgctgtgcc 1380 
cattggaaaa 1440 
ctgcactgac 1500 
ctatgtacca 1560 
taatgataaa 1620 
tcctaaattg 1680 
gaaatgctgt 1740 
tgaacactgt 1800 
tcactgagga 1860 
tttgttcatt 1920 
1957 



<210> 1162 
<211> 605 
<212> PRT 

<213> Xenopus laevis 
<400> 1162 

Trp lie Thr Leu lie Cys Leu Leu lie Ser Ser Ser Phe lie Glu Ser 
15 10 15 

Arg lie Leu Phe Lys Arg Asp Thr Asp Ala Asp His His Lys His lie 
20 25 30 

Ala Asp Val Tyr Thr Ala Leu Thr Glu Arg Thr Phe Lys Gly Leu Thr 
35 40 45 

Leu Ala lie Val Ser Gin Asn Leu Gin Lys Cys Ser Leu Glu Glu Leu 
50 55 60 

Ser Lys Leu Val Asn Glu lie Asn Asp Phe Ala Lys Ser Cys lie Asn 
65 70 75 80 

Asp Lys Thr Pro Glu Cys Glu Lys Pro Val Gly Thr Leu Phe Phe Asp 
85 90 95 

Lys Leu Cys Ala Asp Pro Ala Val Gly Val Asn Tyr Glu Trp Ser Lys 
100 105 110 

Glu Cys Cys Ala Lys Gin Asp Pro Glu Arg Ala Gin Cys Phe Lys Ala 
115 120 125 



His Arg Asp His Glu His Thr Ser lie Lys Pro Glu Pro Glu Glu Thr 
130 135 140 
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Cys Lys Leu Leu Lys Glu His Pro Asp Asp Leu Leu Ser Ala Phe lie 
145 150 155 160 

His Glu Glu Ala Arg Asn His Pro Asp Leu Tyr Pro Pro Ala Val Leu 
165 170 175 

Ala Leu Thr Lys Gin Tyr His Lys Leu Ala Glu His Cys Cys Glu Glu 
180 185 190 

Glu Asp Lys Glu Lys Cys Phe Ser Glu Lys Met Lys Gin Leu Met Lys 
195 200 205 

Gin Ser His Ser lie Glu Asp Lys Gin His His Phe Cys Trp lie Leu 
210 215 220 

Asp Asn Phe Pro Glu Lys Val Leu Lys Ala Leu Asn Leu Ala Arg Val 
225 230 235 240 

Ser His Arg Tyr Pro Lys Ala Glu Phe Lys Leu Ala His Asn Phe Thr 
245 250 255 

Glu Glu Val Thr His Phe lie Lys Asp Cys Cys His Asp Asp Met Phe 
260 265 270 

Glu Cys Met Thr Glu Arg Leu Glu Leu Thr Glu His Thr Cys Gin His 
275 280 285 

Lys Asp Glu Leu Ser Ser Lys Leu Glu Lys Cys Cys Asn lie Pro Leu 
290 295 300 

Leu Glu Arg Thr Tyr Cys lie Val Thr Leu Glu Asn Asp Asp Val Pro 
305 310 315 320 

Ala Glu Leu Ser Gin Pro lie Thr Glu Phe Thr Glu Asp Pro His Val 
325 330 335 

Cys Glu Lys Tyr Ala Glu Asn Asn Glu Val Phe Leu Gly Arg Tyr Leu 
340 345 350 

His Ala Val Ser Arg Lys His Gin Glu Leu Ser Glu Gin Phe Leu Leu 
355 360 365 

Gin Ser Ala Lys Glu Tyr Glu Ser Leu Leu Asn Lys Cys Cys Lys Thr 
370 375 380 

Asp Asn Pro Pro Glu Cys Tyr Lys Asp Gly Ala Asp Arg Phe Met Asn 
385 390 395 400 

Glu Ala Lys Glu Arg Phe Ala Tyr Leu Lys Gin Asn Cys Asp lie Leu 
405 410 415 

His Glu His Gly Glu Tyr Leu Phe Glu Asn Glu Leu Leu lie Arg Tyr 
420 425 430 

Thr Lys Lys Met Pro Gin Val Ser Asp Glu Thr Leu lie Gly lie Ala 
435 440 445 

His Gin Met Ala Asp lie Gly Glu His Cys Cys Ala Val Pro Glu Asn 
450 455 460 

Gin Arg Met Pro Cys Ala Glu Gly Asp Leu Thr lie Leu lie Gly Lys 
465 470 475 480 
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Met Cys Glu Arg Gin Lys Lys Thr Phe lie Asn Asn His Val Ala His 
485 490 495 

Cys Cys Thr Asp Ser Tyr Ser Gly Met Arg Ser Cys Phe Thr Ala Leu 
500 505 510 

Gly Pro Asp Glu Asp Tyr Val Pro Pro Pro Val Thr Asp Asp Thr Phe 
515 520 525 



His Phe 
530 

lie Lys 
545 

Glu Lys 
Gin Lys 
Lys Pro 



Asp Asp Lys lie Cys Thr Ala Asn Asp Lys Glu Lys Gin His 
535 540 

Gin Lys Phe Leu Val Lys Leu lie Lys Val Ser Pro Lys Leu 

550 555 560 



Asn His lie 
565 

Cys Cys Thr 
580 

Val Leu lie 
595 



Asp Glu Cys Ser Ala Glu Phe Leu Lys Met Val 
570 575 

Ala Asp Glu His Gin Pro Cys Phe Asp Thr Glu 
585 590 

Glu His Cys Gin Lys Leu His Pro 
600 605 



<210> 1163 
<211> 2233 
<212> DNA 
<213> Salmo salar 



<400> 1163 
agattccgtc 
cctttcatca 
cggtctcagg 
aaatctttga 
gtgcctctca 
gaggactgcg 
ctggtggaga 
tgcttcgtgg 
gctgcagacc 
ttcaagttct 
ggttatggag 
accaagaaag 
tgcatcgtcc 
agtcagaaga 
gcgactgttg 
ctggtggatg 
tgctgtaagg 
aagccagacg 
acctttacca 
caccctgagt 
ctccagtgct 
gatattgata 
gctgccgtga 
ccccaggcct 
gcctgctgca 
gacgccatcg 
cactgctgca 
acagagttca 
accaaggaca 
cataagacca 
aaggagaagt 
ctggtttctg 



ctccatccat 
tgcagtggtt 
ctcagaacca 
tccttgtagg 
tcgcagaggc 
aaagagatgt 
agaacgatct 
accacaaggc 
agtgtgaaga 
ccaagagtaa 
aggttctgac 
ctactttcca 
acaagaaata 
tgcctcaggc 
ccccctgctg 
aggtgtgtgc 
aggatgcagt 
gtctgtctga 
agaccccgga 
cgtctcagca 
gcgacatgga 
agaagatcac 
gcgatgacag 
ccttcgacca 
aggacgagca 
acgccacatg 
accagtccta 
cgcccccaga 
gcaaggatct 
ccatcactga 
gctgtgctgc 
agagtgcaga 



ccctccttct 
gtctgtctgc 
gatctgtacc 
gctggctcag 
cttagccatg 
ggcggacctg 
gaagatgtgc 
caagattcct 
cttcaagaag 
cccgatgcta 
tacatgctgt 
acacgccgtc 
tggagaccgc 
ctctttccag 
cagcggagac 
tgatgagagt 
acacagaggg 
gcactatgac 
tgtagccatg 
ggtgattctg 
ggaccacgca 
tgatgagacg 
ctttgagaag 
gctccacatg 
aggccacttc 
tgacgactat 
ttccatgagg 
gctggatgcc 
gctgctctct 
ggatcatctg 
tgaggaccaa 
gctggtcaag 



ctccatccat 
agcctgttgg 
atcttcactg 
aatcttcccg 
ggcgtcaaat 
ttccagagcg 
tgtgagaaga 
cgggacctgt 
gaccacaagg 
cccccacatg 
ggagaggctg 
atgaaacgcg 
gttgtcaagg 
gagatgggag 
atggtcacat 
gtgttgtctc 
tcctgtgttg 
attcacgctg 
gggaagttgg 
aggttcgcca 
gagtgtgtca 
gactactaca 
agtatgatgg 
gtgtcagaga 
gtcctgcctt 
gacccctcca 
agacactgca 
agcagcttcc 
ggaaagaaac 
aagaccatct 
gcagcatgct 
gtttaggata 



ccctccgtcc 
tgctgctgag 
aggccaagga 
atagtacgtt 
gctgctcaga 
cggtgtgttc 
ctgccgctga 
ccctcaaagc 
cttttgttgg 
tggtcctggc 
aggcccagac 
tggctgaact 
ccaagaagct 
gcatggtaga 
gcatgaagga 
gcgcggcggg 
aggccatgaa 
acatagcagc 
tctatgagat 
aggaggctga 
aaaccgctct 
agaagatgtg 
tgtactacac 
cagtgcatga 
gcgcagagga 
gcattaaccc 
tcctggccat 
acatgggccc 
tactgtacgg 
ctactaaata 
tcactgagga 
gaattttgat 



gtgcgcctgt 
tgttttatcc 
agatggattc 
gggtgacttg 
cactcctcca 
ctctgagacc 
gaggacacac 
tgagctgccc 
gaggttcatc 
tatcgccaaa 
ctgcttcgac 
caggtccctg 
ggttcagtac 
caagatcgta 
gaggaagacc 
tctgtctgca 
gccagaccct 
agtctgccag 
ctcagtgcgt 
gcaggccttg 
ggcaggcagt 
tgctgctgag 
caggataatg 
tgtcctccat 
gaagctgacc 
ccacatcgcc 
ccagcctgac 
cgagctctgc 
tgtggtcaga 
tcacaccatg 
ggcacccaag 
gattttaatt 



60 

120 

180 

240 

300 

360 

42 0 

480 

540 

600 

660 

720 

780 

840 

900 

960 

1020 

1080 

1140 

1200 

1260 

1320 

1380 

1440 

1500 

1560 

1620 

1680 

1740 

1800 

1860 

1920 
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tcaaaagatg aactgatgat ttaaaacaat aaaaatcaaa tgaaggttct gtctgtatcg 1980 
atccatctac ctccccagcc tccatttaca tcacggtgac ctcatccttc tatcagcaac 2040 
gtcttgtcat ccactcataa gtctgtctat cagtgatctg tgattgactc ataagcctta 2100 
cagtctatcc tcatcaaacc tctatctggg atgaatcaca ccactggtta atttctgata 2160 
gacatgaatg actcctgtca atcaaataca ttaataactg aataaagtca tgtttttcaa 2220 
ctgcaaaaaa aaa 2233 

<210> 1164 

<211> 608 

<212> PRT 

<213> Salmo salar 

<400> 1164 

Met Gin Trp Leu Ser Val Cys Ser Leu Leu Val Leu Leu Ser Val Leu 
15 10 15 

Ser Arg Ser Gin Ala Gin Asn Gin lie Cys Thr lie Phe Thr Glu Ala 
20 25 30 

Lys Glu Asp Gly Phe Lys Ser Leu He Leu Val Gly Leu Ala Gin Asn 
35 40 45 

Leu Pro Asp Ser Thr Leu Gly Asp Leu Val Pro Leu He Ala Glu Ala 
50 55 60 

Leu Ala Met Gly Val Lys Cys Cys Ser Asp Thr Pro Pro Glu Asp Cys 
65 70 75 80 

Glu Arg Asp Val Ala Asp Leu Phe Gin Ser Ala Val Cys Ser Ser Glu 
85 90 95 

Thr Leu Val Glu Lys Asn Asp Leu Lys Met Cys Cys Glu Lys Thr Ala 
100 105 110 

Ala Glu Arg Thr His Cys Phe Val Asp His Lys Ala Lys He Pro Arg 
115 120 125 

Asp Leu Ser Leu Lys Ala Glu Leu Pro Ala Ala Asp Gin Cys Glu Asp 
130 135 140 

Phe Lys Lys Asp His Lys Ala Phe Val Gly Arg Phe He Phe Lys Phe 
145 150 155 160 

Ser Lys Ser Asn Pro Met Leu Pro Pro His Val Val Leu Ala He Ala 
165 170 175 

Lys Gly Tyr Gly Glu Val Leu Thr Thr Cys Cys Gly Glu Ala Glu Ala 
180 185 190 

Gin Thr Cys Phe Asp Thr Lys Lys Ala Thr Phe Gin His Ala Val Met 
195 200 205 

Lys Arg Val Ala Glu Leu Arg Ser Leu Cys He Val His Lys Lys Tyr 
210 215 220 

Gly Asp Arg Val Val Lys Ala Lys Lys Leu Val Gin Tyr Ser Gin Lys 
225 230 235 240 

Met Pro Gin Ala Ser Phe Gin Glu Met Gly Gly Met Val Asp Lys He 
245 250 255 

Val Ala Thr Val Ala Pro Cys Cys Ser Gly Asp Met Val Thr Cys Met 
260 265 270 
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Lys Glu Arg Lys Thr Leu Val Asp Glu Val Cys Ala Asp Glu Ser Val 
275 280 285 

Leu Ser Arg Ala Ala Gly Leu Ser Ala Cys Cys Lys Glu Asp Ala Val 
290 295 300 

His Arg Gly Ser Cys Val Glu Ala Met Lys Pro Asp Pro Lys Pro Asp 
305 310 315 320 

Gly Leu Ser Glu His Tyr Asp lie His Ala Asp lie Ala Ala Val Cys 
325 330 335 

Gin Thr Phe Thr Lys Thr Pro Asp Val Ala Met Gly Lys Leu Val Tyr 
340 345 350 

Glu lie Ser Val Arg His Pro Glu Ser Ser Gin Gin Val lie Leu Arg 
355 360 365 

Phe Ala Lys Glu Ala Glu Gin Ala Leu Leu Gin Cys Cys Asp Met Glu 
370 375 380 

Asp His Ala Glu Cys Val Lys Thr Ala Leu Ala Gly Ser Asp He Asp 
385 390 395 400 

Lys Lys He Thr Asp Glu Thr Asp Tyr Tyr Lys Lys Met Cys Ala Ala 
405 410 415 

Glu Ala Ala Val Ser Asp Asp Ser Phe Glu Lys Ser Met Met Val Tyr 
420 425 430 

Tyr Thr Arg He Met Pro Gin Ala Ser Phe Asp Gin Leu His Met Val 
435 440 445 

Ser Glu Thr Val His Asp Val Leu His Ala Cys Cys Lys Asp Glu Gin 
450 455 460 

Gly His Phe Val Leu Pro Cys Ala Glu Glu Lys Leu Thr Asp Ala He 
465 470 475 480 

Asp Ala Thr Cys Asp Asp Tyr Asp Pro Ser Ser He Asn Pro His He 
485 490 495 

Ala His Cys Cys Asn Gin Ser Tyr Ser Met Arg Arg His Cys He Leu 
500 505 510 

Ala He Gin Pro Asp Thr Glu Phe Thr Pro Pro Glu Leu Asp Ala Ser 
515 520 525 

Ser Phe His Met Gly Pro Glu Leu Cys Thr Lys Asp Ser Lys Asp Leu 
530 535 540 

Leu Leu Ser Gly Lys Lys Leu Leu Tyr Gly Val Val Arg His Lys Thr 
545 550 555 560 

Thr He Thr Glu Asp His Leu Lys Thr He Ser Thr Lys Tyr His Thr 
565 570 , 575 

Met Lys Glu Lys Cys Cys Ala Ala Glu Asp Gin Ala Ala Cys Phe Thr 
580 585 590 

Glu Glu Ala Pro Lys Leu Val Ser Glu Ser Ala Glu Leu Val Lys Val 
595 600 605 
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<210> 1165 
<211> 1956 
<212> DNA 

<213> Rattus norvegicus 



<400> 1165 
atgaagtggg 
gtgtttcgcc 
cagcatttca 
gaagagcata 
gagaatgccg 
attccaaagc 
gaaagaaacg 
aggccggagg 
cactatttgc 
tatgctgaga 
tgcctgacac 
aggatgaagt 
gctcgtatga 
gacgttacca 
agggcagaac 
gcttgctgtg 
aacattcctg 
aagaactatg 
aggcaccccg 
ctggagaagt 
tttcagcctc 
aagcttggag 
caggtgtcga 
tgttgtaccc 
ctgaaccgtc 
tgtagtgggt 
tatgtcccca 
ccagacaagg 
cccaaggcca 
aagtgttgca 
gctagaagca 
aaaaagacat 
aacacaaatt 



taacctttct 
gagaagcaca 
aaggcctagt 
tcaaattggt 
aaaactgtga 
ttcgtgacaa 
agtgtttcct 
ctgaggccat 
atgaagttgc 
aatacaatga 
cgaagcttga 
gctccagtat 
gccagagatt 
aaatcaacaa 
ttgccaagta 
ataagccagt 
ccgatctgcc 
ctgaggccaa 
attactccgt 
gctgtgctga 
ttgtagaaga 
agtatggatt 
ccccaactct 
ttcctgaagc 
tgtgtgtgct 
ccttggtgga 
aagagtttaa 
agaagcagat 
cagaagatca 
aggctgccga 
aagaagcctt 
gaagactcag 
tctttgaaca 



cctcctcctc 
caagagtgag 
cctgattgcc 
gcaggaagta 
caagtccatt 
ctacggtgaa 
gcagcacaag 
gtgcacctcc 
caggagacat 
ggttctgacc 
tgccgtgaaa 
gcagagattt 
ccccaatgct 
ggagtgctgt 
catgtgtgag 
gctgcagaaa 
ctcaatagct 
ggatgtcttc 
gtccctgctg 
aggcgatcct 
acctaagaac 
ccaaaacgcc 
cgtggaggca 
tcagagactg 
gcatgagaag 
aagacggcca 
agctgagacc 
aaagaagcaa 
gctgaagacg 
caaggataac 
agcctaaaca 
gactcatctc 
tttgacttct 



ttcatctccg 
atcgcccatc 
ttttcccagt 
acagactttg 
cacactctct 
ctggctgact 
gatgacaacc 
ttccaggaga 
ccttatttct 
cagtgctgca 
gagaaagcac 
ggagagagag 
gagttcgcag 
cacggcgacc 
aaccaggcca 
tcccagtgtc 
gctgactttg 
ctgggcacgt 
ctgagacttg 
cctgcctgct 
ttggtcaaaa 
gttctggttc 
gcaagaaacc 
ccctgtgtgg 
accccagtga 
tgtttctctg 
ttcaccttcc 
acggctctcg 
gtgatgggtg 
tgcttcgcca 
catcacaacc 
ttctgttggt 
tttctc 



gttctgcctt 
ggtttaagga 
atctccagaa 
caaaaacatg 
tcggagacaa 
gctgtgcaaa 
ccaacctgcc 
accctaccag 
atgccccaga 
cagagtctga 
tggtcgcagc 
ccttcaaagc 
aaatcaccaa 
tgttggaatg 
ctatctccag 
tcgctgagac 
ttgaggataa 
ttttgtatga 
ctaagaaata 
acggcacagt 
ctaactgtga 
gatacaccca 
tgggaagagt 
aagactatct 
gcgagaaggt 
ctctgacagt 
actctgatat 
ctgagctggt 
acttcgcaca 
ctgaggggcc 
atctcaggct 
gtaaaaccaa 



ttctaggggt 60 
cttaggagaa 12 0 
atgcccatat 180 
tgtcgctgat 240 
gttatgcgcc 300 
acaagagccc 360 
acccttccag 420 
ctttctggga 480 
actcctttac 540 
caaagcagcc 600 
tgtccgtcag 660 
ctgggcagta 72 0 
attggcaaca 780 
cgcggatgac 840 
caaactgcag 900 
agaacatgac 960 
ggaagtgtgt 1020 
atattcaaga 1080 
tgaagccaca 1140 
gcttgcagaa 1200 
gctttacgag 1260 
gaaagcacct 132 0 
gggcaccaag 1380 
gtctgccatc 1440 
caccaagtgc 1500 
tgacgagaca 1560 
ctgcacactc 1620 
gaaacacaag 1680 
attcgtggac 1740 
aaaccttgtt 1800 
accctgagaa 1860 
caccctaagg 1920 
1956 



<210> 1166 
<211> 608 
<212> PRT 

<213> Rattus norvegicus 
<400> 1166 

Met Lys Trp Val Thr Phe Leu Leu Leu Leu Phe lie Ser Gly Ser Ala 
15 10 15 

Phe Ser Arg Gly Val Phe Arg Arg Glu Ala His Lys Ser Glu lie Ala 
20 25 30 

His Arg Phe Lys Asp Leu Gly Glu Gin His Phe Lys Gly Leu Val Leu 
35 40 45 

lie Ala Phe Ser Gin Tyr Leu Gin Lys Cys Pro Tyr Glu Glu His lie 
50 55 60 



Lys Leu Val Gin Glu Val Thr Asp Phe Ala Lys Thr Cys Val Ala Asp 
65 70 75 80 
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Glu Asn Ala Glu Asn Cys Asp Lys Ser lie His Thr Leu Phe Gly Asp 
85 90 95 

Lys Leu Cys Ala lie Pro Lys Leu Arg Asp Asn Tyr Gly Glu Leu Ala 
100 105 110 

Asp Cys Cys Ala Lys Gin Glu Pro Glu Arg Asn Glu Cys Phe Leu Gin 
115 120 125 

His Lys Asp Asp Asn Pro Asn Leu Pro Pro Phe Gin Arg Pro Glu Ala 
130 135 140 

Glu Ala Met Cys Thr Ser Phe Gin Glu Asn Pro Thr Ser Phe Leu Gly 
145 150 155 160 

His Tyr Leu His Glu Val Ala Arg Arg His Pro Tyr Phe Tyr Ala Pro 
165 170 175 

Glu Leu Leu Tyr Tyr Ala Glu Lys Tyr Asn Glu Val Leu Thr Gin Cys 
180 185 190 

Cys Thr Glu Ser Asp Lys Ala Ala Cys Leu Thr Pro Lys Leu Asp Ala 
195 200 205 

Val Lys Glu Lys Ala Leu Val Ala Ala Val Arg Gin Arg Met Lys Cys 
210 215 220 

Ser Ser Met Gin Arg Phe Gly Glu Arg Ala Phe Lys Ala Trp Ala Val 
225 230 235 240 

Ala Arg Met Ser Gin Arg Phe Pro Asn Ala Glu Phe Ala Glu lie Thr 
245 250 255 

Lys Leu Ala Thr Asp Val Thr Lys lie Asn Lys Glu Cys Cys His Gly 
260 265 270 

Asp Leu Leu Glu Cys Ala Asp Asp Arg Ala Glu Leu Ala Lys Tyr Met 
275 280 285 

Cys Glu Asn Gin Ala Thr lie Ser Ser Lys Leu Gin Ala Cys Cys Asp 
290 295 300 

Lys Pro Val Leu Gin Lys Ser Gin Cys Leu Ala Glu Thr Glu His Asp 
305 310 315 320 

Asn lie Pro Ala Asp Leu Pro Ser lie Ala Ala Asp Phe Val Glu Asp 
325 330 335 

Lys Glu Val Cys Lys Asn Tyr Ala Glu Ala Lys Asp Val Phe Leu Gly 
340 345 350 

Thr Phe Leu Tyr Glu Tyr Ser Arg Arg His Pro Asp Tyr Ser Val Ser 
355 360 365 

Leu Leu Leu Arg Leu Ala Lys Lys Tyr Glu Ala Thr Leu Glu Lys Cys 
370 375 380 

Cys Ala Glu Gly Asp Pro Pro Ala Cys Tyr Gly Thr Val Leu Ala Glu 
385 390 395 400 

Phe Gin Pro Leu Val Glu Glu Pro Lys Asn Leu Val Lys Thr Asn Cys 
405 410 415 
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Glu Leu Tyr Glu Lys Leu Gly Glu Tyr Gly Phe Gin Asn Ala Val Leu 
420 425 430 



Val Arg Tyr Thr Gin Lys Ala Pro Gin Val Ser Thr Pro Thr Leu Val 
435 440 445 

Glu Ala Ala Arg Asn Leu Gly Arg Val Gly Thr Lys Cys Cys Thr Leu 
450 455 460 

Pro Glu Ala Gin Arg Leu Pro Cys Val Glu Asp Tyr Leu Ser Ala lie 
465 470 475 480 

Leu Asn Arg Leu Cys Val Leu His Glu Lys Thr Pro Val Ser Glu Lys 
485 490 495 

Val Thr Lys Cys Cys Ser Gly Ser Leu Val Glu Arg Arg Pro Cys Phe 
500 505 510 

Ser Ala Leu Thr Val Asp Glu Thr Tyr Val Pro Lys Glu Phe Lys Ala . 
515 520 525 

Glu Thr Phe Thr Phe His Ser Asp lie Cys Thr Leu Pro Asp Lys Glu 
530 535 540 

Lys Gin lie Lys Lys Gin Thr Ala Leu Ala Glu Leu Val Lys His Lys 
545 550 555 560 

Pro Lys Ala Thr Glu Asp Gin Leu Lys Thr Val Met Gly Asp Phe Ala 
565 570 575 

Gin Phe Val Asp Lys Cys Cys Lys Ala Ala Asp Lys Asp Asn Cys Phe 
580 585 590 

Ala Thr Glu Gly Pro Asn Leu Val Ala Arg Ser Lys Glu Ala Leu Ala 
595 600 605 



<210> 1167 

<211> 24 

<212> PRT 

<213> Homo sapiens 

<400> 1167 

Met Lys Trp Val Ser Phe lie Ser Leu Leu Phe Leu Phe Ser Ser Ala 
15 10 15 

Tyr Ser Arg Gly Val Phe Arg Arg 
20 



<210> 1168 

<211> 18 

<212> PRT 

<213> Homo sapiens 

<400> 1168 

Met Lys Trp Val Ser Phe lie Ser Leu Leu Phe Leu Phe Ser Ser Ala 
15 10 15 

Tyr Ser 
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<210> 1169 

<211> 21 

<212> PRT 

<213> Homo sapiens 

<400> 1169 

Met Asn lie Phe Tyr lie Phe Leu Phe Leu Leu Ser Phe Val Gin Gly 
15 10 15 

Ser Leu Asp Lys Arg 
20 



<210> 1170 

<211> 645 

<212> PRT 

<213> Homo sapiens 

<400> 1170 

Met Lys Trp Val Thr Phe lie Ser Leu Leu Phe Leu Phe Ser Ser Ala 
15 10 15 

Tyr Ser Arg Gly Val Phe Arg Arg Asp Ala His Lys Ser Glu Val Ala 
20 25 30 

His Arg Phe Lys Asp Leu Gly Glu Glu Asn Phe Lys Ala Leu Val Leu 
35 40 45 

lie Ala Phe Ala Gin Tyr Leu Gin Gin Cys Pro Phe Glu Asp His Val 
50 55 60 

Lys Leu Val Asn Glu Val Thr Glu Phe Ala Lys Thr Cys Val Ala Asp 
65 70 75 80 

Glu Ser Ala Glu Asn Cys Asp Lys Ser Leu His Thr Leu Phe Gly Asp 
85 90 95 

Lys Leu Cys Thr Val Ala Thr Leu Arg Glu Thr Tyr Gly Glu Met Ala 
100 105 110 

Asp Cys Cys Ala Lys Gin Glu Pro Glu Arg Asn Glu Cys Phe Leu Gin 
115 120 125 

His Lys Asp Asp Asn Pro Asn Leu Pro Arg Leu Val Arg Pro Glu Val 
130 135 140 

Asp Val Met Cys Thr Ala Phe His Asp Asn Glu Glu Thr Phe Leu Lys 
145 150 155 160 

Lys Tyr Leu Tyr Glu lie Ala Arg Arg His Pro Tyr Phe Tyr Ala Pro 
165 170 175 

Glu Leu Leu Phe Phe Ala Lys Arg Tyr Lys Ala Ala Phe Thr Glu Cys 
180 185 190 

Cys Gin Ala Ala Asp Lys Ala Ala Cys Leu Leu Pro Lys Leu Asp Glu 
195 200 205 

Leu Arg Asp Glu Gly Lys Ala Ser Ser Ala Lys Gin Arg Leu Lys Cys 
210 215 220 
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Ala Ser Leu Gin Lys Phe Gly Glu Arg Ala Phe Lys Ala Trp Ala Val 
225 230 235 240 

Ala Arg Leu Ser Gin Arg Phe Pro Lys Ala Glu Phe Ala Glu Val Ser 
245 250 255 

Lys Leu Val Thr Asp Leu Thr Lys Val His Thr Glu Cys Cys His Gly 
260 265 270 

Asp Leu Leu Glu Cys Ala Asp Asp Arg Ala Asp Leu Ala Lys Tyr lie 
275 280 285 

Cys Glu Asn Gin Asp Ser lie Ser Ser Lys Leu Lys Glu Cys Cys Glu 
290 295 300 

Lys Pro Leu Leu Glu Lys Ser His Cys lie Ala Glu Val Glu Asn Asp 
305 310 315 320 

Glu Met Pro Ala Asp Leu Pro Ser Leu Ala Ala Asp Phe Val Glu Ser 
325 330 335 

Lys Asp Val Cys Lys Asn Tyr Ala Glu Ala Lys Asp Val Phe Leu Gly 
340 345 350 

Met Phe Leu Tyr Glu Tyr Ala Arg Arg His Pro Asp Tyr Ser Val Val 
355 360 365 

Leu Leu Leu Arg Leu Ala Lys Thr Tyr Glu Thr Thr Leu Glu Lys Cys 
370 375 380 

Cys Ala Ala Ala Asp Pro His Glu Cys Tyr Ala Lys Val Phe Asp Glu 
385 390 395 400 

Phe Lys Pro Leu Val Glu Glu Pro Gin Asn Leu lie Lys Gin Asn Cys 
405 410 415 

Glu Leu Phe Glu Gin Leu Gly Glu Tyr Lys Phe Gin Asn Ala Leu Leu 
420 425 430 

Val Arg Tyr Thr Lys Lys Val Pro Gin Val Ser Thr Pro Thr Leu Val 
435 440 445 

Glu Val Ser Arg Asn Leu Gly Lys Val Gly Ser Lys Cys Cys Lys His 
450 455 460 

Pro Glu Ala Lys Arg Met Pro Cys Ala Glu Asp Tyr Leu Ser Val Val 
465 470 475 480 

Leu Asn Gin Leu Cys Val Leu His Glu Lys Thr Pro Val Ser Asp Arg 
485 490 495 

Val Thr Lys Cys Cys Thr Glu Ser Leu Val Asn Arg Arg Pro Cys Phe 
500 505 510 

Ser Ala Leu Glu Val Asp Glu Thr Tyr Val Pro Lys Glu Phe Asn Ala 
515 520 525 

Glu Thr Phe Thr Phe His Ala Asp lie Cys Thr Leu Ser Glu Lys Glu 
530 535 540 

Arg Gin lie Lys Lys Gin Thr Ala Leu Val Glu Leu Val Lys His Lys 
545 550 555 560 
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Pro Lys Ala Thr Lys Glu Gin Leu 
565 

Ala Phe Val Glu Lys Cys Cys Lys 
580 

Ala Glu Glu Gly Lys Lys Leu Val 
595 600 

Leu Tyr Thr Ser Leu lie His Ser 
610 615 

Glu Lys Asn Glu Gin Glu Leu Leu 
630 

Trp Asn Trp Phe 
645 



Lys Ala Val Met Asp Asp Phe Ala 
570 575 

Ala Asp Asp Lys Glu Thr Cys Phe 
585 590 

Ala Ala Ser Gin Ala Ala Leu Gly 
605 

Leu lie Glu Glu Ser Gin Asn Gin Gin 
620 625 

Glu Leu Asp Lys Trp Ala Ser Leu 
635 640 



<210> 1171 
<211> 108 
<212> DNA 

<213> Homo sapiens 
<400> 1171 

tacactagtt tgattcatag tttgattgaa gaaagtcaaa atcaacaaga aaagaatgaa 60 
caagaattgt tggaattgga taaatgggct agtttgtgga attggttt 108 



<210> 1172 
<211> 36 
<212> PRT 

<213> Homo sapiens 
<400> 1172 

Tyr Thr Ser Leu lie His Ser Leu lie Glu Glu Ser Gin Asn Gin Gin 
15 10 15 

Glu Lys Asn Glu Gin Glu Leu Leu Glu Leu Asp Lys Trp Ala Ser Leu 
20 25 30 

Trp Asn Trp Phe 
35 



<210> 1173 
<211> 648 
<212> PRT 

<213> Homo sapiens 
<400> 1173 

Met Lys Trp Val Thr Phe lie Ser Leu Leu Phe Leu Phe Ser Ser Ala 
15 10 15 

Tyr Ser Arg Gly Val Phe Arg Arg Asp Ala His Lys Ser Glu Val Ala 
20 25 30 
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His Arg Phe Lys Asp Leu Gly Glu Glu Asn Phe Lys Ala Leu Val Leu 
35 40 45 



lie Ala Phe Ala Gin Tyr Leu Gin Gin Cys Pro Phe Glu Asp His Val 
50 55 60 

Lys Leu Val Asn Glu Val Thr Glu Phe Ala Lys Thr Cys Val Ala Asp 
65 70 75 80 

Glu Ser Ala Glu Asn Cys Asp Lys Ser Leu His Thr Leu Phe Gly Asp 
85 90 95 

Lys Leu Cys Thr Val Ala Thr Leu Arg Glu Thr Tyr Gly Glu Met Ala 
100 105 110 

Asp Cys Cys Ala Lys Gin Glu Pro Glu Arg Asn Glu Cys Phe Leu Gin 
115 120 125 

His Lys Asp Asp Asn Pro Asn Leu Pro Arg Leu Val Arg Pro Glu Val 
130 135 140 

Asp Val Met Cys Thr Ala Phe His Asp Asn Glu Glu Thr Phe Leu Lys 
145 150 155 160 

Lys Tyr Leu Tyr Glu lie Ala Arg Arg His Pro Tyr Phe Tyr Ala Pro 
165 170 175 

Glu Leu Leu Phe Phe Ala Lys Arg Tyr Lys Ala Ala Phe Thr Glu Cys 
180 185 190 

Cys Gin Ala Ala Asp Lys Ala Ala Cys Leu Leu Pro Lys Leu Asp Glu 
195 200 205 

Leu Arg Asp Glu Gly Lys Ala Ser Ser Ala Lys Gin Arg Leu Lys Cys 
210 215 220 

Ala Ser Leu Gin Lys Phe Gly Glu Arg Ala Phe Lys Ala Trp Ala Val 
225 230 235 240 

Ala Arg Leu Ser Gin Arg Phe Pro Lys Ala Glu Phe Ala Glu Val Ser 
245 250 255 

Lys Leu Val Thr Asp Leu Thr Lys Val His Thr Glu Cys Cys His Gly 
260 265 270 

Asp Leu Leu Glu Cys Ala Asp Asp Arg Ala Asp Leu Ala Lys Tyr lie 
275 280 285 

Cys Glu Asn Gin Asp Ser lie Ser Ser Lys Leu Lys Glu Cys Cys Glu 
290 295 300 

Lys Pro Leu Leu Glu Lys Ser His Cys lie Ala Glu Val Glu Asn Asp 
305 310 315 320 

Glu Met Pro Ala Asp Leu Pro Ser Leu Ala Ala Asp Phe Val Glu Ser 
325 330 335 

Lys Asp Val Cys Lys Asn Tyr Ala Glu Ala Lys Asp Val Phe Leu Gly 
340 345 350 

Met Phe Leu Tyr Glu Tyr Ala Arg Arg His Pro Asp Tyr Ser Val Val 
355 360 365 
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Leu Leu Leu Arg Leu Ala Lys Thr Tyr Glu Thr Thr Leu Glu Lys Cys 
370 375 380 

Cys Ala Ala Ala Asp Pro His Glu Cys Tyr Ala Lys Val Phe Asp Glu 
385 390 395 400 

Phe Lys Pro Leu Val Glu Glu Pro Gin Asn Leu lie Lys Gin Asn Cys 
405 410 415 

Glu Leu Phe Glu Gin Leu Gly Glu Tyr Lys Phe Gin Asn Ala Leu Leu 
420 425 430 

Val Arg Tyr Thr Lys Lys Val Pro Gin Val Ser Thr Pro Thr Leu Val 
435 440 445 

Glu Val Ser Arg Asn Leu Gly Lys Val Gly Ser Lys Cys Cys Lys His 
450 455 460 

Pro Glu Ala Lys Arg Met Pro Cys Ala Glu Asp Tyr Leu Ser Val Val 
465 470 475 480 

Leu Asn Gin Leu Cys Val Leu His Glu Lys Thr Pro Val Ser Asp Arg 
485 490 495 

Val Thr Lys Cys Cys Thr Glu Ser Leu Val Asn Arg Arg Pro Cys Phe 
500 505 510 

Ser Ala Leu Glu Val Asp Glu Thr Tyr Val Pro Lys Glu Phe Asn Ala 
515 520 525 

Glu Thr Phe Thr Phe His Ala Asp lie Cys Thr Leu Ser Glu Lys Glu 
530 535 540 

Arg Gin lie Lys Lys Gin Thr Ala Leu Val Glu Leu Val Lys His Lys 
545 550 555 560 

Pro Lys Ala Thr Lys Glu Gin Leu Lys Ala Val Met Asp Asp Phe Ala 
565 570 575 

Ala Phe Val Glu Lys Cys Cys Lys Ala Asp Asp Lys Glu Thr Cys Phe 
580 585 590 

Ala Glu Glu Gly Lys Lys Leu Val Ala Ala Ser Gin Ala Ala Leu Gly 
595 600 605 

Leu Trp Gin Glu Trp Glu Gin Lys lie Thr Ala Leu Leu Glu Gin Ala Gin 
610 615 620 625 

lie Gin Gin Glu Lys Asn Glu Tyr Glu Leu Gin Lys Leu Asp Lys Trp 
630 635 640 

Ala Ser Leu Trp Glu Trp Phe 
645 



<210> 1174 

<211> 117 

<212> DNA 

<213> Homo sapiens 

<400> 1174 

tggcaagaat gggaacaaaa gattactgct ttgttagaac aagctcaaat tcaacaagaa 60 



836 



aagaatgaat atgaattgca aaagttggat aaatgggctt ctttatggga atggttc 117 



<210> 1175 
<211> 39 
<212> PRT 

<213> Homo sapiens 
<400> 1175 

Trp Gin Glu Trp Glu Gin Lys lie Thr Ala Leu Leu Glu Gin Ala Gin 
15 10 15 

lie Gin Gin Glu Lys Asn Glu Tyr Glu Leu Gin Lys Leu Asp Lys Trp 
20 25 30 

Ala Ser Leu Trp Glu Trp Phe 
35 



<210> 1176 

<211> 24 

<212> PRT 

<213> Homo sapiens 

<400> 1176 

Met Lys Trp Val Thr Phe lie Ser Leu Leu Phe Leu Phe Ser Ser Ala 
15 10 15 

Tyr Ser Arg Gly Val Phe Arg Arg 
20 



<210> 1177 
<211> 18 
<212> PRT 

<213> Homo sapiens 
<400> 1177 

Met Lys Trp Val Thr Phe lie Ser Leu Leu Phe Leu Phe Ser Ser Ala 
15 10 15 

Tyr Ser 



<210> 1178 

<211> 648 

<212> PRT 

<213> Homo sapiens 

<400> 1178 

Met Lys Trp Val Thr Phe He Ser Leu Leu Phe Leu Phe Ser Ser Ala 
15 10 15 

Tyr Ser Arg Gly Val Phe Arg Arg Asp Ala His Lys Ser Glu Val Ala 
20 25 30 

His Arg Phe Lys Asp Leu Gly Glu Glu Asn Phe Lys Ala Leu Val Leu 
35 40 45 

He Ala Phe Ala Gin Tyr Leu Gin Gin Cys Pro Phe Glu Asp His Val 
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50 55 60 

Lys Leu Val Asn Glu Val Thr Glu Phe Ala Lys Thr Cys Val Ala Asp 
65 70 75 80 

Glu Ser Ala Glu Asn Cys Asp Lys Ser Leu His Thr Leu Phe Gly Asp 
85 90 95 

Lys Leu Cys Thr Val Ala Thr Leu Arg Glu Thr Tyr Gly Glu Met Ala 
100 105 110 

Asp Cys Cys Ala Lys Gin Glu Pro Glu Arg Asn Glu Cys Phe Leu Gin 
115 120 125 

His Lys Asp Asp Asn Pro Asn Leu Pro Arg Leu Val Arg Pro Glu Val 
130 135 140 

Asp Val Met Cys Thr Ala Phe His Asp Asn Glu Glu Thr Phe Leu Lys 
145 150 155 160 

Lys Tyr Leu Tyr Glu lie Ala Arg Arg His Pro Tyr Phe Tyr Ala Pro 
165 170 175 

Glu Leu Leu Phe Phe Ala Lys Arg Tyr Lys Ala Ala Phe Thr Glu Cys 
180 185 190 

Cys Gin Ala Ala Asp Lys Ala Ala Cys Leu Leu Pro Lys Leu Asp Glu 
195 200 205 

Leu Arg Asp Glu Gly Lys Ala Ser Ser Ala Lys Gin Arg Leu Lys Cys 
210 • 215 220 

Ala Ser Leu Gin Lys Phe Gly Glu Arg Ala Phe Lys Ala Trp Ala Val 
225 230 235 240 

Ala Arg Leu Ser Gin Arg Phe Pro Lys Ala Glu Phe Ala Glu Val Ser 
245 250 255 

Lys Leu Val Thr Asp Leu Thr Lys Val His Thr Glu Cys Cys His Gly 
260 265 270 

Asp Leu Leu Glu Cys Ala Asp Asp Arg Ala Asp Leu Ala Lys Tyr lie 
275 280 285 

Cys Glu Asn Gin Asp Ser lie Ser Ser Lys Leu Lys Glu Cys Cys Glu 
290 295 300 

Lys Pro Leu Leu Glu Lys Ser His Cys lie Ala Glu Val Glu Asn Asp 
305 310 315 320 

Glu Met Pro Ala Asp Leu Pro Ser Leu Ala Ala Asp Phe Val Glu Ser 
325 330 335 

Lys Asp Val Cys Lys Asn Tyr Ala Glu Ala Lys Asp Val Phe Leu Gly 
340 345 350 

Met Phe Leu Tyr Glu Tyr Ala Arg Arg His Pro Asp Tyr Ser Val Val 
355 360 365 

Leu Leu Leu Arg Leu Ala Lys Thr Tyr Glu Thr Thr Leu Glu Lys Cys 
370 375 380 

Cys Ala Ala Ala Asp Pro His Glu Cys Tyr Ala Lys Val Phe Asp Glu 



838 



385 



390 



395 



400 



Phe Lys Pro Leu Val Glu Glu Pro Gin Asn Leu lie Lys Gin Asn Cys 
405 410 415 

Glu Leu Phe Glu Gin Leu Gly Glu Tyr Lys Phe Gin Asn Ala Leu Leu 
420 425 430 

Val Arg Tyr Thr Lys Lys Val Pro Gin Val Ser Thr Pro Thr Leu Val 
435 440 445 

Glu Val Ser Arg Asn Leu Gly Lys Val Gly Ser Lys Cys Cys Lys His 
450 455 460 

Pro Glu Ala Lys Arg Met Pro Cys Ala Glu Asp Tyr Leu Ser Val Val 
465 470 475 480 

Leu Asn Gin Leu Cys Val Leu His Glu Lys Thr Pro Val Ser Asp Arg 
485 490 495 

Val Thr Lys Cys Cys Thr Glu Ser Leu Val Asn Arg Arg Pro Cys Phe 
500 505 510 

Ser Ala Leu Glu Val Asp Glu Thr Tyr Val Pro Lys Glu Phe Asn Ala 
515 520 525 

Glu Thr Phe Thr Phe His Ala Asp lie Cys Thr Leu Ser Glu Lys Glu 
530 535 540 

Arg Gin lie Lys Lys Gin Thr Ala Leu Val Glu Leu Val Lys His Lys 
545 550 555 560 

Pro Lys Ala Thr Lys Glu Gin Leu Lys Ala Val Met Asp Asp Phe Ala 
565 570 575 

Ala Phe Val Glu Lys Cys Cys Lys Ala Asp Asp Lys Glu Thr Cys Phe 
580 585 590 

Ala Glu Glu Gly Lys Lys Leu Val Ala Ala Ser Gin Ala Ala Leu Gly 
595 600 605 

Leu Trp Gin Glu Trp Glu Gin Lys lie Thr Ala Leu Leu Glu Gin Ala 
610 615 620 

Gin lie Gin Gin Glu Lys Asn Glu Tyr Glu Leu Gin Lys Leu Asp Lys 
625 630 635 640 

Trp Ala Ser Leu Trp Glu Trp Phe 
645 



<210> 1179 

<211> 117 

<212> DNA 

<213> Homo sapiens 

<400> 1179 

tggcaagaat gggaacaaaa gattactgct ttgttagaac aagctcaaat tcaacaagaa 60 
aagaatgaat atgaattgca aaagttggat aaatgggctt ctttatggga atggttc 117 



<210> 1180 
<211> 39 
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<212> PRT 

<213> Homo sapiens 
<400> 1180 

Trp Gin Glu Trp Glu Gin Lys lie Thr Ala Leu Leu Glu Gin Ala Gin 
15 10 15 

lie Gin Gin Glu Lys Asn Glu Tyr Glu Leu Gin Lys Leu Asp Lys Trp 
20 25 30 

Ala Ser Leu Trp Glu Trp Phe 
35 



<210> 1181 
<211> 38 
<212> DNA 

<213> Homo sapiens 
<400> 1181 

aagctgcctt aggcttatgg caagaatggg aacaaaag 



<210> 1182 
<211> 43 
<212> DNA 

<213> Homo sapiens 
<400> 1182 

ttggcgcgcc ttagaaccat tcccataaag aagcccattt ate 



<210> 1183 
<211> 648 
<212> PRT 

<213> Homo sapiens 

<400> 1183 
Met Lys Trp Val Ser 
1 5 

Tyr Ser Arg Ser Leu 
20 

Thr Ala Leu Leu Glu 
35 

Glu Leu Gin Lys Leu 
50 

Ala His Lys Ser Glu 
65 

Asn Phe Lys Ala Leu 
85 

Cys Pro Phe Glu Asp 
100 

Ala Lys Thr Cys Val 
115 

Leu His Thr Leu Phe 



Phe lie Ser Leu Leu Phe Leu Phe Ser Ser Ala 
10 15 

Asp Lys Arg Trp Gin Glu Trp Glu Gin Lys lie 
25 30 

Gin Ala Gin lie Gin Gin Glu Lys Asn Glu Tyr 
40 45 

Asp Lys Trp Ala Ser Leu Trp Glu Trp Phe Asp 
55 60 

Val Ala His Arg Phe Lys Asp Leu Gly Glu Glu 
70 75 80 

Val Leu lie Ala Phe Ala Gin Tyr Leu Gin Gin 
90 95 

His Val Lys Leu Val Asn Glu Val Thr Glu Phe 
105 * 110 

Ala Asp Glu Ser Ala Glu Asn Cys Asp Lys Ser 
120 125 

Gly Asp Lys Leu Cys Thr Val Ala Thr Leu Arg 



840 



130 135 140 

Glu Thr Tyr Gly Glu Met Ala Asp Cys Cys Ala Lys Gin Glu Pro Glu 
145 150 155 160 

Arg Asn Glu Cys Phe Leu Gin His Lys Asp Asp Asn Pro Asn Leu Pro 
165 170 175 

Arg Leu Val Arg Pro Glu Val Asp Val Met Cys Thr Ala Phe His Asp 
180 185 190 

Asn Glu Glu Thr Phe Leu Lys Lys Tyr Leu Tyr Glu lie Ala Arg Arg 
195 200 205 

His Pro Tyr Phe Tyr Ala Pro Glu Leu Leu Phe Phe Ala Lys Arg Tyr 
210 215 220 

Lys Ala Ala Phe Thr Glu Cys Cys Gin Ala Ala Asp Lys Ala Ala Cys 
225 230 235 240 

Leu Leu Pro Lys Leu Asp Glu Leu Arg Asp Glu Gly Lys Ala Ser Ser 
245 250 255 

Ala Lys Gin Arg Leu Lys Cys Ala Ser Leu Gin Lys Phe Gly Glu Arg 
260 265 270 

Ala Phe Lys Ala Trp Ala Val Ala Arg Leu Ser Gin Arg Phe Pro Lys 
275 280 285 

Ala Glu Phe Ala Glu Val Ser Lys Leu Val Thr Asp Leu Thr Lys Val 
290 295 300 

His Thr Glu Cys Cys His Gly Asp Leu Leu Glu Cys Ala Asp Asp Arg 
305 310 315 320 

Ala Asp Leu Ala Lys Tyr lie Cys Glu Asn Gin Asp Ser lie Ser Ser 
325 330 335 

Lys Leu Lys Glu Cys Cys Glu Lys Pro Leu Leu Glu Lys Ser His Cys 
340 345 350 

lie Ala Glu Val Glu Asn Asp Glu Met Pro Ala Asp Leu Pro Ser Leu 
355 360 365 

Ala Ala Asp Phe Val Glu Ser Lys Asp Val Cys Lys Asn Tyr Ala Glu 
370 375 380 

Ala Lys Asp Val Phe Leu Gly Met Phe Leu Tyr Glu Tyr Ala Arg Arg 
385 390 395 400 

His Pro Asp Tyr Ser Val Val Leu Leu Leu Arg Leu Ala Lys Thr Tyr 
405 410 415 

Glu Thr Thr Leu Glu Lys Cys Cys Ala Ala Ala Asp Pro His Glu Cys 
420 425 430 

Tyr Ala Lys Val Phe Asp Glu Phe Lys Pro Leu Val Glu Glu Pro Gin 
435 440 445 

Asn Leu lie Lys Gin Asn Cys Glu Leu Phe Glu Gin Leu Gly Glu Tyr 
450 455 460 

Lys Phe Gin Asn Ala Leu Leu Val Arg Tyr Thr Lys Lys Val Pro Gin 
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465 



470 



475 



480 



Val Ser Thr Pro Thr Leu Val Glu Val Ser Arg Asn Leu Gly Lys Val 
485 490 495 

Gly Ser Lys Cys Cys Lys His Pro Glu Ala Lys Arg Met Pro Cys Ala 
500 505 510 

Glu Asp Tyr Leu Ser Val Val Leu Asn Gin Leu Cys Val Leu His Glu 
515 520 525 

Lys Thr Pro Val Ser Asp Arg Val Thr Lys Cys Cys Thr Glu Ser Leu 
530 535 540 

Val Asn Arg Arg Pro Cys Phe Ser Ala Leu Glu Val Asp Glu Thr Tyr 
545 550 555 560 

Val Pro Lys Glu Phe Asn Ala Glu Thr Phe Thr Phe His Ala Asp lie 
565 570 575 

Cys Thr Leu Ser Glu Lys Glu Arg Gin lie Lys Lys Gin Thr Ala Leu 
580 585 590 

Val Glu Leu Val Lys His Lys Pro Lys Ala Thr Lys Glu Gin Leu Lys 
595 600 605 

Ala Val Met Asp Asp Phe Ala Ala Phe Val Glu Lys Cys Cys Lys Ala 
610 615 620 

Asp Asp Lys Glu Thr Cys Phe Ala Glu Glu Gly Lys Lys Leu Val Ala 
625 630 635 640 



Ala Ser Gin Ala Ala Leu Gly Leu 
645 



<210> 1184 

<211> 39 

<212> DNA 

<213> Homo sapiens 

<400> 1184 

aggagcgtcg acaaaagatg gcaagaatgg gaacaaaag 39 



<210> 1185 

<211> 61 

<212> DNA 

<213> Homo sapiens 



<400> 1185 

atcgatgagc aacctcactc ttgtgtgcat cgaaccattc ccataaagaa gcccatttat 60 
c 61 



<210> 1186 
<211> 645 
<212> PRT 

<213> Homo sapiens 



<400> 1186 

Met Lys Trp Val Thr Phe lie Ser Leu Leu Phe Leu Phe Ser Ser Ala 
15 10 15 



842 



Tyr Ser Arg Gly Val Phe Arg Arg Asp Ala His Lys Ser Glu Val Ala 
20 25 30 

His Arg Phe Lys Asp Leu Gly Glu Glu Asn Phe Lys Ala Leu Val Leu 
35 40 45 

lie Ala Phe Ala Gin Tyr Leu Gin Gin Cys Pro Phe Glu Asp His Val 
50 55 60 

Lys Leu Val Asn Glu Val Thr Glu Phe Ala Lys Thr Cys Val Ala Asp 
65 70 75 80 

Glu Ser Ala Glu Asn Cys Asp Lys Ser Leu His Thr Leu Phe Gly Asp 
85 90 95 

Lys Leu Cys Thr Val Ala Thr Leu Arg Glu Thr Tyr Gly Glu Met Ala 
100 105 110 

Asp Cys Cys Ala Lys Gin Glu Pro Glu Arg Asn Glu Cys Phe Leu Gin 
115 120 125 

His Lys Asp Asp Asn Pro Asn Leu Pro Arg Leu Val Arg Pro Glu Val 
130 135 140 

Asp Val Met Cys Thr Ala Phe His Asp Asn Glu Glu Thr Phe Leu Lys 
145 150 155 160 

Lys Tyr Leu Tyr Glu lie Ala Arg Arg His Pro Tyr Phe Tyr Ala Pro 
165 170 175 

Glu Leu Leu Phe Phe Ala Lys Arg Tyr Lys Ala Ala Phe Thr Glu Cys 
180 185 190 

Cys Gin Ala Ala Asp Lys Ala Ala Cys Leu Leu Pro Lys Leu Asp Glu 
195 200 205 

Leu Arg Asp Glu Gly Lys Ala Ser Ser Ala Lys Gin Arg Leu Lys Cys 
210 215 220 

Ala Ser Leu Gin Lys Phe Gly Glu Arg Ala Phe Lys Ala Trp Ala Val 
225 230 235 240 

Ala Arg Leu Ser Gin Arg Phe Pro Lys Ala Glu Phe Ala Glu Val Ser 
245 250 255 

Lys Leu Val Thr Asp Leu Thr Lys Val His Thr Glu Cys Cys His Gly 
260 265 270 

Asp Leu Leu Glu Cys Ala Asp Asp Arg Ala Asp Leu Ala Lys Tyr lie 
275 280 285 

Cys Glu Asn Gin Asp Ser lie Ser Ser Lys Leu Lys Glu Cys Cys Glu 
290 295 300 

Lys Pro Leu Leu Glu Lys Ser His Cys lie Ala Glu Val Glu Asn Asp 
305 310 315 320 

Glu Met Pro Ala Asp Leu Pro Ser Leu Ala Ala Asp Phe Val Glu Ser 
325 330 335 

Lys Asp Val Cys ' Lys Asn Tyr Ala Glu Ala Lys Asp Val Phe Leu Gly 
340 345 350 



843 



Met Phe Leu Tyr Glu Tyr Ala Arg Arg His Pro Asp Tyr Ser Val Val 
355 360 365 



Leu Leu Leu Arg Leu Ala Lys Thr Tyr Glu Thr Thr Leu Glu Lys Cys 
370 375 380 

Cys Ala Ala Ala Asp Pro His Glu Cys Tyr Ala Lys Val Phe Asp Glu 
385 390 395 400 

Phe Lys Pro Leu Val Glu Glu Pro Gin Asn Leu lie Lys Gin Asn Cys 
405 410 415 

Glu Leu Phe Glu Gin Leu Gly Glu Tyr Lys Phe Gin Asn Ala Leu Leu 
420 425 430 

Val Arg Tyr Thr Lys Lys Val Pro Gin Val Ser Thr Pro Thr Leu Val 
435 440 445 

Glu Val Ser Arg Asn Leu Gly Lys Val Gly Ser Lys Cys Cys Lys His 
450 455 460 

Pro Glu Ala Lys Arg Met Pro Cys Ala Glu Asp Tyr Leu Ser Val Val 
465 470 475 480 

Leu Asn Gin Leu Cys Val Leu His Glu Lys Thr Pro Val Ser Asp Arg 
485 490 495 

Val Thr Lys Cys Cys Thr Glu Ser Leu Val Asn Arg Arg Pro Cys Phe 
500 505 510 

Ser Ala Leu Glu Val Asp Glu Thr Tyr Val Pro Lys Glu Phe Asn Ala 
515 520 525 

Glu Thr Phe Thr Phe His Ala Asp lie Cys Thr Leu Ser Glu Lys Glu 
530 535 540 

Arg Gin lie Lys Lys Gin Thr Ala Leu Val Glu Leu Val Lys His Lys 
545 550 555 560 

Pro Lys Ala Thr Lys Glu Gin Leu Lys Ala Val Met Asp Asp Phe Ala 
565 570 575 

Ala Phe Val Glu Lys Cys Cys Lys Ala Asp Asp Lys Glu Thr Cys Phe 
580 585 590 

Ala Glu Glu Gly Lys Lys Leu Val Ala Ala Ser Gin Ala Ala Leu Gly 
595 600 605 

Leu Tyr Thr Ser Leu lie His Ser Leu lie Glu Glu Ser Gin Asn Gin 
610 615 620 

Gin Glu Lys Asn Glu Gin Glu Leu Leu Glu Leu Asp Lys Trp Ala Ser 
625 630 635 640 

Leu Trp Asn Trp Phe 
645 



<210> 1187 

<211> 108 

<212> DNA 

<213> Homo sapiens 
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<400> 1187 

tacactagtt tgattcatag tttgattgaa gaaagtcaaa atcaacaaga aaagaatgaa 60 
caagaattgt tggaattgga taaatgggct agtttgtgga attggttt 108 



<210> 1188 

<211> 36 

<212> PRT 

<213> Homo sapiens 

<400> 1188 

Tyr Thr Ser Leu lie His Ser Leu lie Glu Glu Ser Gin Asn Gin Gin 
15 10 15 

Glu Lys Asn Glu Gin Glu Leu Leu Glu Leu Asp Lys Trp Ala Ser Leu 
20 25 30 

Trp Asn Trp Phe 
35 



<210> 1189 

<211> 41 

<212> DNA 

<213> Homo sapiens 

<400> 1189 

aagctgcctt aggcttatac actagtttga ttcatagttt g 41 



<210> 1190 

<211> 44 

<212> DNA 

<213> Homo sapiens 

<400> 1190 

ttggcgcgcc ttaaaaccaa ttccacaaac tagcccattt atcc 44 



<210> 1191 
<211> 645 
<212> PRT 

<213> Homo sapiens 
<400> 1191 

Met Lys Trp Val Ser Phe lie Ser Leu Leu Phe Leu Phe Ser Ser Ala 
15 10 15 

Tyr Ser Arg Ser Leu Asp Lys Arg Tyr Thr Ser Leu lie His Ser Leu 
20 25 30 

lie Glu Glu Ser Gin Asn Gin Gin Glu Lys Asn Glu Gin Glu Leu Leu 
35 40 45 

Glu Leu Asp Lys Trp Ala Ser Leu Trp Asn Trp Phe Asp Ala His Lys 
50 55 60 

Ser Glu Val Ala His Arg Phe Lys Asp Leu Gly Glu Glu Asn Phe Lys 
65 70 75 80 

Ala Leu Val Leu lie Ala Phe Ala Gin Tyr Leu Gin Gin Cys Pro Phe 
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85 90 95 

Glu Asp His Val Lys Leu Val Asn Glu Val Thr Glu Phe Ala Lys Thr 
100 105 110 

Cys Val Ala Asp Glu Ser Ala Glu Asn Cys Asp Lys Ser Leu His Thr 
115 120 125 

Leu Phe Gly Asp Lys Leu Cys Thr Val Ala Thr Leu Arg Glu Thr Tyr 
130 135 140 

Gly Glu Met Ala Asp Cys Cys Ala Lys Gin Glu Pro Glu Arg Asn Glu 
145 150 155 160 

Cys Phe Leu Gin His Lys Asp Asp Asn Pro Asn Leu Pro Arg Leu Val 
165 170 175 

Arg Pro Glu Val Asp Val Met Cys Thr Ala Phe His Asp Asn Glu Glu 
180 185 190 

Thr Phe Leu Lys Lys Tyr Leu Tyr Glu lie Ala Arg Arg His Pro Tyr 
195 200 205 

Phe Tyr Ala Pro Glu Leu Leu Phe Phe Ala Lys Arg Tyr Lys Ala Ala 
210 215 220 

Phe Thr Glu Cys Cys Gin Ala Ala Asp Lys Ala Ala Cys Leu Leu Pro 
225 230 235 240 

Lys Leu Asp Glu Leu Arg Asp Glu Gly Lys Ala Ser Ser Ala Lys Gin 
245 250 255 

Arg Leu Lys Cys Ala Ser Leu Gin Lys Phe Gly Glu Arg Ala Phe Lys 
260 265 270 

Ala Trp Ala Val Ala Arg Leu Ser Gin Arg Phe Pro Lys Ala Glu Phe 
275 280 285 

Ala Glu Val Ser Lys Leu Val Thr Asp Leu Thr Lys Val His Thr Glu 
290 295 300 

Cys Cys His Gly Asp Leu Leu Glu Cys Ala Asp Asp Arg Ala Asp Leu 
305 310 315 320 

Ala Lys Tyr lie Cys Glu Asn Gin Asp Ser lie Ser Ser Lys Leu Lys 
325 330 335 

Glu Cys Cys Glu Lys Pro Leu Leu Glu Lys Ser His Cys lie Ala Glu 
340 345 350 

Val Glu Asn Asp Glu Met Pro Ala Asp Leu Pro Ser Leu Ala Ala Asp 
355 360 365 

Phe Val Glu Ser Lys Asp Val Cys Lys Asn Tyr Ala Glu Ala Lys Asp 
370 375 380 

Val Phe Leu Gly Met Phe Leu Tyr Glu Tyr Ala Arg Arg His Pro Asp 
385 390 395 400 

Tyr Ser Val Val Leu Leu Leu Arg Leu Ala Lys Thr Tyr Glu Thr Thr 
405 410 415 

Leu Glu Lys Cys Cys Ala Ala Ala Asp Pro His Glu Cys Tyr Ala Lys 
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420 



425 



430 



Val Phe Asp Glu Phe Lys Pro Leu Val Glu Glu Pro Gin Asn Leu lie 
435 440 445 

Lys Gin Asn Cys Glu Leu Phe Glu Gin Leu Gly Glu Tyr Lys Phe Gin 
450 455 460 

Asn Ala Leu Leu Val Arg Tyr Thr Lys Lys Val Pro Gin Val Ser Thr 
465 470 475 480 

Pro Thr Leu Val Glu Val Ser Arg Asn Leu Gly Lys Val Gly Ser Lys 
485 490 495 

Cys Cys Lys His Pro Glu Ala Lys Arg Met Pro Cys Ala Glu Asp Tyr 
500 505 510 

Leu Ser Val Val Leu Asn Gin Leu Cys Val Leu His Glu Lys Thr Pro 
515 520 525 

Val Ser Asp Arg Val Thr Lys Cys Cys Thr Glu Ser Leu Val Asn Arg 
530 535 540 

Arg Pro Cys Phe Ser Ala Leu Glu Val Asp Glu Thr Tyr Val Pro Lys 
545 550 555 560 

Glu Phe Asn Ala Glu Thr Phe Thr Phe His Ala Asp lie Cys Thr Leu 
565 570 575 

Ser Glu Lys Glu Arg Gin lie Lys Lys Gin Thr Ala Leu Val Glu Leu 
580 585 590 

Val Lys His Lys Pro Lys Ala Thr Lys Glu Gin Leu Lys Ala Val Met 
595 600 605 

Asp Asp Phe Ala Ala Phe Val Glu Lys Cys Cys Lys Ala Asp Asp Lys 
610 615 620 

Glu Thr Cys Phe Ala Glu Glu Gly Lys Lys Leu Val Ala Ala Ser Gin 
625 630 635 640 

Ala Ala Leu Gly Leu 
645 



<210> 1192 

<211> 42 

<212> DNA 

<213> Homo sapiens 

<400> 1192 

aggagcgtcg acaaaagata cactagtttg attcatagtt tg 42 



<210> 1193 

<211> 67 

<212> DNA 

<213> Homo sapiens 

<400> 1193 

cgcgcatcga tgagcaacct cactcttgtg tgcatcaaac caattccaca aactagccca 60 
tttatcc 67 



847 



<210> 1194 
<211> 780 
<212> PRT 

<213> Homo sapiens 
<400> 1194 

Met Lys Trp Val Ser Phe lie Ser Leu Leu Phe Leu Phe Ser Ser Ala 
15 10 15 

Tyr Ser Arg Ser Leu Asp Lys Arg Asp Ala His Lys Ser Glu Val Ala 
20 25 30 

His Arg Phe Lys Asp Leu Gly Glu Glu Asn Phe Lys Ala Leu Val Leu 
35 40 45 

lie Ala Phe Ala Gin Tyr Leu Gin Gin Cys Pro Phe Glu Asp His Val 
50 55 60 

Lys Leu Val Asn Glu Val Thr Glu Phe Ala Lys Thr Cys Val Ala Asp 
65 70 75 80 

Glu Ser Ala Glu Asn Cys Asp Lys Ser Leu His Thr Leu Phe Gly Asp 
85 90 95 

^> 

Lys Leu Cys Thr Val Ala Thr Leu Arg Glu Thr Tyr Gly Glu Met Ala 
100 105 110 

Asp Cys Cys Ala Lys Gin Glu Pro Glu Arg Asn Glu Cys Phe Leu Gin 
115 120 125 

His Lys Asp Asp Asn Pro Asn Leu Pro Arg Leu Val Arg Pro Glu Val 
130 135 140 

Asp Val Met Cys Thr Ala Phe His Asp Asn Glu Glu Thr Phe Leu Lys 
145 150 155 160 

Lys Tyr Leu Tyr Glu lie Ala Arg Arg His Pro Tyr Phe Tyr Ala Pro 
165 170 175 

Glu Leu Leu Phe Phe Ala Lys Arg Tyr Lys Ala Ala Phe Thr Glu Cys 
180 185 190 

Cys Gin Ala Ala Asp Lys Ala Ala Cys Leu Leu Pro Lys Leu Asp Glu 
195 200 205 

Leu Arg Asp Glu Gly Lys Ala Ser Ser Ala Lys Gin Arg Leu Lys Cys 
210 215 220 

Ala Ser Leu Gin Lys Phe Gly Glu Arg Ala Phe Lys Ala Trp Ala Val 
225 230 235 240 

Ala Arg Leu Ser Gin Arg Phe Pro Lys Ala Glu Phe Ala Glu Val Ser 
245 250 255 

Lys Leu Val Thr Asp Leu Thr Lys Val His Thr Glu Cys Cys His Gly 
260 265 270 

Asp Leu Leu Glu Cys Ala Asp Asp Arg Ala Asp Leu Ala Lys Tyr lie 
275 280 285 

Cys Glu Asn Gin Asp Ser lie Ser Ser Lys Leu Lys Glu Cys Cys Glu 
290 295 300 
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Lys Pro Leu Leu Glu Lys Ser His Cys lie Ala Glu Val Glu Asn Asp 
305 310 315 320 

Glu Met Pro Ala Asp Leu Pro Ser Leu Ala Ala Asp Phe Val Glu Ser 
325 330 335 

Lys Asp Val Cys Lys Asn Tyr Ala Glu Ala Lys Asp Val Phe Leu Gly 
340 345 350 

Met Phe Leu Tyr Glu Tyr Ala Arg Arg His Pro Asp Tyr Ser Val Val 
355 360 365 

Leu Leu Leu Arg Leu Ala Lys Thr Tyr Glu Thr Thr Leu Glu Lys Cys 
370 375 380 

Cys Ala Ala Ala Asp Pro His Glu Cys Tyr Ala Lys Val Phe Asp Glu 
385 390 395 400 

Phe Lys Pro Leu Val Glu Glu Pro Gin Asn Leu lie Lys Gin Asn Cys 
405 410 415 

Glu Leu Phe Glu Gin Leu Gly Glu Tyr Lys Phe Gin Asn Ala Leu Leu 
420 425 430 

Val Arg Tyr Thr Lys Lys Val Pro Gin Val Ser Thr Pro Thr Leu Val 
435 440 445 

Glu Val Ser Arg Asn Leu Gly Lys Val Gly Ser Lys Cys Cys Lys His 
450 455 460 

Pro Glu Ala Lys Arg Met Pro Cys Ala Glu Asp Tyr Leu Ser Val Val 
465 470 475 480 

Leu Asn Gin Leu Cys Val Leu His Glu Lys Thr Pro Val Ser Asp Arg 
485 490 495 

Val Thr Lys Cys Cys Thr Glu Ser Leu Val Asn Arg Arg Pro Cys Phe 
500 505 510 

Ser Ala Leu Glu Val Asp Glu Thr Tyr Val Pro Lys Glu Phe Asn Ala 
515 520 525 

Glu Thr Phe Thr Phe His Ala Asp lie Cys Thr Leu Ser Glu Lys Glu 
530 535 540 

Arg Gin lie Lys Lys Gin Thr Ala Leu Val Glu Leu Val Lys His Lys 
545 550 555 560 

Pro Lys Ala Thr Lys Glu Gin Leu Lys Ala Val Met Asp Asp Phe Ala 
565 570 575 

Ala Phe Val Glu Lys Cys Cys Lys Ala Asp Asp Lys Glu Thr Cys Phe 
580 585 590 

Ala Glu Glu Gly Lys Lys Leu Val Ala Ala Ser Gin Ala Ala Leu Gly 
595 600 605 

Leu Thr Pro Leu Gly Pro Ala Ser Ser Leu Pro Gin Ser Phe Leu Leu 
610 615 620 

Lys Cys Leu Glu Gin Val Arg Lys lie Gin Gly Asp Gly Ala Ala Leu 
625 630 635 640 
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Gin Glu Lys Leu Cys Ala Thr Tyr Lys Leu Cys His Pro Glu Glu Leu 
645 650 655 



Val Leu Leu Gly His Ser Leu Gly lie Pro Trp Ala Pro Leu Ser Ser 
660 665 670 

Cys Pro Ser Gin Ala Leu Gin Leu Ala Gly Cys Leu Ser Gin Leu His 
675 680 685 

Ser Gly Leu Phe Leu Tyr Gin Gly Leu Leu Gin Ala Leu Glu Gly lie 
690 695 700 

Ser Pro Glu Leu Gly Pro Thr Leu Asp Thr Leu Gin Leu Asp Val Ala 
705 710 715 720 

Asp Phe Ala Thr Thr lie Trp Gin Gin Met Glu Glu Leu Gly Met Ala 
725 730 735 

Pro Ala Leu Gin Pro Thr Gin Gly Ala Met Pro Ala Phe Ala Ser Ala 
740 745 750 

Phe Gin Arg Arg Ala Gly Gly Val Leu Val Ala Ser His Leu Gin Ser 
755 760 765 

Phe Leu Glu Val Ser Tyr Arg Val Leu Arg His Leu 
770 775 780 



<210> 1195 
<211> 615 
<212> DNA 

<213> Homo sapiens 
<400> 1195 

atggctggac ctgccaccca gagccccatg aagctgatgg ccctgcagct gctgctgtgg 60 

cacagtgcac tctggacagt gcaggaagcc acccccctgg gccctgccag ctccctgccc 12 0 

cagagcttcc tgctcaagtg cttagagcaa gtgaggaaga tccagggcga tggcgcagcg 180 

ctccaggaga agctgtgtgc cacctacaag ctgtgccacc ccgaggagct ggtgctgctc 240 

ggacactctc tgggcatccc ctgggctccc ctgagcagct gccccagcca ggccctgcag 300 

ctggcaggct gcttgagcca actccatagc ggccttttcc tctaccaggg gctcctgcag 360 

gccctggaag ggatctcccc cgagttgggt cccaccttgg acacactgca gctggacgtc 42 0 

gccgactttg ccaccaccat ctggcagcag atggaagaac tgggaatggc ccctgccctg 480 

cagcccaccc agggtgccat gccggccttc gcctctgctt tccagcgccg ggcaggaggg 540 

gtcctggttg cctcccatct gcagagcttc ctggaggtgt cgtaccgcgt tctacgccac 600 

cttgcccagc cctga 615 



<210> 1196 
<211> 171 
<212> PRT 

<213> Homo sapiens 
<400> 1196 

Thr Pro Leu Gly Pro Ala Ser Ser Leu Pro Gin Ser Phe Leu Leu Lys 
15 10 15 

Cys Leu Glu Gin Val Arg Lys lie Gin Gly Asp Gly Ala Ala Leu Gin 
20 25 30 

Glu Lys Leu Cys Ala Thr Tyr Lys Leu Cys His Pro Glu Glu Leu Val 
35 40 45 
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Leu Leu Gly His Ser Leu Gly lie Pro Trp Ala Pro Leu Ser Ser Cys 
50 55 60 



Pro Ser Gin Ala Leu Gin Leu Ala Gly Cys Leu Ser Gin Leu His Ser 
65 70 75 80 

Gly Leu Phe Leu Tyr Gin Gly Leu Leu Gin Ala Leu Glu Gly lie Ser 
85 90 95 

Pro Glu Leu Gly Pro Thr Leu Asp Thr Leu Gin Leu Asp Val Ala Asp 
100 105 110 

Phe Ala Thr Thr lie Trp Gin Gin Met Glu Glu Leu Gly Met Ala Pro 
115 120 125 

Ala Leu Gin Pro Thr Gin Gly Ala Met Pro Ala Phe Ala Ser Ala Phe 
130 135 140 

Gin Arg Arg Ala Gly Gly Val Leu Val Ala Ser His Leu Gin Ser Phe 
145 150 155 160 

Leu Glu Val Ser Tyr Arg Val Leu Arg His Leu 
165 170 



<210> 1197 
<211> 37 
<212> DNA 

<213> Homo sapiens 
<400> 1197 

aagctgcctt aggcttaacc cccctgggcc ctgccag 37 



<210> 1198 

<211> 42 

<212> DNA 

<213> Homo sapiens 

<400> 1198 

gcgcgcggcg cgcctcaaag gtggcgtaga acgcggtacg ac 42 



<210> 1199 
<211> 671 
<212> PRT 

<213> Homo sapiens 
<400> 1199 

Met Lys Trp Val Thr Phe lie Ser Leu Leu Phe Leu Phe Ser Ser Ala 
15 10 15 

Tyr Ser Ser Val Ser Glu lie Gin Leu Met His Asn Leu Gly Lys His 
20 25 30 

Leu Asn Ser Met Glu Arg Val Glu Trp Leu Arg Lys Lys Leu Gin Asp 
35 40 45 

Val His Asn Phe Ser Val Ser Glu lie Gin Leu Met His Asn Leu Gly 
50 55 60 

Lys His Leu Asn Ser Met Glu Arg Val Glu Trp Leu Arg Lys Lys Leu 
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65 70 75 80 

Gin Asp Val His Asn Phe Asp Ala His Lys Ser Glu Val Ala His Arg 
85 90 95 

Phe Lys Asp Leu Gly Glu Glu Asn Phe Lys Ala Leu Val Leu He Ala 
100 105 110 

Phe Ala Gin Tyr Leu Gin Gin Cys Pro Phe Glu Asp His Val Lys Leu 
115 120 125 

Val Asn Glu Val Thr Glu Phe Ala Lys Thr Cys Val Ala Asp Glu Ser 
130 135 140 

Ala Glu Asn Cys Asp Lys Ser Leu His Thr Leu Phe Gly Asp Lys Leu 
145 150 155 160 

Cys Thr Val Ala Thr Leu Arg Glu Thr Tyr Gly Glu Met Ala Asp Cys 
165 170 175 

Cys Ala Lys Gin Glu Pro Glu Arg Asn Glu Cys Phe Leu Gin His Lys 
180 185 190 

Asp Asp Asn Pro Asn Leu Pro Arg Leu Val Arg Pro Glu Val Asp Val 
195 200 205 

Met Cys Thr Ala Phe His Asp Asn Glu Glu Thr Phe Leu Lys Lys Tyr 
210 215 220 

Leu Tyr Glu He Ala Arg Arg His Pro Tyr Phe Tyr Ala Pro Glu Leu 
225 230 235 240 

Leu Phe Phe Ala Lys Arg Tyr Lys Ala Ala Phe Thr Glu Cys Cys Gin 
245 250 255 

Ala Ala Asp Lys Ala Ala Cys Leu Leu Pro Lys Leu Asp Glu Leu Arg 
260 265 270 

Asp Glu Gly Lys Ala Ser Ser Ala Lys Gin Arg Leu Lys Cys Ala Ser 
275 280 285 

Leu Gin Lys Phe Gly Glu Arg Ala Phe Lys Ala Trp Ala Val Ala Arg 
290 295 300 

Leu Ser Gin Arg Phe Pro Lys Ala Glu Phe Ala Glu Val Ser Lys Leu 
305 310 315 320 

Val Thr Asp Leu Thr Lys Val His Thr Glu Cys Cys His Gly Asp Leu 
325 330 335 

Leu Glu Cys Ala Asp Asp Arg Ala Asp Leu Ala Lys Tyr lie Cys Glu 
340 345 350 

Asn Gin Asp Ser He Ser Ser Lys Leu Lys Glu Cys Cys Glu Lys Pro 
355 360 365 

Leu Leu Glu Lys Ser His Cys He Ala Glu Val Glu Asn Asp Glu Met 
370 375 380 

Pro Ala Asp Leu Pro Ser Leu Ala Ala Asp Phe Val Glu Ser Lys Asp 
385 390 395 400 

Val Cys Lys Asn Tyr Ala Glu Ala Lys Asp Val Phe Leu Gly Met Phe 
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405 



410 



415 



Leu Tyr Glu Tyr Ala Arg Arg His Pro Asp Tyr Ser Val Val Leu Leu 
420 425 430 

Leu Arg Leu Ala Lys Thr Tyr Glu Thr Thr Leu Glu Lys Cys Cys Ala 
435 440 445 

Ala Ala Asp Pro His Glu Cys Tyr Ala Lys Val Phe Asp Glu Phe Lys 
450 455 460 

Pro Leu Val Glu Glu Pro Gin Asn Leu lie Lys Gin Asn Cys Glu Leu 
465 470 475 480 

Phe Glu Gin Leu Gly Glu Tyr Lys Phe Gin Asn Ala Leu Leu Val Arg 
485 490 495 

Tyr Thr Lys Lys Val Pro Gin Val Ser Thr Pro Thr Leu Val Glu Val 
500 505 510 

Ser Arg Asn Leu Gly Lys Val Gly Ser Lys Cys Cys Lys His Pro Glu 
515 520 525 

Ala Lys Arg Met Pro Cys Ala Glu Asp Tyr Leu Ser Val Val Leu Asn 
530 535 540 

Gin Leu Cys Val Leu His Glu Lys Thr Pro Val Ser Asp Arg Val Thr 
545 550 555 560 

Lys Cys Cys Thr Glu Ser Leu Val Asn Arg Arg Pro Cys Phe Ser Ala 
565 570 575 

Leu Glu Val Asp Glu Thr Tyr Val Pro Lys Glu Phe Asn Ala Glu Thr 
580 585 590 

Phe Thr Phe His Ala Asp lie Cys Thr Leu Ser Glu Lys Glu Arg Gin 
595 600 605 

lie Lys Lys Gin Thr Ala Leu Val Glu Leu Val Lys His Lys Pro Lys 
610 615 620 

Ala Thr Lys Glu Gin Leu Lys Ala Val Met Asp Asp Phe Ala Ala Phe 
625 630 635 640 

Val Glu Lys Cys Cys Lys Ala Asp Asp Lys Glu Thr Cys Phe Ala Glu 
645 650 655 

Glu Gly Lys Lys Leu Val Ala Ala Ser Gin Ala Ala Leu Gly Leu 
660 665 670 



<210> 1200 

<211> 204 

<212> DNA 

<213> Homo sapiens 

<400> 1200 

tctgtgagtg aaatacagct tatgcataac 
gtagaatggc tgcgtaagaa gctgcaggat 
cttatgcata acctgggaaa acatctgaac 
aagctgcagg atgtgcacaa tttt 



ctgggaaaac atctgaactc gatggagaga 60 
gtgcacaatt tttctgtgag tgaaatacag 12 0 
tcgatggaga gagtagaatg gctgcgtaag 180 

204 
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<210> 1201 
<211> 68 
<212> PRT 

<213> Homo sapiens 
<400> 1201 

Ser Val Ser Glu lie Gin Leu Met His Asn Leu Gly Lys His Leu Asn 
15 10 15 

Ser Met Glu Arg Val Glu Trp Leu Arg Lys Lys Leu Gin Asp Val His 
20 25 30 

Asn Phe Ser Val Ser Glu lie Gin Leu Met His Asn Leu Gly Lys His 
35 40 45 

Leu Asn Ser Met Glu Arg Val Glu Trp Leu Arg Lys Lys Leu Gin Asp 
50 55 60 

Val His Asn Phe 
65 



<210> 1202 

<211> 105 

<212> DNA 

<213> Homo sapiens 

<400> 1202 

gagcgcggat ccaagcttcc gccaccatga agtgggtaac ctttatttcc cttctttttc 60 
tctttagctc ggcttactcg tctgtgagtg aaatacagct tatgc 105 



<210> 1203 

<211> 62 

<212> DNA 

<213> Homo sapiens 



<400> 1203 

gaagctgcag gatgtgcaca attttgatgc acacaagagt gaggttgctc atcgatttaa 60 
ag 62 



<210> 1204 

<211> 64 

<212> DNA 

<213> Homo sapiens 



<400> 1204 

tacactagtt tgattcatag tttgattgaa gaaagtcaaa atcaacaaga aaagaatgaa 60 
caag 64 



<210> 1205 

<211> 68 

<212> DNA 

<213> Homo sapiens 



<400> 1205 

aaaccaattc cacaaactag cccatttatc caattccaac aattcttgtt cattcttttc 60 
ttgttgat 68 
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<210> 1206 

<211> 70 

<212> DNA 

<213> Homo sapiens 

<400> 1206 

tggcaagaat gggaacaaaa gattactgct 
aagaatgaat 



ttgttagaac aagctcaaat tcaacaagaa 60 

70 



<210> 1207 

<211>'77 

<212> DNA 

<213> Homo sapiens 

<400> 1207 

gaaccattcc cataaagaag cccatttatc caacttttgc aattcatatt cattcttttc 60 
ttgttgaatt tgagctt 77 



<210> 1208 

<211> 1203 

<212> DNA 

<213> Homo sapiens 



<400> 1208 
atgaacaagt 
caggaaacgt 
tgtgacaaat 
gtgtgcgccc 
ctatactgca 
cacaaccgcg 
cataggagct 
gtttgcaaaa 
agaaaacaca 
cacgacaaca 
ctgtgtgagg 
agtgtcttgg 
aaacggcaac 
aacaaagacc 
gtgcagcggc 
agcttaccgg 
cccagtgacc 
accttgaagg 
gtcactcaga 
tatcagaagt 
tta 



tgctgtgctg 
ttcctccaaa 
gtcctcctgg 
cttgccctga 
gccccgtgtg 
tgtgcgaatg 
gccctcctgg 
gatgtccaga 
caaattgcag 
tatgttccgg 
aggcattctt 
tagacaattt 
acagctcaca 
aagatatagt 
acattggaca 
gaaagaaagt 
agatcctgaa 
gcctaatgca 
gtctaaagaa 
tatttttaga 



cgcgctcgtg 
gtaccttcat 
tacctaccta 
ccactactac 
caaggagctg 
caaggaaggg 
atttggagtg 
tgggttcttc 
tgtctttggt 
aaacagtgaa 
caggtttgct 
gcctggcacc 
agaacagact 
caagaagatc 
tgctaacctc 
gggagcagaa 
gctgctcagt 
cgcactaaag 
gaccatcagg 
aatgataggt 



tttctggaca 
tatgacgaag 
aaacaacact 
acagacagct 
cagtacgtca 
cgctaccttg 
gtgcaagctg 
tcaaatgaga 
ctcctgctaa 
tcaactcaaa 
gttcctacaa 
aaagtaaacg 
ttccagctgc 
atccaagata 
accttcgagc 
gacattgaaa 
ttgtggcgaa 
cactcaaaga 
ttccttcaca 
aaccaggtcc 



tctccattaa 
aaacctctca 
gtacagcaaa 
ggcacaccag 
agcaggagtg 
agatagagtt 
gaaccccaga 
cgtcatctaa 
ctcagaaagg 
aatgtggaat 
agtttacgcc 
cagagagtgt 
tgaagttatg 
ttgacctctg 
agcttcgtag 
aaacaataaa 
taaaaaatgg 
cgtaccactt 
gcttcacaat 
aatcagtaaa 



gtggaccacc 
tcagctgttg 
gtggaagacc 
tgacgagtgt 
caatcgcacc 
ctgcttgaaa 
gcgaaataca 
agcaccctgt 
aaatgcaaca 
agatgttacc 
taactggctt 
agagaggata 
gaaacatcaa 
tgaaaacagc 
cttgatggaa 
ggcatgcaaa 
cgaccaagac 
tcccaaaact 
gtacaaattg 
aataagctgc 



60 
120 
180 
240 
300 
360 
420 
480 
540 
600 
660 
720 
780 
840 
900 
960 
1020 
1080 
1140 
1200 
1203 



<210> 1209 
<211> 1203 
<212> DNA 

<213> Homo sapiens 



<400> 1209 
atgaacaagt 
caggaaacgt 
tgtgacaaat 
gtgtgcgccc 
ctatactgca 
cacaaccgcg 
cataggagct 
gtttgcaaaa 
agaaaacaca 



tgctgtgctg 
ttcctccaaa 
gtcctcctgg 
cttgccctga 
gccccgtgtg 
tgtgcgaatg 
gccctcctgg 
gatgtccaga 
caaattgcag 



cgcgctcgtg 
gtaccttcat 
tacctaccta 
ccactactac 
caaggagctg 
caaggaaggg 
atttggagtg 
tgggttcttc 
tgtctttggt 



tttctggaca 
tatgacgaag 
aaacaacact 
acagacagct 
cagtacgtca 
cgctaccttg 
gtgcaagctg 
tcaaatgaga 
ctcctgctaa 



tctccattaa 
aaacctctca 
gtacagcaaa 
ggcacaccag 
agcaggagtg 
agatagagtt 
gaaccccaga 
cgtcatctaa 
ctcagaaagg 



gtggaccacc 
tcagctgttg 
gtggaagacc 
tgacgagtgt 
caatcgcacc 
ctgcttgaaa 
gcgaaataca 
agcaccctgt 
aaatgcaaca 



60 
120 
180 
240 
300 
360 
420 
480 
540 
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cacgacaaca 
ctgtgtgagg 
agtgtcttgg 
aaacggcaac 
aacaaagacc 
gtgcagcggc 
agcttaccgg 
cccagtgacc 
accttgaagg 
gtcactcaga 
tatcagaagt 
tta 



tatgttccgg 
aggcattctt 
tagacaattt 
acagctcaca 
aagatatagt 
acattggaca 
gaaagaaagt 
agatcctgaa 
gcctaatgca 
gtctaaagaa 
tatttttaga 



aaacagtgaa 
caggtttgct 
gcctggcacc 
agaacagact 
caagaagatc 
tgctaacctc 
gggagcagaa 
gctgctcagt 
cgcactaaag 
gaccatcagg 
aatgataggt 



tcaactcaaa 
gttcctacaa 
aaagtaaacg 
ttccagctgc 
atccaagata 
accttcgagc 
gacattgaaa 
ttgtggcgaa 
cactcaaaga 
ttccttcaca 
aaccaggtcc 



aatgtggaat 
agtttacgcc 
cagagagtgt 
tgaagttatg 
ttgacctctg 
agcttcgtag 
aaacaataaa 
taaaaaatgg 
cgtaccactt 
gcttcacaat 
aatcagtaaa 



agatgttacc 
taactggctt 
agagaggata 
gaaacatcaa 
tgaaaacagc 
cttgatggaa 
ggcatgcaaa 
cgaccaagac 
tcccaaaact 
gtacaaattg 
aataagctgc 



600 
660 
720 
780 
840 
900 
960 
1020 
1080 
1140 
1200 
1203 



<210> 1210 

<211> 1203 

<212> DNA 

<213> Homo sapiens 



<400> 1210 
atgaacaagt 
caggaaacgt 
tgtgacaaat 
gtgtgcgccc 
ctatactgca 
cacaaccgcg 
cataggagct 
gtttgcaaaa 
agaaaacaca 
cacgacaaca 
ctgtgtgagg 
agtgtcttgg 
aaacggcaac 
aacaaagacc 
gtgcagcggc 
agcttaccgg 
cccagtgacc 
accttgaagg 
gtcactcaga 
tatcagaagt 
tta 



tgctgtgctg 
ttcctccaaa 
gtcctcctgg 
cttgccctga 
gccccgtgtg 
tgtgcgaatg 
gccctcctgg 
gatgtccaga 
caaattgcag 
tatgttccgg 
aggcattctt 
tagacaattt 
acagctcaca 
aagatatagt 
acattggaca 
gaaagaaagt 
agatcctgaa 
gcctaatgca 
gtctaaagaa 
tatttttaga 



cgcgctcgtg 
gtaccttcat 
tacctaccta 
ccactactac 
caaggagctg 
caaggaaggg 
atttggagtg 
tgggttcttc 
tgtctttggt 
aaacagtgaa 
caggtttgct 
gcctggcacc 
agaacagact 
caagaagatc 
tgctaacctc 
gggagcagaa 
gctgctcagt 
cgcactaaag 
gaccatcagg 
aatgataggt 



tttctggaca 
tatgacgaag 
aaacaacact 
acagacagct 
cagtacgtca 
cgctaccttg 
gtgcaagctg 
tcaaatgaga 
ctcctgctaa 
tcaactcaaa 
gttcctacaa 
aaagtaaacg 
ttccagctgc 
atccaagata 
accttcgagc 
gacattgaaa 
ttgtggcgaa 
cactcaaaga 
ttccttcaca 
aaccaggtcc 



tctccattaa 
aaacctctca 
gtacagcaaa 
ggcacaccag 
agcaggagtg 
agatagagtt 
gaaccccaga 
cgtcatctaa 
ctcagaaagg 
aatgtggaat 
agtttacgcc 
cagagagtgt 
tgaagttatg 
ttgacctctg 
agcttcgtag 
aaacaataaa 
taaaaaatgg 
cgtaccactt 
gcttcacaat 
aatcagtaaa 



gtggaccacc 
tcagctgttg 
gtggaagacc 
tgacgagtgt 
caatcgcacc 
ctgcttgaaa 
gcgaaataca 
agcaccctgt 
aaatgcaaca 
agatgttacc 
taactggctt 
agagaggata 
gaaacatcaa 
tgaaaacagc 
cttgatggaa 
ggcatgcaaa 
cgaccaagac 
tcccaaaact 
gtacaaattg 
aataagctgc 



60 
120 
180 
240 
300 
360 
420 
480 
540 
600 
660 
720 
780 
840 
900 
960 
1020 
1080 
1140 
1200 
1203 



<210> 1211 

<211> 1203 

<212> DNA 

<213> Homo sapiens 



<400> 1211 
atgaacaagt 
caggaaacgt 
tgtgacaaat 
gtgtgcgccc 
ctatactgca 
cacaaccgcg 
cataggagct 
gtttgcaaaa 
agaaaacaca 
cacgacaaca 
ctgtgtgagg 
agtgtcttgg 
aaacggcaac 
aacaaagacc 
gtgcagcggc 
agcttaccgg 



tgctgtgctg 
ttcctccaaa 
gtcctcctgg 
cttgccctga 
gccccgtgtg 
tgtgcgaatg 
gccctcctgg 
gatgtccaga 
caaattgcag 
tatgttccgg 
aggcattctt 
tagacaattt 
acagctcaca 
aagatatagt 
acattggaca 
gaaagaaagt 



cgcgctcgtg 
gtaccttcat 
tacctaccta 
ccactactac 
caaggagctg 
caaggaaggg 
atttggagtg 
tgggttcttc 
tgtctttggt 
aaacagtgaa 
caggtttgct 
gcctggcacc 
agaacagact 
caagaagatc 
tgctaacctc 
gggagcagaa 



tttctggaca 
tatgacgaag 
aaacaacact 
acagacagct 
cagtacgtca 
cgctaccttg 
gtgcaagctg 
tcaaatgaga 
ctcctgctaa 
tcaactcaaa 
gttcctacaa 
aaagtaaacg 
ttccagctgc 
atccaagata 
accttcgagc 
gacattgaaa 



tctccattaa 
aaacctctca 
gtacagcaaa 
ggcacaccag 
agcaggagtg 
agatagagtt 
gaaccccaga 
cgtcatctaa 
ctcagaaagg 
aatgtggaat 
agtttacgcc 
cagagagtgt 
tgaagttatg 
ttgacctctg 
agcttcgtag 
aaacaataaa 



gtggaccacc 
tcagctgttg 
gtggaagacc 
tgacgagtgt 
caatcgcacc 
ctgcttgaaa 
gcgaaataca 
agcaccctgt 
aaatgcaaca 
agatgttacc 
taactggctt 
agagaggata 
gaaacatcaa 
tgaaaacagc 
cttgatggaa 
ggcatgcaaa 



60 
120 
180 
240 
300 
360 
420 
480 
540 
600 
660 
720 
780 
840 
900 
960 
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cccagtgacc agatcctgaa gctgctcagt ttgtggcgaa taaaaaatgg cgaccaagac 1020 

accttgaagg gcctaatgca cgcactaaag cactcaaaga cgtaccactt tcccaaaact 1080 

gtcactcaga gtctaaagaa gaccatcagg ttccttcaca gcttcacaat gtacaaattg 1140 

tatcagaagt tatttttaga aatgataggt aaccaggtcc aatcagtaaa aataagctgc 1200 

tta 1203 

<210> 1212 

<211> 1203 

<212> DNA 

<213> Homo sapiens 



<400> 1212 
atgaacaagt 
caggaaacgt 
tgtgacaaat 
gtgtgcgccc 
ctatactgca 
cacaaccgcg 
cataggagct 
gtttgcaaaa 
agaaaacaca 
cacgacaaca 
ctgtgtgagg 
agtgtcttgg 
aaacggcaac 
aacaaagacc 
gtgcagcggc 
agcttaccgg 
cccagtgacc 
accttgaagg 
gtcactcaga 
tatcagaagt 
tta 



tgctgtgctg 
ttcctccaaa 
gtcctcctgg 
cttgccctga 
gccccgtgtg 
tgtgcgaatg 
gccctcctgg 
gatgtccaga 
caaattgcag 
tatgttccgg 
aggcattctt 
tagacaattt 
acagctcaca 
aagatatagt 
acattggaca 
gaaagaaagt 
agatcctgaa 
gcctaatgca 
gtctaaagaa 
tatttttaga 



cgcgctcgtg 
gtaccttcat 
tacctaccta 
ccactactac 
caaggagctg 
caaggaaggg 
atttggagtg 
tgggttcttc 
tgtctttggt 
aaacagtgaa 
caggtttgct 
gcctggcacc 
agaacagact 
caagaagatc 
tgctaacctc 
gggagcagaa 
gctgctcagt 
cgcactaaag 
gaccatcagg 
aatgataggt 



tttctggaca 
tatgacgaag 
aaacaacact 
acagacagct 
cagtacgtca 
cgctaccttg 
gtgcaagctg 
tcaaatgaga 
ctcctgctaa 
tcaactcaaa 
gttcctacaa 
aaagtaaacg 
ttccagctgc 
atccaagata 
accttcgagc 
gacattgaaa 
ttgtggcgaa 
cactcaaaga 
ttccttcaca 
aaccaggtcc 



tctccattaa 
aaacctctca 
gtacagcaaa 
ggcacaccag 
agcaggagtg 
agatagagtt 
gaaccccaga 
cgtcatctaa 
ctcagaaagg 
aatgtggaat 
agtttacgcc 
cagagagtgt 
tgaagttatg 
ttgacctctg 
agcttcgtag 
aaacaataaa 
taaaaaatgg 
cgtaccactt 
gcttcacaat 
aatcagtaaa 



gtggaccacc 
tcagctgttg 
gtggaagacc 
tgacgagtgt 
caatcgcacc 
ctgcttgaaa 
gcgaaataca 
agcaccctgt 
aaatgcaaca 
agatgttacc 
taactggctt 
agagaggata 
gaaacatcaa 
tgaaaacagc 
cttgatggaa 
ggcatgcaaa 
cgaccaagac 
tcccaaaact 
gtacaaattg 
aataagctgc 



60 
120 
180 
240 
300 
360 
420 
480 
540 
600 
660 
720 
780 
840 
900 
960 
1020 
1080 
1140 
1200 
1203 



<210> 1213 

<211> 1203 

<212> DNA 

<213> Homo sapiens 



<400> 1213 
atgaacaagt 
caggaaacgt 
tgtgacaaat 
gtgtgcgccc 
ctatactgca 
cacaaccgcg 
cataggagct 
gtttgcaaaa 
agaaaacaca 
cacgacaaca 
ctgtgtgagg 
agtgtcttgg 
aaacggcaac 
aacaaagacc 
gtgcagcggc 
agcttaccgg 
cccagtgacc 
accttgaagg 
gtcactcaga 
tatcagaagt 
tta 



tgctgtgctg 
ttcctccaaa 
gtcctcctgg 
cttgccctga 
gccccgtgtg 
tgtgcgaatg 
gccctcctgg 
gatgtccaga 
caaattgcag 
tatgttccgg 
aggcattctt 
tagacaattt 
acagctcaca 
aagatatagt 
acattggaca 
gaaagaaagt 
agatcctgaa 
gcctaatgca 
gtctaaagaa 
tatttttaga 



cgcgctcgtg 
gtaccttcat 
tacctaccta 
ccactactac 
caaggagctg 
caaggaaggg 
atttggagtg 
tgggttcttc 
tgtctttggt 
aaacagtgaa 
caggtttgct 
gcctggcacc 
agaacagact 
caagaagatc 
tgctaacctc 
gggagcagaa 
gctgctcagt 
cgcactaaag 
gaccatcagg 
aatgataggt 



tttctggaca 
tatgacgaag 
aaacaacact 
acagacagct 
cagtacgtca 
cgctaccttg 
gtgcaagctg 
tcaaatgaga 
ctcctgctaa 
tcaactcaaa 
gttcctacaa 
aaagtaaacg 
ttccagctgc 
atccaagata 
accttcgagc 
gacattgaaa 
ttgtggcgaa 
cactcaaaga 
ttccttcaca 
aaccaggtcc 



tctccattaa 
aaacctctca 
gtacagcaaa 
ggcacaccag 
agcaggagtg 
agatagagtt 
gaaccccaga 
cgtcatctaa 
ctcagaaagg 
aatgtggaat 
agtttacgcc 
cagagagtgt 
tgaagttatg 
ttgacctctg 
agcttcgtag 
aaacaataaa 
taaaaaatgg 
cgtaccactt 
gcttcacaat 
aatcagtaaa 



gtggaccacc 
tcagctgttg 
gtggaagacc 
tgacgagtgt 
caatcgcacc 
ctgcttgaaa 
gcgaaataca 
agcaccctgt 
aaatgcaaca 
agatgttacc 
taactggctt 
agagaggata 
gaaacatcaa 
tgaaaacagc 
cttgatggaa 
ggcatgcaaa 
cgaccaagac 
tcccaaaact 
gtacaaattg 
aataagctgc 



60 
120 
180 
240 
300 
360 
420 
480 
540 
600 
660 
720 
780 
840 
900 
960 
1020 
1080 
1140 
1200 
1203 



<210> 1214 



857 



<211> 1203 

<212> DNA 

<213> Homo sapiens 

<400> 1214 

atgaacaagt tgctgtgctg cgcgctcgtg tttctggaca tctccattaa gtggaccacc 60 

caggaaacgt ttcctccaaa gtaccttcat tatgacgaag aaacctctca tcagctgttg 120 

tgtgacaaat gtcctcctgg tacctaccta aaacaacact gtacagcaaa gtggaagacc 180 

gtgtgcgccc cttgccctga ccactactac acagacagct ggcacaccag tgacgagtgt 240 

ctatactgca gccccgtgtg caaggagctg cagtacgtca agcaggagtg caatcgcacc 300 

cacaaccgcg tgtgcgaatg caaggaaggg cgctaccttg agatagagtt ctgcttgaaa 360 

cataggagct gccctcctgg atttggagtg gtgcaagctg gaaccccaga gcgaaataca 42 0 

gtttgcaaaa gatgtccaga tgggttcttc tcaaatgaga cgtcatctaa agcaccctgt 480 

agaaaacaca caaattgcag tgtctttggt ctcctgctaa ctcagaaagg aaatgcaaca 540 

cacgacaaca tatgttccgg aaacagtgaa tcaactcaaa aatgtggaat agatgttacc 600 

ctgtgtgagg aggcattctt caggtttgct gttcctacaa agtttacgcc taactggctt 660 

agtgtcttgg tagacaattt gcctggcacc aaagtaaacg cagagagtgt agagaggata 72 0 

aaacggcaac acagctcaca agaacagact ttccagctgc tgaagttatg gaaacatcaa 780 

aacaaagacc aagatatagt caagaagatc atccaagata ttgacctctg tgaaaacagc 840 

gtgcagcggc acattggaca tgctaacctc accttcgagc agcttcgtag cttgatggaa 900 

agcttaccgg gaaagaaagt gggagcagaa gacattgaaa aaacaataaa ggcatgcaaa 960 

cccagtgacc agatcctgaa gctgctcagt ttgtggcgaa taaaaaatgg cgaccaagac 102 0 

accttgaagg gcctaatgca cgcactaaag cactcaaaga cgtaccactt tcccaaaact 1080 

gtcactcaga gtctaaagaa gaccatcagg ttccttcaca gcttcacaat gtacaaattg 1140 

tatcagaagt tatttttaga aatgataggt aaccaggtcc aatcagtaaa aataagctgc 12 00 

tta 1203 

<210> 1215 

<211> 1203 

<212> DNA 

<213> Homo sapiens 

<400> 1215 

atgaacaagt tgctgtgctg cgcgctcgtg tttctggaca tctccattaa gtggaccacc 60 

caggaaacgt ttcctccaaa gtaccttcat tatgacgaag aaacctctca tcagctgttg 12 0 

tgtgacaaat gtcctcctgg tacctaccta aaacaacact gtacagcaaa gtggaagacc 180 

gtgtgcgccc cttgccctga ccactactac acagacagct ggcacaccag tgacgagtgt 240 

ctatactgca gccccgtgtg caaggagctg cagtacgtca agcaggagtg caatcgcacc 3 00 

cacaaccgcg tgtgcgaatg caaggaaggg cgctaccttg agatagagtt ctgcttgaaa 3 60 

cataggagct gccctcctgg atttggagtg gtgcaagctg gaaccccaga gcgaaataca 420 

gtttgcaaaa gatgtccaga tgggttcttc tcaaatgaga cgtcatctaa agcaccctgt 480 

agaaaacaca caaattgcag tgtctttggt ctcctgctaa ctcagaaagg aaatgcaaca 540 

cacgacaaca tatgttccgg aaacagtgaa tcaactcaaa aatgtggaat agatgttacc 600 

ctgtgtgagg aggcattctt caggtttgct gttcctacaa agtttacgcc taactggctt 660 

agtgtcttgg tagacaattt gcctggcacc aaagtaaacg cagagagtgt agagaggata 720 

aaacggcaac acagctcaca agaacagact ttccagctgc tgaagttatg gaaacatcaa 7 80 

aacaaagacc aagatatagt caagaagatc atccaagata ttgacctctg tgaaaacagc 840 

gtgcagcggc acattggaca tgctaacctc accttcgagc agcttcgtag cttgatggaa 900 

agcttaccgg gaaagaaagt gggagcagaa gacattgaaa aaacaataaa ggcatgcaaa 960 

cccagtgacc agatcctgaa gctgctcagt ttgtggcgaa taaaaaatgg cgaccaagac 1020 

accttgaagg gcctaatgca cgcactaaag cactcaaaga cgtaccactt tcccaaaact 1080 

gtcactcaga gtctaaagaa gaccatcagg ttccttcaca gcttcacaat gtacaaattg 1140 

tatcagaagt tatttttaga aatgataggt aaccaggtcc aatcagtaaa aataagctgc 12 00 

tta 1203 

<210> 1216 

<211> 543 

<212> DNA 

<213> Homo sapiens 

<400> 1216 

atgaaaagca tttactttgt ggctgggtta tttgtaatgc tggtacaagg cagctggcaa 60 

cgttcccttc aagacacaga ggagaaatcc agatcattct cagcttccca ggcagaccca 120 



858 



I 



ctcagtgatc 
gactacagca 
accaagagga 
gggaccttta 
gcttggctgg 
gaacttggcc 
aatcttgccg 
taa 



ctgatcagat 
agtatctgga 
acaggaataa 
ccagtgatgt 
tgaaaggccg 
gcagacatgc 
ccagggactt 



gaacgaggac 
ctccaggcgt 
cattgccaaa 
aagttcttat 
aggaaggcga 
tgatggttct 
tataaactgg 



aagcgccatt 
gcccaagatt 
cgtcacgatg 
ttggaaggcc 
gatttcccag 
ttctctgatg 
ttgattcaga 



cacagggcac 
ttgtgcagtg 
aatttgagag 
aagctgccaa 
aagaggtcgc 
agatgaacac 
ccaaaatcac 



attcaccagt 
gttgatgaat 
acatgctgaa 
ggaattcatt 
cattgttgaa 
cattcttgat 
tgacaggaaa 



180 
240 
300 
360 
420 
480 
540 
543 



<210> 1217 

<211> 543 

<212> DNA 

<213> Homo sapiens 



<400> 1217 

atgaaaagca tttactttgt ggctgggtta tttgtaatgc tggtacaagg cagctggcaa 60 

cgttcccttc aagacacaga ggagaaatcc agatcattct cagcttccca ggcagaccca 12 0 

ctcagtgatc ctgatcagat gaacgaggac aagcgccatt cacagggcac attcaccagt 180 

gactacagca agtatctgga ctccaggcgt gcccaagatt ttgtgcagtg gttgatgaat 240 

accaagagga acaggaataa cattgccaaa cgtcacgatg aatttgagag acatgctgaa 3 00 

gggaccttta ccagtgatgt aagttcttat ttggaaggcc aagctgccaa ggaattcatt 3 60 

gcttggctgg tgaaaggccg aggaaggcga gatttcccag aagaggtcgc cattgttgaa 42 0 

gaacttggcc gcagacatgc tgatggttct ttctctgatg agatgaacac cattcttgat 480 

aatcttgccg ccagggactt tataaactgg ttgattcaga ccaaaatcac tgacaggaaa 540 

taa 543 



<210> 1218 

<211> 543 

<212> DNA 

<213> Homo sapiens 



<400> 1218 

atgaaaagca tttactttgt ggctgggtta 
cgttcccttc aagacacaga ggagaaatcc 
ctcagtgatc ctgatcagat gaacgaggac 
gactacagca agtatctgga ctccaggcgt 
accaagagga acaggaataa cattgccaaa 
gggaccttta ccagtgatgt aagttcttat 
gcttggctgg tgaaaggccg aggaaggcga 
gaacttggcc gcagacatgc tgatggttct 
aatcttgccg ccagggactt tataaactgg 
taa 



tttgtaatgc tggtacaagg cagctggcaa 60 

agatcattct cagcttccca ggcagaccca 12 0 

aagcgccatt cacagggcac attcaccagt 180 

gcccaagatt ttgtgcagtg gttgatgaat 240 

cgtcacgatg aatttgagag acatgctgaa 3 00 

ttggaaggcc aagctgccaa ggaattcatt 3 60 

gatttcccag aagaggtcgc cattgttgaa 42 0 

ttctctgatg agatgaacac cattcttgat 480 

ttgattcaga ccaaaatcac tgacaggaaa 540 

543 



<210> 1219 

<211> 543 

<212> DNA 

<213> Homo sapiens 



<400> 1219 

atgaaaagca tttactttgt ggctgggtta tttgtaatgc tggtacaagg cagctggcaa 60 

cgttcccttc aagacacaga ggagaaatcc agatcattct cagcttccca ggcagaccca 120 

ctcagtgatc ctgatcagat gaacgaggac aagcgccatt cacagggcac attcaccagt 180 

gactacagca agtatctgga ctccaggcgt gcccaagatt ttgtgcagtg gttgatgaat 240 

accaagagga acaggaataa cattgccaaa cgtcacgatg aatttgagag acatgctgaa 3 00 

gggaccttta ccagtgatgt aagttcttat ttggaaggcc aagctgccaa ggaattcatt 3 60 

gcttggctgg tgaaaggccg aggaaggcga gatttcccag aagaggtcgc cattgttgaa 420 

gaacttggcc gcagacatgc tgatggttct ttctctgatg agatgaacac cattcttgat 480 

aatcttgccg ccagggactt tataaactgg ttgattcaga ccaaaatcac tgacaggaaa 540 

taa 543 



<210> 1220 
<211> 543 
<212> DNA 



859 



<213> Homo sapiens 



<400> 1220 
atgaaaagca 
cgttcccttc 
ctcagtgatc 
gactacagca 
accaagagga 
gggaccttta 
gcttggctgg 
gaacttggcc 
aatcttgccg 
taa 



tttactttgt 
aagacacaga 
ctgatcagat 
agtatctgga 
acaggaataa 
ccagtgatgt 
tgaaaggccg 
gcagacatgc 
ccagggactt 



ggctgggtta 
ggagaaatcc 
gaacgaggac 
ctccaggcgt 
cattgccaaa 
aagttcttat 
aggaaggcga 
tgatggttct 
tataaactgg 



tttgtaatgc 
agatcattct 
aagcgccatt 
gcccaagatt 
cgtcacgatg 
ttggaaggcc 
gatttcccag 
ttctctgatg 
ttgattcaga 



tggtacaagg 
cagcttccca 
cacagggcac 
ttgtgcagtg 
aatttgagag 
aagctgccaa 
aagaggtcgc 
agatgaacac 
ccaaaatcac 



cagctggcaa 
ggcagaccca 
attcaccagt 
gttgatgaat 
acatgctgaa 
ggaattcatt 
cattgttgaa 
cattcttgat 
tgacaggaaa 



60 
120 
180 
240 
300 
360 
420 
480 
540 
543 



<210> 1221 

<211> 180 

<212> DNA 

<213> Homo sapiens 

<400> 1221 

cacgctgaag gtactttcac ttctgatgtt tcttcttact tggaaggtca agctgctaag 60 

gaattcattg cttggttggt taagggtaga catgcagagg gaacatttac atcagacgtc 120 

tcatcatatt tagagggaca ggcagcaaaa gagtttatag catggttagt aaaaggaagg 180 

<210> 1222 

<211> 180 

<212> DNA 

<213> Homo sapiens 



<400> 1222 

cacggtgaag gtactttcac ttctgatgtt tcttcttact tggaaggtca agctgctaag 60 

gaattcattg cttggttggt taagggtaga catgcagagg gaacatttac atcagacgtc 12 0 

tcatcatatt tagagggaca ggcagcaaaa gagtttatag catggttagt aaaaggaagg 180 



<210> 1223 

<211> 779 

<212> PRT 

<213> Homo sapiens 

<400> 1223 

Met Asn Lys Leu Leu Cys Cys Ala Leu Val Phe Leu Asp lie Ser lie 
15 10 15 

Lys Trp Thr Thr Gin Glu Thr Phe Pro Pro Lys Tyr Leu His Tyr Asp 
20 25 30 

Glu Glu Thr Ser His Gin Leu Leu Cys Asp Lys Cys Pro Pro Gly Thr 
35 40 45 

Tyr Leu Lys Gin His Cys Thr Ala Lys Trp Lys Thr Val Cys Ala Pro 
50 55 60 

Cys Pro Asp His Tyr Tyr Thr Asp Ser Trp His Thr Ser Asp Glu Cys 
65 70 75 80 

Leu Tyr Cys Ser Pro Val Cys Lys Glu Leu Gin Tyr Val Lys Gin Glu 
85 90 95 

Cys Asn Arg Thr His Asn Arg Val Cys Glu Cys Lys Glu Gly Arg Tyr 
100 105 110 

Leu Glu lie Glu Phe Cys Leu Lys His Arg Ser Cys Pro Pro Gly Phe 



860 



115 120 125 

Gly Val Val Gin Ala Gly Thr Pro Glu Arg Asn Thr Val Cys Lys Arg 
130 135 140 

Cys Pro Asp Gly Phe Phe Ser Asn Glu Thr Ser Ser Lys Ala Pro Cys 
145 150 155 160 

Arg Lys His Thr Asn Cys Ser Val Phe Gly Leu Leu Leu Thr Gin Lys 
165 170 175 

Gly Asn Ala Thr His Asp Asn lie Cys Ser Gly Asn Ser Glu Ser Thr 
180 185 190 

Gin Lys Asp Ala His Lys Ser Glu Val Ala His Arg Phe Lys Asp Leu 
195 200 205 

Gly Glu Glu Asn Phe Lys Ala Leu Val Leu lie Ala Phe Ala Gin Tyr 
210 215 220 

Leu Gin Gin Cys Pro Phe Glu Asp His Val Lys Leu Val Asn Glu Val 
225 230 235 240 

Thr Glu Phe Ala Lys Thr Cys Val Ala Asp Glu Ser Ala Glu Asn Cys 
245 250 255 

Asp Lys Ser Leu His Thr Leu Phe Gly Asp Lys Leu Cys Thr Val Ala 
260 265 270 

Thr Leu Arg Glu Thr Tyr Gly Glu Met Ala Asp Cys Cys Ala Lys Gin 
275 280 285 

Glu Pro Glu Arg Asn Glu Cys Phe Leu Gin His Lys Asp Asp Asn Pro 
290 295 300 

Asn Leu Pro Arg Leu Val Arg Pro Glu Val Asp Val Met Cys Thr Ala 
305 310 315 320 

Phe His Asp Asn Glu Glu Thr Phe Leu Lys Lys Tyr Leu Tyr Glu lie 
325 330 335 

Ala Arg Arg His Pro Tyr Phe Tyr Ala Pro Glu Leu Leu Phe Phe Ala 
340 345 350 

Lys Arg Tyr Lys Ala Ala Phe Thr Glu Cys Cys Gin Ala Ala Asp Lys 
355 360 365 

Ala Ala Cys Leu Leu Pro Lys Leu Asp Glu Leu Arg Asp Glu Gly Lys 
370 375 380 

Ala Ser Ser Ala Lys Gin Arg Leu Lys Cys Ala Ser Leu Gin Lys Phe 
385 390 395 400 

Gly Glu Arg Ala Phe Lys Ala Trp Ala Val Ala Arg Leu Ser Gin Arg 
405 410 415 

Phe Pro Lys Ala Glu Phe Ala Glu Val Ser Lys Leu Val Thr Asp Leu 
420 425 430 

Thr Lys Val His Thr Glu Cys Cys His Gly Asp Leu Leu Glu Cys Ala 
435 440 445 

Asp Asp Arg Ala Asp Leu Ala Lys Tyr lie Cys Glu Asn Gin Asp Ser 
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450 455 460 

lie Ser Ser Lys Leu Lys Glu Cys Cys Glu Lys Pro Leu Leu Glu Lys 
465 470 475 480 

Ser His Cys lie Ala Glu Val Glu Asn Asp Glu Met Pro Ala Asp Leu 
485 490 495 

Pro Ser Leu Ala Ala Asp Phe Val Glu Ser Lys Asp Val Cys Lys Asn 
500 505 510 

Tyr Ala Glu Ala Lys Asp Val Phe Leu Gly Met Phe Leu Tyr Glu Tyr 
515 520 525 

Ala Arg Arg His Pro Asp Tyr Ser Val Val Leu Leu Leu Arg Leu Ala 
530 535 540 

Lys Thr Tyr Glu Thr Thr Leu Glu Lys Cys Cys Ala Ala Ala Asp Pro 
545 550 555 560 

His Glu Cys Tyr Ala Lys Val Phe Asp Glu Phe Lys Pro Leu Val Glu 
565 570 575 

Glu Pro Gin Asn Leu lie Lys Gin Asn Cys Glu Leu Phe Glu Gin Leu 
580 585 590 

Gly Glu Tyr Lys Phe Gin Asn Ala Leu Leu Val Arg Tyr Thr Lys Lys 
595 600 605 

Val Pro Gin Val Ser Thr Pro Thr Leu Val Glu Val Ser Arg Asn Leu 
610 615 620 

Gly Lys Val Gly Ser Lys Cys Cys Lys His Pro Glu Ala Lys Arg Met 
625 630 635 640 

Pro Cys Ala Glu Asp Tyr Leu Ser Val Val Leu Asn Gin Leu Cys Val 
645 650 655 

Leu His Glu Lys Thr Pro Val Ser Asp Arg Val Thr Lys Cys Cys Thr 
660 665 670 

Glu Ser Leu Val Asn Arg Arg Pro Cys Phe Ser Ala Leu Glu Val Asp 
675 680 685 

Glu Thr Tyr Val Pro Lys Glu Phe Asn Ala Glu Thr Phe Thr Phe His 
690 695 700 

Ala Asp lie Cys Thr Leu Ser Glu Lys Glu Arg Gin lie Lys Lys Gin 
705 710 715 720 

Thr Ala Leu Val Glu Leu Val Lys His Lys Pro Lys Ala Thr Lys Glu 
725 730 735 

Gin Leu Lys Ala Val Met Asp Asp Phe Ala Ala Phe Val Glu Lys Cys 
740 745 750 

Cys Lys Ala Asp Asp Lys Glu Thr Cys Phe Ala Glu Glu Gly Lys Lys 
755 760 765 

Leu Val Ala Ala Ser Gin Ala Ala Leu Gly Leu 
770 775 
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<210> 1224 
<211> 778 
<212> PRT 

<213> Homo sapiens 
<400> 1224 

Met Asn Lys Leu Leu Cys Cys Ala Leu Val Phe Leu Asp He Ser He 
15 10 15 

Lys Trp Thr Thr Gin Glu Thr Phe Pro Pro Lys Tyr Leu His Tyr Asp 
20 25 30 

Glu Glu Thr Ser His Gin Leu Leu Cys Asp Lys Cys Pro Pro Gly Thr 
35 40 45 

Tyr Leu Lys Gin His Cys Thr Ala Lys Trp Lys Thr Val Cys Ala Pro 
50 55 60 

Cys Pro Asp His Tyr Tyr Thr Asp Ser Trp His Thr Ser Asp Glu Cys 
65 70 75 80 

Leu Tyr Cys Ser Pro Val Cys Lys Glu Leu Gin Tyr Val Lys Gin Glu 
85 90 95 

Cys Asn Arg Thr His Asn Arg Val Cys Glu Cys Lys Glu Gly Arg Tyr 
100 105 110 

Leu Glu lie Glu Phe Cys Leu Lys His Arg Ser Cys Pro Pro Gly Phe 
115 120 125 

Gly Val Val Gin Ala Gly Thr Pro Glu Arg Asn Thr Val Cys Lys Arg 
130 135 140 

Cys Pro Asp Gly Phe Phe Ser Asn Glu Thr Ser Ser Lys Ala Pro Cys 
145 150 155 160 

Arg Lys His Thr Asn Cys Ser Val Phe Gly Leu Leu Leu Thr Gin Lys 
165 170 175 

Gly Asn Ala Thr His Asp Asn He Cys Ser Gly Asn Ser Glu Ser Thr 
180 185 190 

Gin Asp Ala His Lys Ser Glu Val Ala His Arg Phe Lys Asp Leu Gly 
195 200 205 

Glu Glu Asn Phe Lys Ala Leu Val Leu He Ala Phe Ala Gin Tyr Leu 
210 215 220 

Gin Gin Cys Pro Phe Glu Asp His Val Lys Leu Val Asn Glu Val Thr 
225 230 235 240 

Glu Phe Ala Lys Thr Cys Val Ala Asp Glu Ser Ala Glu Asn Cys Asp 
245 250 255 

Lys Ser Leu His Thr Leu Phe Gly Asp Lys Leu Cys Thr Val Ala Thr 
260 265 270 

Leu Arg Glu Thr Tyr Gly Glu Met Ala Asp Cys Cys Ala Lys Gin Glu 
275 280 285 

Pro Glu Arg Asn Glu Cys Phe Leu Gin His Lys Asp Asp Asn Pro Asn 
290 295 300 
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Leu Pro Arg Leu Val Arg Pro Glu Val Asp Val Met Cys Thr Ala Phe 
305 310 315 320 

His Asp Asn Glu Glu Thr Phe Leu Lys Lys Tyr Leu Tyr Glu lie Ala 
325 330 335 

Arg Arg His Pro Tyr Phe Tyr Ala Pro Glu Leu Leu Phe Phe Ala Lys 
340 345 350 

Arg Tyr Lys Ala Ala Phe Thr Glu Cys Cys Gin Ala Ala Asp Lys Ala 
355 360 365 

Ala Cys Leu Leu Pro Lys Leu Asp Glu Leu Arg Asp Glu Gly Lys Ala 
370 375 380 

Ser Ser Ala Lys Gin Arg Leu Lys Cys Ala Ser Leu Gin Lys Phe Gly 
385 390 395 400 

Glu Arg Ala Phe Lys Ala Trp Ala Val Ala Arg Leu Ser Gin Arg Phe 
405 410 415 

Pro Lys Ala Glu Phe Ala Glu Val Ser Lys Leu Val Thr Asp Leu Thr 
420 425 430 

Lys Val His Thr Glu Cys Cys His Gly Asp Leu Leu Glu Cys Ala Asp 
435 440 445 

Asp Arg Ala Asp Leu Ala Lys Tyr lie Cys Glu Asn Gin Asp Ser lie 
450 455 460 

Ser Ser Lys Leu Lys Glu Cys Cys Glu Lys Pro Leu Leu Glu Lys Ser 
465 470 475 480 

His Cys lie Ala Glu Val Glu Asn Asp Glu Met Pro Ala Asp Leu Pro 
485 490 495 

Ser Leu Ala Ala Asp Phe Val Glu Ser Lys Asp Val Cys Lys Asn Tyr 
500 505 510 

Ala Glu Ala Lys Asp Val Phe Leu Gly Met Phe Leu Tyr Glu Tyr Ala 
515 520 525 

Arg Arg His Pro Asp Tyr Ser Val Val Leu Leu Leu Arg Leu Ala Lys 
530 535 540 

Thr Tyr Glu Thr Thr Leu Glu Lys Cys Cys Ala Ala Ala Asp Pro His 
545 550 555 560 

Glu Cys Tyr Ala Lys Val Phe Asp Glu Phe Lys Pro Leu Val Glu Glu 
565 570 575 

Pro Gin Asn Leu lie Lys Gin Asn Cys Glu Leu Phe Glu Gin Leu Gly 
580 585 590 

Glu Tyr Lys Phe Gin Asn Ala Leu Leu Val Arg Tyr Thr Lys Lys Val 
595 600 605 

Pro Gin Val Ser Thr Pro Thr Leu Val Glu Val Ser Arg Asn Leu Gly 
610 615 620 

Lys Val Gly Ser Lys Cys Cys Lys His Pro Glu Ala Lys Arg Met Pro 
625 630 635 640 
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Cys Ala Glu Asp Tyr Leu Ser Val Val Leu Asn Gin Leu Cys Val Leu 
645 650 655 



His Glu Lys Thr Pro Val Ser Asp Arg Val Thr Lys Cys Cys Thr Glu 
660 665 670 

Ser Leu Val Asn Arg Arg Pro Cys Phe Ser Ala Leu Glu Val Asp Glu 
675 680 685 

Thr Tyr Val Pro Lys Glu Phe Asn Ala Glu Thr Phe Thr Phe His Ala 
690 695 700 

Asp lie Cys Thr Leu Ser Glu Lys Glu Arg Gin lie Lys Lys Gin Thr 
705 710 715 720 

Ala Leu Val Glu Leu Val Lys His Lys Pro Lys Ala Thr Lys Glu Gin 
725 730 735 

Leu Lys Ala Val Met Asp Asp Phe Ala Ala Phe Val Glu Lys Cys Cys 
740 745 750 

Lys Ala Asp Asp Lys Glu Thr Cys Phe Ala Glu Glu Gly Lys Lys Leu 
755 760 765 

Val Ala Ala Ser Gin Ala Ala Leu Gly Leu 
770 775 



<210> 1225 
<211> 788 
<212> PRT 

<213> Homo sapiens 
<400> 1225 

Met Asn Lys Leu Leu Cys Cys Ala Leu Val Phe Leu Asp lie Ser lie 
15 10 15 

Lys Trp Thr Thr Gin Glu Thr Phe Pro Pro Lys Tyr Leu His Tyr Asp 
20 25 30 

Glu Glu Thr Ser His Gin Leu Leu Cys Asp Lys Cys Pro Pro Gly Thr 
35 40 45 

Tyr Leu Lys Gin His Cys Thr Ala Lys Trp Lys Thr Val Cys Ala Pro 
50 55 60 

Cys Pro Asp His Tyr Tyr Thr Asp Ser Trp His Thr Ser Asp Glu Cys 
65 70 75 80 

Leu Tyr Cys Ser Pro Val Cys Lys Glu Leu Gin Tyr Val Lys Gin Glu 
85 90 95 

Cys Asn Arg Thr His Asn Arg Val Cys Glu Cys Lys Glu Gly Arg Tyr 
100 105 110 

Leu Glu lie Glu Phe Cys Leu Lys His Arg Ser Cys Pro Pro Gly Phe 
115 120 125 

Gly Val Val Gin Ala Gly Thr Pro Glu Arg Asn Thr Val Cys Lys Arg 
130 135 140 

Cys Pro Asp Gly Phe Phe Ser Asn Glu Thr Ser Ser Lys Ala Pro Cys 
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145 150 155 160 

Arg Lys His Thr Asn Cys Ser Val Phe Gly Leu Leu Leu Thr Gin Lys 
165 170 175 

Gly Asn Ala Thr His Asp Asn lie Cys Ser Gly Asn Ser Glu Ser Thr 
180 185 190 

Gin Lys Cys Gly lie Asp Val Thr Leu Cys Glu Asp Ala His Lys Ser 
195 200 205 

Glu Val Ala His Arg Phe Lys Asp Leu Gly Glu Glu Asn Phe Lys Ala 
210 ' 215 220 

Leu Val Leu lie Ala Phe Ala Gin Tyr Leu Gin Gin Cys Pro Phe Glu 
225 230 235 240 

Asp His Val Lys Leu Val Asn Glu Val Thr Glu Phe Ala Lys Thr Cys 
245 250 255 

Val Ala Asp Glu Ser Ala Glu Asn Cys Asp Lys Ser Leu His Thr Leu 
260 265 270 

Phe Gly Asp Lys Leu Cys Thr Val Ala Thr Leu Arg Glu Thr Tyr Gly 
275 280 285 

Glu Met Ala Asp Cys Cys Ala Lys Gin Glu Pro Glu Arg Asn Glu Cys 
290 295 300 

Phe Leu Gin His Lys Asp Asp Asn Pro Asn Leu Pro Arg Leu Val Arg 
305 310 315 320 

Pro Glu Val Asp Val Met Cys Thr Ala Phe His Asp Asn Glu Glu Thr 
325 330 335 

Phe Leu Lys Lys Tyr Leu Tyr Glu lie Ala Arg Arg His Pro Tyr Phe 
340 345 350 

Tyr Ala Pro Glu Leu Leu Phe Phe Ala Lys Arg Tyr Lys Ala Ala Phe 
355 360 365 

Thr Glu Cys Cys Gin Ala Ala Asp Lys Ala Ala Cys Leu Leu Pro Lys 
370 375 380 

Leu Asp Glu Leu Arg Asp Glu Gly Lys Ala Ser Ser Ala Lys Gin Arg 
385 390 395 400 

Leu Lys Cys Ala Ser Leu Gin Lys Phe Gly Glu Arg Ala Phe Lys Ala 
405 410 415 

Trp Ala Val Ala Arg Leu Ser Gin Arg Phe Pro Lys Ala Glu Phe Ala 
420 425 430 

Glu Val Ser Lys Leu Val Thr Asp Leu Thr Lys Val His Thr Glu Cys 
435 440 445 

Cys His Gly Asp Leu Leu Glu Cys Ala Asp Asp Arg Ala Asp Leu Ala 
450 455 460 

Lys Tyr lie Cys Glu Asn Gin Asp Ser lie Ser Ser Lys Leu Lys Glu 
465 470 475 480 

Cys Cys Glu Lys Pro Leu Leu Glu Lys Ser His Cys lie Ala Glu Val 
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485 490 495 

Glu Asn Asp Glu Met Pro Ala Asp Leu Pro Ser Leu Ala Ala Asp Phe 
500 505 510 

Val Glu Ser Lys Asp Val Cys Lys Asn Tyr Ala Glu Ala Lys Asp Val 
515 520 525 

Phe Leu Gly Met Phe Leu Tyr Glu Tyr Ala Arg Arg His Pro Asp Tyr 
530 535 540 

Ser Val Val Leu Leu Leu Arg Leu Ala Lys Thr Tyr Glu Thr Thr Leu 
545 550 555 560 

Glu Lys Cys Cys Ala Ala Ala Asp Pro His Glu Cys Tyr Ala Lys Val 
565 570 575 

Phe Asp Glu Phe Lys Pro Leu Val Glu Glu Pro Gin Asn Leu lie Lys 
580 585 590 

Gin Asn Cys Glu Leu Phe Glu Gin Leu Gly Glu Tyr Lys Phe Gin Asn 
595 600 605 

Ala Leu Leu Val Arg Tyr Thr Lys Lys Val Pro Gin Val Ser Thr Pro 
610 615 620 

Thr Leu Val Glu Val Ser Arg Asn Leu Gly Lys Val Gly Ser Lys Cys 
625 630 635 640 

Cys Lys His Pro Glu Ala Lys Arg Met Pro Cys Ala Glu Asp Tyr Leu 
645 650 655 

Ser Val Val Leu Asn Gin Leu Cys Val Leu His Glu Lys Thr Pro Val 
660 665 670 

Ser Asp Arg Val Thr Lys Cys Cys Thr Glu Ser Leu Val Asn Arg Arg 
675 680 685 

Pro Cys Phe Ser Ala Leu Glu Val Asp Glu Thr Tyr Val Pro Lys Glu 
690 695 700 

Phe Asn Ala Glu Thr Phe Thr Phe His Ala Asp lie Cys Thr Leu Ser 
705 710 715 720 

Glu Lys Glu Arg Gin lie Lys Lys Gin Thr Ala Leu Val Glu Leu Val 
725 730 735 

Lys His Lys Pro Lys Ala Thr Lys Glu Gin Leu Lys Ala Val Met Asp 
740 745 750 

Asp Phe Ala Ala Phe Val Glu Lys Cys Cys Lys Ala Asp Asp Lys Glu 
755 760 765 

Thr Cys Phe Ala Glu Glu Gly Lys Lys Leu Val Ala Ala Ser Gin Ala 
770 775 780 

Ala Leu Gly Leu 
785 



<210> 1226 
<211> 924 



867 



<212> PRT 

<213> Homo sapiens 



<400> 1226 

Met Asn Lys Leu Leu Cys Cys Ala Leu Val Phe Leu Asp lie Ser lie 
15 10 15 

Lys Trp Thr Thr Gin Glu Thr Phe Pro Pro Lys Tyr Leu His Tyr Asp 
20 25 30 

Glu Glu Thr Ser His Gin Leu Leu Cys Asp Lys Cys Pro Pro Gly Thr 
35 40 45 

Tyr Leu Lys Gin His Cys Thr Ala Lys Trp Lys Thr Val Cys Ala Pro 
50 55 60 

Cys Pro Asp His Tyr Tyr Thr Asp Ser Trp His Thr Ser Asp Glu Cys 
65 70 75 80 

Leu Tyr Cys Ser Pro Val Cys Lys Glu Leu Gin Tyr Val Lys Gin Glu 
85 90 95 

Cys Asn Arg Thr His Asn Arg Val Cys Glu Cys Lys Glu Gly Arg Tyr 
100 105 110 

Leu Glu lie Glu Phe Cys Leu Lys His Arg Ser Cys Pro Pro Gly Phe 
115 120 125 

Gly Val Val Gin Ala Gly Thr Pro Glu Arg Asn Thr Val Cys Lys Arg 
130 135 140 

Cys Pro Asp Gly Phe Phe Ser Asn Glu Thr Ser Ser Lys Ala Pro Cys 
145 150 155 160 

Arg Lys His Thr Asn Cys Ser Val Phe Gly Leu Leu Leu Thr Gin Lys 
165 170 175 

Gly Asn Ala Thr His Asp Asn lie Cys Ser Gly Asn Ser Glu Ser Thr 
180 185 190 

Gin Lys Cys Gly lie Asp Val Thr Leu Cys Glu Glu Ala Phe Phe Arg 
195 200 205 

Phe Ala Val Pro Thr Lys Phe Thr Pro Asn Trp Leu Ser Val Leu Val 
210 215 220 

Asp Asn Leu Pro Gly Thr Lys Val Asn Ala Glu Ser Val Glu Arg lie 
225 230 235 240 

Lys Arg Gin His Ser Ser Gin Glu Gin Thr Phe Gin Leu Leu Lys Leu 
245 250 255 

Trp Lys His Gin Asn Lys Asp Gin Asp lie Val Lys Lys lie lie Gin 
260 265 270 

Asp lie Asp Leu Cys Glu Asn Ser Val Gin Arg His lie Gly His Ala 
275 280 285 

Asn Leu Thr Phe Glu Gin Leu Arg Ser Leu Met Glu Ser Leu Pro Gly 
290 295 300 

Lys Lys Val Gly Ala Glu Asp lie Glu Lys Thr lie Lys Ala Cys Lys 
305 310 315 320 
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Pro Ser Asp Gin lie Leu Lys Leu Leu Ser Leu Trp Arg lie Lys Asn 
325 330 335 

Gly Asp Gin Asp Ala His Lys Ser Glu Val Ala His Arg Phe Lys Asp 
340 345 350 

Leu Gly Glu Glu Asn Phe Lys Ala Leu Val Leu lie Ala Phe Ala Gin 
355 360 365 

Tyr Leu Gin Gin Cys Pro Phe Glu Asp His Val Lys Leu Val Asn Glu 
370 375 380 

Val Thr Glu Phe Ala Lys Thr Cys Val Ala Asp Glu Ser Ala Glu Asn 
385 390 395 400 

Cys Asp Lys Ser Leu His Thr Leu Phe Gly Asp Lys Leu Cys Thr Val 
405 410 415 

Ala Thr Leu Arg Glu Thr Tyr Gly Glu Met Ala Asp Cys Cys Ala Lys 
420 425 430 

Gin Glu Pro Glu Arg Asn Glu Cys Phe Leu Gin His Lys Asp Asp Asn 
435 440 445 

Pro Asn Leu Pro Arg Leu Val Arg Pro Glu Val Asp Val Met Cys Thr 
450 455 460 

Ala Phe His Asp Asn Glu Glu Thr Phe Leu Lys Lys Tyr Leu Tyr Glu 
465 470 475 480 

lie Ala Arg Arg His Pro Tyr Phe Tyr Ala Pro Glu Leu Leu Phe Phe 
485 490 495 

Ala Lys Arg Tyr Lys Ala Ala Phe Thr Glu Cys Cys Gin Ala Ala Asp 
500 505 510 

Lys Ala Ala Cys Leu Leu Pro Lys Leu Asp Glu Leu Arg Asp Glu Gly 
515 520 525 

Lys Ala Ser Ser Ala Lys Gin Arg Leu Lys Cys Ala Ser Leu Gin Lys 
530 535 540 

Phe Gly Glu Arg Ala Phe Lys Ala Trp Ala Val Ala Arg Leu Ser Gin 
545 550 555 560 

Arg Phe Pro Lys Ala Glu Phe Ala Glu Val Ser Lys Leu Val Thr Asp 
565 570 575 

Leu Thr Lys Val His Thr Glu Cys Cys His Gly Asp Leu Leu Glu Cys 
580 585 590 

Ala Asp Asp Arg Ala Asp Leu Ala Lys Tyr lie Cys Glu Asn Gin Asp 
595 600 605 

Ser lie Ser Ser Lys Leu Lys Glu Cys Cys Glu Lys Pro Leu Leu Glu 
610 615 620 

Lys Ser His Cys lie Ala Glu Val Glu Asn Asp Glu Met Pro Ala Asp 
625 630 635 640 

Leu Pro Ser Leu Ala Ala Asp Phe Val Glu Ser Lys Asp Val Cys Lys 
645 650 655 
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Asn Tyr Ala Glu Ala Lys Asp Val Phe Leu Gly Met Phe Leu Tyr Glu 
660 665 670 



Tyr Ala Arg Arg His Pro Asp Tyr Ser Val Val Leu Leu Leu Arg Leu 
675 680 685 

Ala Lys Thr Tyr Glu Thr Thr Leu Glu Lys Cys Cys Ala Ala Ala Asp 
690 695 700 

Pro His Glu Cys Tyr Ala Lys Val Phe Asp Glu Phe Lys Pro Leu Val 
705 710 715 720 

Glu Glu Pro Gin Asn Leu lie Lys Gin Asn Cys Glu Leu Phe Glu Gin 
725 730 735 

Leu Gly Glu Tyr Lys Phe Gin Asn Ala Leu Leu Val Arg Tyr Thr Lys 
740 745 750 

Lys Val Pro Gin Val Ser Thr Pro Thr Leu Val Glu Val Ser Arg Asn 
755 760 765 

Leu Gly Lys Val Gly Ser Lys Cys Cys Lys His Pro Glu Ala Lys Arg 
770 775 780 

Met Pro Cys Ala Glu Asp Tyr Leu Ser Val Val Leu Asn Gin Leu Cys 
785 790 795 800 

Val Leu His Glu Lys Thr Pro Val Ser Asp Arg Val Thr Lys Cys Cys 
805 810 815 

Thr Glu Ser Leu Val Asn Arg Arg Pro Cys Phe Ser Ala Leu Glu Val 
820 825 830 

Asp Glu Thr Tyr Val Pro Lys Glu Phe Asn Ala Glu Thr Phe Thr Phe 
835 840 845 

His Ala Asp lie Cys Thr Leu Ser Glu Lys Glu Arg Gin lie Lys Lys 
850 855 860 

Gin Thr Ala Leu Val Glu Leu Val Lys His Lys Pro Lys Ala Thr Lys 
865 870 875 880 

Glu Gin Leu Lys Ala Val Met Asp Asp Phe Ala Ala Phe Val Glu Lys 
885 890 895 

Cys Cys Lys Ala Asp Asp Lys Glu Thr Cys Phe Ala Glu Glu Gly Lys 
900 905 910 

Lys Leu Val Ala Ala Ser Gin Ala Ala Leu Gly Leu 
915 920 



<210> 1227 
<211> 778 
<212> PRT 

<213> Homo sapiens 
<400> 1227 

Met Asn Lys Leu Leu Cys Cys Ala Leu Val Phe Leu Asp lie Ser lie 
15 10 15 
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Lys Trp Thr Thr Gin Glu Thr Phe Pro Pro Lys Tyr Leu His Tyr Asp 
20 25 30 

Glu Glu Thr Ser His Gin Leu Leu Cys Asp Lys Cys Pro Pro Gly Thr 
35 40 45 

Tyr Leu Lys Gin His Cys Thr Ala Lys Trp Lys Thr Val Cys Ala Pro 
50 55 60 

Cys Pro Asp His Tyr Tyr Thr Asp Ser Trp His Thr Ser Asp Glu Cys 
65 70 75 80 

Leu Tyr Cys Ser Pro Val Cys Lys Glu Leu Gin Tyr Val Lys Gin Glu 
85 90 95 

Cys Asn Arg Thr His Asn Arg Val Cys Glu Cys Lys Glu Gly Arg Tyr 
100 105 110 

Leu Glu lie Glu Phe Cys Leu Lys His Arg Ser Cys Pro Pro Gly Phe 
115 120 125 

Gly Val Val Gin Ala Gly Thr Pro Glu Arg Asn Thr Val Cys Lys Arg 
130 135 140 

Cys Pro Asp Gly Phe Phe Ser Asn Glu Thr Ser Ser Lys Ala Pro Cys 
145 150 155 160 

Arg Lys His Thr Asn Cys Ser Val Phe Gly Leu Leu Leu Thr Gin Lys 
165 170 175 

Gly Asn Ala Thr His Asp Asn lie Cys Ser Gly Asn Ser Glu Ser Thr 
180 185 190 

Gin Asp Ala His Lys Ser Glu Val Ala His Arg Phe Lys Asp Leu Gly 
195 200 205 

Glu Glu Asn Phe Lys Ala Leu Val Leu lie Ala Phe Ala Gin Tyr Leu 
210 215 220 

Gin Gin Cys Pro Phe Glu Asp His Val Lys Leu Val Asn Glu Val Thr 
225 230 235 240 

Glu Phe Ala Lys Thr Cys Val Ala Asp Glu Ser Ala Glu Asn Cys Asp 
245 250 255 

Lys Ser Leu His Thr Leu Phe Gly Asp Lys Leu Cys Thr Val Ala Thr 
260 265 270 

Leu Arg Glu Thr Tyr Gly Glu Met Ala Asp Cys Cys Ala Lys Gin Glu 
275 280 285 

Pro Glu Arg Asn Glu Cys Phe Leu Gin His Lys Asp Asp Asn Pro Asn 
290 295 300 

Leu Pro Arg Leu Val Arg Pro Glu Val Asp Val Met Cys Thr Ala Phe 
305 310 315 320 

His Asp Asn Glu Glu Thr Phe Leu Lys Lys Tyr Leu Tyr Glu lie Ala 
325 330 335 

Arg Arg His Pro Tyr Phe Tyr Ala Pro Glu Leu Leu Phe Phe Ala Lys 
340 345 350 
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Arg Tyr Lys Ala Ala Phe Thr Glu Cys Cys Gin Ala Ala Asp Lys Ala 
355 360 365 

Ala Cys Leu Leu Pro Lys Leu Asp Glu Leu Arg Asp Glu Gly Lys Ala 
370 375 380 

Ser Ser Ala Lys Gin Arg Leu Lys Cys Ala Ser Leu Gin Lys Phe Gly 
385 390 395 400 

Glu Arg Ala Phe Lys Ala Trp Ala Val Ala Arg Leu Ser Gin Arg Phe 
405 410 415 

Pro Lys Ala Glu Phe Ala Glu Val Ser Lys Leu Val Thr Asp Leu Thr 
420 425 430 

Lys Val His Thr Glu Cys Cys His Gly Asp Leu Leu Glu Cys Ala Asp 
435 440 445 

Asp Arg Ala Asp Leu Ala Lys Tyr lie Cys Glu Asn Gin Asp Ser lie 
450 455 460 

Ser Ser Lys Leu Lys Glu Cys Cys Glu Lys Pro Leu Leu Glu Lys Ser 
465 470 475 480 

His Cys lie Ala Glu Val Glu Asn Asp Glu Met Pro Ala Asp Leu Pro 
485 490 495 

Ser Leu Ala Ala Asp Phe Val Glu Ser Lys Asp Val Cys Lys Asn Tyr 
500 505 510 

Ala Glu Ala Lys Asp Val Phe Leu Gly Met Phe Leu Tyr Glu Tyr Ala 
515 520 525 

Arg Arg His Pro Asp Tyr Ser Val Val Leu Leu Leu Arg Leu Ala Lys 
530 535 540 

Thr Tyr Glu Thr Thr Leu Glu Lys Cys Cys Ala Ala Ala Asp Pro His 
545 550 555 560 

Glu Cys Tyr Ala Lys Val Phe Asp Glu Phe Lys Pro Leu Val Glu Glu 
565 570 575 

Pro Gin Asn Leu lie Lys Gin Asn Cys Glu Leu Phe Glu Gin Leu Gly 
580 585 590 

Glu Tyr Lys Phe Gin Asn Ala Leu Leu Val Arg Tyr Thr Lys Lys Val 
595 600 605 

Pro Gin Val Ser Thr Pro Thr Leu Val Glu Val Ser Arg Asn Leu Gly 
610 615 620 

Lys Val Gly Ser Lys Cys Cys Lys His Pro Glu Ala Lys Arg Met Pro 
625 630 635 640 

Cys Ala Glu Asp Tyr Leu Ser Val Val Leu Asn Gin Leu Cys Val Leu 
645 650 655 

His Glu Lys Thr Pro Val Ser Asp Arg Val Thr Lys Cys Cys Thr Glu 
660 665 670 

Ser Leu Val Asn Arg Arg Pro Cys Phe Ser Ala Leu Glu Val Asp Glu 
675 680 685 
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Thr Tyr Val Pro Lys Glu Phe Asn 
690 695 

Asp lie Cys Thr Leu Ser Glu Lys 
705 710 

Ala Leu Val Glu Leu Val Lys His 
725 

Leu Lys Ala Val Met Asp Asp Phe 
740 

Lys Ala Asp Asp Lys Glu Thr Cys 
755 760 

Val Ala Ala Ser Gin Ala Ala Leu 
770 775 



Ala Glu Thr Phe Thr Phe His Ala 
700 

Glu Arg Gin lie Lys Lys Gin Thr 
715 720 

Lys Pro Lys Ala Thr Lys Glu Gin 
730 735 

Ala Ala Phe Val Glu Lys Cys Cys 
745 750 

Phe Ala Glu Glu Gly Lys Lys Leu 
765 

Gly Leu 



<210> 1228 
<211> 779 
<212> PRT 

<213> Homo sapiens 
<400> 1228 

Met Asn Lys Leu Leu Cys Cys Ala Leu Val Phe Leu Asp lie Ser lie 
15 10 15 

Lys Trp Thr Thr Gin Glu Thr Phe Pro Pro Lys Tyr Leu His Tyr Asp 
20 25 30 

Glu Glu Thr Ser His Gin Leu Leu Cys Asp Lys Cys Pro Pro Gly Thr 
35 40 45 

Tyr Leu Lys Gin His Cys Thr Ala Lys Trp Lys Thr Val Cys Ala Pro 
50 55 60 

Cys Pro Asp His Tyr Tyr Thr Asp Ser Trp His Thr Ser Asp Glu Cys 
65 70 75 80 

Leu Tyr Cys Ser Pro Val Cys Lys Glu Leu Gin Tyr Val Lys Gin Glu 
85 90 95 

Cys Asn Arg Thr His Asn Arg Val Cys Glu Cys Lys Glu Gly Arg Tyr 
100 105 110 

Leu Glu lie Glu Phe Cys Leu Lys His Arg Ser Cys Pro Pro Gly Phe 
115 120 125 

Gly Val Val Gin Ala Gly Thr Pro Glu Arg Asn Thr Val Cys Lys Arg 
130 135 140 

Cys Pro Asp Gly Phe Phe Ser Asn Glu . Thr Ser Ser Lys Ala Pro Cys 
145 150 155 160 

Arg Lys His Thr Asn Cys Ser Val Phe Gly Leu Leu Leu Thr Gin Lys 
165 170 175 

Gly Asn Ala Thr His Asp Asn lie Cys Ser Gly Asn Ser Glu Ser Thr 
180 185 190 

Gin Lys Asp Ala His Lys Ser Glu Val Ala His Arg Phe Lys Asp Leu 
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195 200 205 

Gly Glu Glu Asn Phe Lys Ala Leu Val Leu lie Ala Phe Ala Gin Tyr 
210 215 220 

Leu Gin Gin Cys Pro Phe Glu Asp His Val Lys Leu Val Asn Glu Val 
225 230 235 240 

Thr Glu Phe Ala Lys Thr Cys Val Ala Asp Glu Ser Ala Glu Asn Cys 
245 250 255 

Asp Lys Ser Leu His Thr Leu Phe Gly Asp Lys Leu Cys Thr Val Ala 
260 265 270 

Thr Leu Arg Glu Thr Tyr Gly Glu Met Ala Asp Cys Cys Ala Lys Gin 
275 280 285 

Glu Pro Glu Arg Asn Glu Cys Phe Leu Gin His Lys Asp Asp Asn Pro 
290 295 300 

Asn Leu Pro Arg Leu Val Arg Pro Glu Val Asp Val Met Cys Thr Ala 
305 310 315 320 

Phe His Asp Asn Glu Glu Thr Phe Leu Lys Lys Tyr Leu Tyr Glu lie 
325 330 335 

Ala Arg Arg His Pro Tyr Phe Tyr Ala Pro Glu Leu Leu Phe Phe Ala 
340 345 350 

Lys Arg Tyr Lys Ala Ala Phe Thr Glu Cys Cys Gin Ala Ala Asp Lys 
355 360 365 

Ala Ala Cys Leu Leu Pro Lys Leu Asp Glu Leu Arg Asp Glu Gly Lys 
370 375 380 

Ala Ser Ser Ala Lys Gin Arg Leu Lys Cys Ala Ser Leu Gin Lys Phe 
385 390 395 400 

Gly Glu Arg Ala Phe Lys Ala Trp Ala Val Ala Arg Leu Ser Gin Arg 
405 410 415 

Phe Pro Lys Ala Glu Phe Ala Glu Val Ser Lys Leu Val Thr Asp Leu 
420 425 430 

Thr Lys Val His Thr Glu Cys Cys His Gly Asp Leu Leu Glu Cys Ala 
435 440 445 

Asp Asp Arg Ala Asp Leu Ala Lys Tyr lie Cys Glu Asn Gin Asp Ser 
450 455 460 

lie Ser Ser Lys Leu Lys Glu Cys Cys Glu Lys Pro Leu Leu Glu Lys 
465 470 475 480 

Ser His Cys lie Ala Glu Val Glu Asn Asp Glu Met Pro Ala Asp Leu 
485 490 495 

Pro Ser Leu Ala Ala Asp Phe Val Glu Ser Lys Asp Val Cys Lys Asn 
500 505 510 

Tyr Ala Glu Ala Lys Asp Val Phe Leu Gly Met Phe Leu Tyr Glu Tyr 
515 520 525 

Ala Arg Arg His Pro Asp Tyr Ser Val Val Leu Leu Leu Arg Leu Ala 
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530 



535 



540 



Lys Thr Tyr Glu Thr Thr Leu Glu Lys Cys Cys Ala Ala Ala Asp Pro 
545 550 555 560 

His Glu Cys Tyr Ala Lys Val Phe Asp Glu Phe Lys Pro Leu Val Glu 
565 570 575 

Glu Pro Gin Asn Leu lie Lys Gin Asn Cys Glu Leu Phe Glu Gin Leu 
580 585 590 

Gly Glu Tyr Lys Phe Gin Asn Ala Leu Leu Val Arg Tyr Thr Lys Lys 
595 600 605 

Val Pro Gin Val Ser Thr Pro Thr Leu Val Glu Val Ser Arg Asn Leu 
610 615 620 

Gly Lys Val Gly Ser Lys Cys Cys Lys His Pro Glu Ala Lys Arg Met 
625 630 635 640 

Pro Cys Ala Glu Asp Tyr Leu Ser Val Val Leu Asn Gin Leu Cys Val 
645 650 655 

Leu His Glu Lys Thr Pro Val Ser Asp Arg Val Thr Lys Cys Cys Thr 
660 665 670 

Glu Ser Leu Val Asn Arg Arg Pro Cys Phe Ser Ala Leu Glu Val Asp 
675 680 685 

Glu Thr Tyr Val Pro Lys Glu Phe Asn Ala Glu Thr Phe Thr Phe His 
690 695 700 

Ala Asp lie Cys Thr Leu Ser Glu Lys Glu Arg Gin lie Lys Lys Gin 
705 710 715 720 

Thr Ala Leu Val Glu Leu Val Lys His Lys Pro Lys Ala Thr Lys Glu 
725 730 735 

Gin Leu Lys Ala Val Met Asp Asp Phe Ala Ala Phe Val Glu Lys Cys 
740 745 750 

Cys Lys Ala Asp Asp Lys Glu Thr Cys Phe Ala Glu Glu Gly Lys Lys 
755 760 765 

Leu Val Ala Ala Ser Gin Ala Ala Leu Gly Leu 
770 775 



<210> 1229 
<211> 788 
<212> PRT 

<213> Homo sapiens 
<400> 1229 

Met Asn Lys Leu Leu Cys Cys Ala Leu Val Phe Leu Asp lie Ser lie 
15 10 15 

Lys Trp Thr Thr Gin Glu Thr Phe Pro Pro Lys Tyr Leu His Tyr Asp 
20 25 30 

Glu Glu Thr Ser His Gin Leu Leu Cys Asp Lys Cys Pro Pro Gly Thr 
35 40 45 
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Tyr Leu Lys Gin His Cys Thr Ala Lys Trp Lys Thr Val Cys Ala Pro 
50 55 60 

Cys Pro Asp His Tyr Tyr Thr Asp Ser Trp His Thr Ser Asp Glu Cys 
65 70 75 80 

Leu Tyr Cys Ser Pro Val Cys Lys Glu Leu Gin Tyr Val Lys Gin Glu 
85 90 95 

Cys Asn Arg Thr His Asn Arg Val Cys Glu Cys Lys Glu Gly Arg Tyr 
100 105 110 

Leu Glu lie Glu Phe Cys Leu Lys His Arg Ser Cys Pro Pro Gly Phe 
115 120 125 

Gly Val Val Gin Ala Gly Thr Pro Glu Arg Asn Thr Val Cys Lys Arg 
130 135 140 

Cys Pro Asp Gly Phe Phe Ser Asn Glu Thr Ser Ser Lys Ala Pro Cys 
145 150 155 160 

Arg Lys His Thr Asn Cys Ser Val Phe Gly Leu Leu Leu Thr Gin Lys 
165 170 175 

Gly Asn Ala Thr His Asp Asn lie Cys Ser Gly Asn Ser Glu Ser Thr 
180 185 190 

Gin Lys Cys Gly lie Asp Val Thr Leu Cys Glu Asp Ala His Lys Ser 
195 200 205 

Glu Val Ala His Arg Phe Lys Asp Leu Gly Glu Glu Asn Phe Lys Ala 
210 215 220 

Leu Val Leu lie Ala Phe Ala Gin Tyr Leu Gin Gin Cys Pro Phe Glu 
225 230 235 240 

Asp His Val Lys Leu Val Asn Glu Val Thr Glu Phe Ala Lys Thr Cys 
245 250 255 

Val Ala Asp Glu Ser Ala Glu Asn Cys Asp Lys Ser Leu His Thr Leu 
260 265 270 

Phe Gly Asp Lys Leu Cys Thr Val Ala Thr Leu Arg Glu Thr Tyr Gly 
275 280 285 

Glu Met Ala Asp Cys Cys Ala Lys Gin Glu Pro Glu Arg Asn Glu Cys 
290 295 300 

Phe Leu Gin His Lys Asp Asp Asn Pro Asn Leu Pro Arg Leu Val Arg 
305 310 315 320 

Pro Glu Val Asp Val Met Cys Thr Ala Phe His Asp Asn Glu Glu Thr 
325 330 335 

Phe Leu Lys Lys Tyr Leu Tyr Glu lie Ala Arg Arg His Pro Tyr Phe 
340 345 350 

Tyr Ala Pro Glu Leu Leu Phe Phe Ala Lys Arg Tyr Lys Ala Ala Phe 
355 360 365 

Thr Glu Cys Cys Gin Ala Ala Asp Lys Ala Ala Cys Leu Leu Pro Lys 
370 375 380 
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Leu Asp Glu Leu Arg Asp Glu Gly Lys Ala Ser Ser Ala Lys Gin Arg 
385 390 395 400 

Leu Lys Cys Ala Ser Leu Gin Lys Phe Gly Glu Arg Ala Phe Lys Ala 
405 410 415 

Trp Ala Val Ala Arg Leu Ser Gin Arg Phe Pro Lys Ala Glu Phe Ala 
420 425 430 

Glu Val Ser Lys Leu Val Thr Asp Leu Thr Lys Val His Thr Glu Cys 
435 440 445 

Cys His Gly Asp Leu Leu Glu Cys Ala Asp Asp Arg Ala Asp Leu Ala 
450 455 460 

Lys Tyr lie Cys Glu Asn Gin Asp Ser lie Ser Ser Lys Leu Lys Glu 
465 470 475 480 

Cys Cys Glu Lys Pro Leu Leu Glu Lys Ser His Cys He Ala Glu Val 
485 490 495 

Glu Asn Asp Glu Met Pro Ala Asp Leu Pro Ser Leu Ala Ala Asp Phe 
500 505 510 

Val Glu Ser Lys Asp Val Cys Lys Asn Tyr Ala Glu Ala Lys Asp Val 
515 520 525 

Phe Leu Gly Met Phe Leu Tyr Glu Tyr Ala Arg Arg His Pro Asp Tyr 
530 535 540 

Ser Val Val Leu Leu Leu Arg Leu Ala Lys Thr Tyr Glu Thr Thr Leu 
545 550 555 560 

Glu Lys Cys Cys Ala Ala Ala Asp Pro His Glu Cys Tyr Ala Lys Val 
565 570 575 

Phe Asp Glu Phe Lys Pro Leu Val Glu Glu Pro Gin Asn Leu He Lys 
580 585 590 

Gin Asn Cys Glu Leu Phe Glu Gin Leu Gly Glu Tyr Lys Phe Gin Asn 
595 600 605 

Ala Leu Leu Val Arg Tyr Thr Lys Lys Val Pro Gin Val Ser Thr Pro 
610 615 620 

Thr Leu Val Glu Val Ser Arg Asn Leu Gly Lys Val Gly Ser Lys Cys 
625 630 635 640 

Cys Lys His Pro Glu Ala Lys Arg Met Pro Cys Ala Glu Asp Tyr Leu 
645 650 655 

Ser . Val Val Leu Asn Gin Leu Cys Val Leu His Glu Lys Thr Pro Val 
660 665 670 

Ser Asp Arg Val Thr Lys Cys Cys Thr Glu Ser Leu Val Asn Arg Arg 
675 680 685 

Pro Cys Phe Ser Ala Leu Glu Val Asp Glu Thr Tyr Val Pro Lys Glu 
690 695 700 

Phe Asn Ala Glu Thr Phe Thr Phe His Ala Asp He Cys Thr Leu Ser 
705 710 715 720 
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Glu Lys Glu Arg 



Lys His Lys Pro 
740 

Asp Phe Ala Ala 
755 

Thr Cys Phe Ala 
770 

Ala Leu Gly Leu 
785 



Gin lie Lys Lys 
725 

Lys Ala Thr Lys 



Phe Val Glu Lys 
760 

Glu Glu Gly Lys 
775 



Gin Thr Ala Leu 
730 

Glu Gin Leu Lys 
745 

Cys Cys Lys Ala 



Lys Leu Val Ala 
780 



Val Glu Leu Val 
735 

Ala Val Met Asp 
750 

Asp Asp Lys Glu 
765 

Ala Ser Gin Ala 



<210> 1230 

<211> 924 

<212> PRT 

<213> Homo sapiens 

<400> 1230 

Met Asn Lys Leu Leu Cys Cys Ala Leu Val Phe Leu Asp lie Ser lie 
15 10 15 

Lys Trp Thr Thr Gin Glu Thr Phe Pro Pro Lys Tyr Leu His Tyr Asp 
20 25 30 

Glu Glu Thr Ser His Gin Leu Leu Cys Asp Lys Cys Pro Pro Gly Thr 
35 40 45 

Tyr Leu Lys Gin His Cys Thr Ala Lys Trp Lys Thr Val Cys Ala Pro 
50 55 60 

Cys Pro Asp His Tyr Tyr Thr Asp Ser Trp His Thr Ser Asp Glu Cys 
65 70 75 80 

Leu Tyr Cys Ser Pro Val Cys Lys Glu Leu Gin Tyr Val Lys Gin Glu 
85 90 95 

Cys Asn Arg Thr His Asn Arg Val Cys Glu Cys Lys Glu Gly Arg Tyr 
100 105 110 

Leu Glu lie Glu Phe Cys Leu Lys His Arg Ser Cys Pro Pro Gly Phe 
115 120 125 

Gly Val Val Gin Ala Gly Thr Pro Glu Arg Asn Thr Val Cys Lys Arg 
130 135 140 

Cys Pro Asp Gly Phe Phe Ser Asn Glu Thr Ser Ser Lys Ala Pro Cys 
145 150 155 160 

Arg Lys His Thr Asn Cys Ser Val Phe Gly Leu Leu Leu Thr Gin Lys 
165 170 175 

Gly Asn Ala Thr His Asp Asn lie Cys Ser Gly Asn Ser Glu Ser Thr 
180 185 190 

Gin Lys Cys Gly lie Asp Val Thr Leu Cys Glu Glu Ala Phe Phe Arg 
195 200 205 
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Phe Ala Val Pro Thr Lys Phe Thr Pro Asn Trp Leu Ser Val Leu Val 
210 215 220 

Asp Asn Leu Pro Gly Thr Lys Val Asn Ala Glu Ser Val Glu Arg lie 
225 230 235 240 

Lys Arg Gin His Ser Ser Gin Glu Gin Thr Phe Gin Leu Leu Lys Leu 
245 250 255 

Trp Lys His Gin Asn Lys Asp Gin Asp lie Val Lys Lys lie lie Gin 
260 265 270 

Asp lie Asp Leu Cys Glu Asn Ser Val Gin Arg His lie Gly His Ala 
275 280 285 

Asn Leu Thr Phe Glu Gin Leu Arg Ser Leu Met Glu Ser Leu Pro Gly 
290 295 300 

Lys Lys Val Gly Ala Glu Asp lie Glu Lys Thr lie Lys Ala Cys Lys 
305 310 315 320 

Pro Ser Asp Gin lie Leu Lys Leu Leu Ser Leu Trp Arg lie Lys Asn 
325 330 335 

Gly Asp Gin Asp Ala His Lys Ser Glu Val Ala His Arg Phe Lys Asp 
340 345 350 

Leu Gly Glu Glu Asn Phe Lys Ala Leu Val Leu lie Ala Phe Ala Gin 
355 360 365 

Tyr Leu Gin Gin Cys Pro Phe Glu Asp His Val Lys Leu Val Asn Glu 
370 375 380 

Val Thr Glu Phe Ala Lys Thr Cys Val Ala Asp Glu Ser Ala Glu Asn 
385 390 395 400 

Cys Asp Lys Ser Leu His Thr Leu Phe Gly Asp Lys Leu Cys Thr Val 
405 410 415 

Ala Thr Leu Arg Glu Thr Tyr Gly Glu Met Ala Asp Cys Cys Ala Lys 
420 425 430 

Gin Glu Pro Glu Arg Asn Glu Cys Phe Leu Gin His Lys Asp Asp Asn 
435 440 445 

Pro Asn Leu Pro Arg Leu Val Arg Pro Glu Val Asp Val Met Cys Thr 
450 455 460 

Ala Phe His Asp Asn Glu Glu Thr Phe Leu Lys Lys Tyr Leu Tyr Glu 
465 470 475 480 

lie Ala Arg Arg His Pro Tyr Phe Tyr Ala Pro Glu Leu Leu Phe Phe 
485 490 495 

Ala Lys Arg Tyr Lys Ala Ala Phe Thr Glu Cys Cys Gin Ala Ala Asp 
500 505 510 

Lys Ala Ala Cys Leu Leu Pro Lys Leu Asp Glu Leu Arg Asp Glu Gly 
515 520 525 

Lys Ala Ser Ser Ala Lys Gin Arg Leu Lys Cys Ala Ser Leu Gin Lys 
530 535 540 
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Phe Gly Glu Arg Ala Phe Lys Ala Trp Ala Val Ala Arg Leu Ser Gin 
545 550 555 560 

Arg Phe Pro Lys Ala Glu Phe Ala Glu Val Ser Lys Leu Val Thr Asp 
565 570 575 

Leu Thr Lys Val His Thr Glu Cys Cys His Gly Asp Leu Leu Glu Cys 
580 585 590 

Ala Asp Asp Arg Ala Asp Leu Ala Lys Tyr lie Cys Glu Asn Gin Asp 
595 600 605 

Ser lie Ser Ser Lys Leu Lys Glu Cys Cys Glu Lys Pro Leu Leu Glu 
610 615 620 

Lys Ser His Cys lie Ala Glu Val Glu Asn Asp Glu Met Pro Ala Asp 
625 630 635 640 

Leu Pro Ser Leu Ala Ala Asp Phe Val Glu Ser Lys Asp Val Cys Lys 
645 650 655 

Asn Tyr Ala Glu Ala Lys Asp Val Phe Leu Gly Met Phe Leu Tyr Glu 
660 665 670 

Tyr Ala Arg Arg His Pro Asp Tyr Ser Val Val Leu Leu Leu Arg Leu 
675 680 685 

Ala Lys Thr Tyr Glu Thr Thr Leu Glu Lys Cys Cys Ala Ala Ala Asp 
690 695 700 

Pro His Glu Cys Tyr Ala Lys Val Phe Asp Glu Phe Lys Pro Leu Val 
705 710 715 720 

Glu Glu Pro Gin Asn Leu lie Lys Gin Asn Cys Glu Leu Phe Glu Gin 
725 730 735 

Leu Gly Glu Tyr Lys Phe Gin Asn Ala Leu Leu Val Arg Tyr Thr Lys 
740 745 750 

Lys Val Pro Gin Val Ser Thr Pro Thr Leu Val Glu Val Ser Arg Asn 
755 760 765 

Leu Gly Lys Val Gly Ser Lys Cys Cys Lys His Pro Glu Ala Lys Arg 
770 775 780 

Met Pro Cys Ala Glu Asp Tyr Leu Ser Val Val Leu Asn Gin Leu Cys 
785 790 795 800 

Val Leu His Glu Lys Thr Pro Val Ser Asp Arg Val Thr Lys Cys Cys 
805 810 815 

Thr Glu Ser Leu Val Asn Arg Arg Pro Cys Phe Ser Ala Leu Glu Val 
820 825 830 

Asp Glu Thr Tyr Val Pro Lys Glu Phe Asn Ala Glu Thr Phe Thr Phe 
835 840 845 

His Ala Asp lie Cys Thr Leu Ser Glu Lys Glu Arg Gin lie Lys Lys 
850 855 860 

Gin Thr Ala Leu Val Glu Leu Val Lys His Lys Pro Lys Ala Thr Lys 
865 870 875 880 



880 



Glu Gin Leu Lys Ala Val Met Asp Asp Phe Ala Ala Phe Val Glu Lys 
885 890 895 

Cys Cys Lys Ala Asp Asp Lys Glu Thr Cys Phe Ala Glu Glu Gly Lys 
900 905 910 

Lys Leu Val Ala Ala Ser Gin Ala Ala Leu Gly Leu 
915 920 



<210> 1231 
<211> 669 
<212> PRT 

<213> Homo sapiens 
<400> 1231 

Met Lys Trp Val Ser Phe lie Ser Leu Leu Phe Leu Phe Ser Ser Ala 
15 10 15 

Tyr Ser Arg Ser Leu Asp Lys Arg His Gly Glu Gly Thr Phe Thr Ser 
20 25 30 

Asp Val Ser Ser Tyr Leu Glu Gly Gin Ala Ala Lys Glu Phe lie Ala 
35 40 45 

Trp Leu Val Lys Gly Arg His Gly Glu Gly Thr Phe Thr Ser Asp Val 
50 55 60 

Ser Ser Tyr Leu Glu Gly Gin Ala Ala Lys Glu Phe lie Ala Trp Leu 
65 70 75 80 

Val Lys Gly Arg Asp Ala His Lys Ser Glu Val Ala His Arg Phe Lys 
85 90 95 

Asp Leu Gly Glu Glu Asn Phe Lys Ala Leu Val Leu lie Ala Phe Ala 
100 105 110 

Gin Tyr Leu Gin Gin Cys Pro Phe Glu Asp His Val Lys Leu Val Asn 
115 120 125 

Glu Val Thr Glu Phe Ala Lys Thr Cys Val Ala Asp Glu Ser Ala Glu 
130 135 140 

Asn Cys Asp Lys Ser Leu His Thr Leu Phe Gly Asp Lys Leu Cys Thr 
145 150 155 160 

Val Ala Thr Leu Arg Glu Thr Tyr Gly Glu Met Ala Asp Cys Cys Ala 
165 170 175 

Lys Gin Glu Pro Glu Arg Asn Glu Cys Phe Leu Gin His Lys Asp Asp 
180 185 190 

Asn Pro Asn Leu Pro Arg Leu Val Arg Pro Glu Val Asp Val Met Cys 
195 200 205 

Thr Ala Phe His Asp Asn Glu Glu Thr Phe Leu Lys Lys Tyr Leu Tyr 
210 215 220 

Glu lie Ala Arg Arg His Pro Tyr Phe Tyr Ala Pro Glu Leu Leu Phe 
225 230 235 240 

Phe Ala Lys Arg Tyr Lys Ala Ala Phe Thr Glu Cys Cys Gin Ala Ala 
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245 250 255 

Asp Lys Ala Ala Cys Leu Leu Pro Lys Leu Asp Glu Leu Arg Asp Glu 
260 265 270 

Gly Lys Ala Ser Ser Ala Lys Gin Arg Leu Lys Cys Ala Ser Leu Gin 
275 280 285 

Lys Phe Gly Glu Arg Ala Phe Lys Ala Trp Ala Val Ala Arg Leu Ser 
290 295 300 

Gin Arg Phe Pro Lys Ala Glu Phe Ala Glu Val Ser Lys Leu Val Thr 
305 310 315 320 

Asp Leu Thr Lys Val His Thr Glu Cys Cys His Gly Asp Leu Leu Glu 
325 330 335 

Cys Ala Asp Asp Arg Ala Asp Leu Ala Lys Tyr lie Cys Glu Asn Gin 
340 345 350 

Asp Ser lie Ser Ser Lys Leu Lys Glu Cys Cys Glu Lys Pro Leu Leu 
355 360 365 

Glu Lys Ser His Cys lie Ala Glu Val Glu Asn Asp Glu Met Pro Ala 
370 375 380 

Asp Leu Pro Ser Leu Ala Ala Asp Phe Val Glu Ser Lys Asp Val Cys 
385 390 395 400 

Lys Asn Tyr Ala Glu Ala Lys Asp Val Phe Leu Gly Met Phe Leu Tyr 
405 410 415 

Glu Tyr Ala Arg Arg His Pro Asp Tyr Ser Val Val Leu Leu Leu Arg 
420 425 430 

Leu Ala Lys Thr Tyr Glu Thr Thr Leu Glu Lys Cys Cys Ala Ala Ala 
435 440 445 

Asp Pro His Glu Cys Tyr Ala Lys Val Phe Asp Glu Phe Lys Pro Leu 
450 455 460 

Val Glu Glu Pro Gin Asn Leu lie Lys Gin Asn Cys Glu Leu Phe Glu 
465 470 475 480 

Gin Leu Gly Glu Tyr Lys Phe Gin Asn Ala Leu Leu Val Arg Tyr Thr 
485 490 495 

Lys Lys Val Pro Gin Val Ser Thr Pro Thr Leu Val Glu Val Ser Arg 
500 505 510 

Asn Leu Gly Lys Val Gly Ser Lys Cys Cys Lys His Pro Glu Ala Lys 
515 520 525 

Arg Met Pro Cys Ala Glu Asp Tyr Leu Ser Val Val Leu Asn Gin Leu 
530 535 540 

Cys Val Leu His Glu Lys Thr Pro Val Ser Asp Arg Val Thr Lys Cys 
545 550 555 560 

Cys Thr Glu Ser Leu Val Asn Arg Arg Pro Cys Phe Ser Ala Leu Glu 
565 570 575 

Val Asp Glu Thr Tyr Val Pro Lys Glu Phe Asn Ala Glu Thr Phe Thr 
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580 



585 



590 



Phe His Ala Asp lie Cys Thr Leu Ser Glu Lys Glu Arg Gin lie Lys 
595 600 605 

Lys Gin Thr Ala Leu Val Glu Leu Val Lys His Lys Pro Lys Ala Thr 
610 615 620 

Lys Glu Gin Leu Lys Ala Val Met Asp Asp Phe Ala Ala Phe Val Glu 
625 630 635 640 

Lys Cys Cys Lys Ala Asp Asp Lys Glu Thr Cys Phe Ala Glu Glu Gly 
645 650 655 

Lys Lys Leu Val Ala Ala Ser Gin Ala Ala Leu Gly Leu 
660 665 



<210> 1232 

<211> 669 

<212> PRT 

<213> Homo sapiens 

<400> 1232 

Met Lys Trp Val Ser Phe lie Ser Leu Leu Phe Leu Phe Ser Ser Ala 
15 10 15 

Tyr Ser Arg Ser Leu Asp Lys Arg His Ala Glu Gly Thr Phe Thr Ser 
20 25 30 

Asp Val Ser Ser Tyr Leu Glu Gly Gin Ala Ala Lys Glu Phe lie Ala 
35 40 45 

Trp Leu Val Lys Gly Arg His Ala Glu Gly Thr Phe Thr Ser Asp Val 
50 55 60 

Ser Ser Tyr Leu Glu Gly Gin Ala Ala Lys Glu Phe lie Ala Trp Leu 
65 70 75 80 

Val Lys Gly Arg Asp Ala His Lys Ser Glu Val Ala His Arg Phe Lys 
85 90 95 

Asp Leu Gly Glu Glu Asn Phe Lys Ala Leu Val Leu lie Ala Phe Ala 
100 105 110 

Gin Tyr Leu Gin Gin Cys Pro Phe Glu Asp His Val Lys Leu Val Asn 
115 120 125 

Glu Val Thr Glu Phe Ala Lys Thr Cys Val Ala Asp Glu Ser Ala Glu 
130 135 140 

Asn Cys Asp Lys Ser Leu His Thr Leu Phe Gly Asp Lys Leu Cys Thr 
145 150 155 160 

Val Ala Thr Leu Arg Glu Thr Tyr Gly Glu Met Ala Asp Cys Cys Ala 
165 170 175 

Lys Gin Glu Pro Glu Arg Asn Glu Cys Phe Leu Gin His Lys Asp Asp 
180 185 190 

Asn Pro Asn Leu Pro Arg Leu Val Arg Pro Glu Val Asp Val Met Cys 
195 200 205 
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Thr Ala Phe His Asp Asn Glu Glu Thr Phe Leu Lys Lys Tyr Leu Tyr 
210 215 220 

Glu lie Ala Arg Arg His Pro Tyr Phe Tyr Ala Pro Glu Leu Leu Phe 
225 230 235 240 

Phe Ala Lys Arg Tyr Lys Ala Ala Phe Thr Glu Cys Cys Gin Ala Ala 
245 250 255 

Asp Lys Ala Ala Cys Leu Leu Pro Lys Leu Asp Glu Leu Arg Asp Glu 
260 265 270 

Gly Lys Ala Ser Ser Ala Lys Gin Arg Leu Lys Cys Ala Ser Leu Gin 
275 280 285 

Lys Phe Gly Glu Arg Ala Phe Lys Ala Trp Ala Val Ala Arg Leu Ser 
290 295 300 

Gin Arg Phe Pro Lys Ala Glu Phe Ala Glu Val Ser Lys Leu Val Thr 
305 310 315 320 

Asp Leu Thr Lys Val His Thr Glu Cys Cys His Gly Asp Leu Leu Glu 
325 330 335 

Cys Ala Asp Asp Arg Ala Asp Leu Ala Lys Tyr lie Cys Glu Asn Gin 
340 345 350 

Asp Ser lie Ser Ser Lys Leu Lys Glu Cys Cys Glu Lys Pro Leu Leu 
355 360 365 

Glu Lys Ser His Cys lie Ala Glu Val Glu Asn Asp Glu Met Pro Ala 
370 375 380 

Asp Leu Pro Ser Leu Ala Ala Asp Phe Val Glu Ser Lys Asp Val Cys 
385 390 395 400 

Lys Asn Tyr Ala Glu Ala Lys Asp Val Phe Leu Gly Met Phe Leu Tyr 
405 410 415 

Glu Tyr Ala Arg Arg His Pro Asp Tyr Ser Val Val Leu Leu Leu Arg 
420 425 430 

Leu Ala Lys Thr Tyr Glu Thr Thr Leu Glu Lys Cys Cys Ala Ala Ala 
435 440 445 

Asp Pro His Glu Cys Tyr Ala Lys Val Phe Asp Glu Phe Lys Pro Leu 
450 455 460 

Val Glu Glu Pro Gin Asn Leu lie Lys Gin Asn Cys Glu Leu Phe Glu 
465 470 475 480 

Gin Leu Gly Glu Tyr Lys Phe Gin Asn Ala Leu Leu Val Arg Tyr Thr 
485 490 495 

Lys Lys Val Pro Gin Val Ser Thr Pro Thr Leu Val Glu Val Ser Arg 
500 505 510 

Asn Leu Gly Lys Val Gly Ser Lys Cys Cys Lys His Pro Glu Ala Lys 
515 520 525 

Arg Met Pro Cys Ala Glu Asp Tyr Leu Ser Val Val Leu Asn Gin Leu 
530 535 540 
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Cys Val Leu His Glu Lys Thr Pro Val Ser Asp Arg Val Thr Lys Cys 
545 550 555 560 



Cys Thr Glu Ser Leu Val Asn Arg 
565 

Val Asp Glu Thr Tyr Val Pro Lys 
580 

Phe His Ala Asp lie Cys Thr Leu 
595 600 

Lys Gin Thr Ala Leu Val Glu Leu 
610 615 

Lys Glu Gin Leu Lys Ala Val Met 
625 630 

Lys Cys Cys Lys Ala Asp Asp Lys 
645 

Lys Lys Leu Val Ala Ala Ser Gin 
660 



Arg Pro Cys Phe Ser Ala Leu Glu 
570 575 

Glu Phe Asn Ala Glu Thr Phe Thr 
585 590 

Ser Glu Lys Glu Arg Gin lie Lys 
605 

Val Lys His Lys Pro Lys Ala Thr 
620 

Asp Asp Phe Ala Ala Phe Val Glu 
635 640 

Glu Thr Cys Phe Ala Glu Glu Gly 
650 655 

Ala Ala Leu Gly Leu 
665 



<210> 1233 

<211> 669 

<212> PRT 

<213> Homo sapiens 

<400> 1233 

Met Lys Trp Val Ser Phe lie Ser Leu Leu Phe Leu Phe Ser Ser Ala 
15 10 15 

Tyr Ser Arg Ser Leu Asp Lys Arg His Ala Glu Gly Thr Phe Thr Ser 
20 25 30 

Asp Val Ser Ser Tyr Leu Glu Gly Gin Ala Ala Lys Glu Phe lie Ala 
35 40 45 

Trp Leu Val Lys Gly Arg His Ala Glu Gly Thr Phe Thr Ser Asp Val 
50 55 60 

Ser Ser Tyr Leu Glu Gly Gin Ala Ala Lys Glu Phe lie Ala Trp Leu 
65 70 75 80 

Val Lys Gly Arg Asp Ala His Lys Ser Glu Val Ala His Arg Phe Lys 
85 90 95 

Asp Leu Gly Glu Glu Asn Phe Lys Ala Leu Val Leu lie Ala Phe Ala 
100 105 110 

Gin Tyr Leu Gin Gin Cys Pro Phe Glu Asp His Val Lys Leu Val Asn 
115 120 125 

Glu Val Thr Glu Phe Ala Lys Thr Cys Val Ala Asp Glu Ser Ala Glu 
130 135 140 

Asn Cys Asp Lys Ser Leu His Thr Leu Phe Gly Asp Lys Leu Cys Thr 
145 150 155 160 
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Val Ala Thr Leu Arg Glu Thr Tyr Gly Glu Met Ala Asp Cys Cys Ala 
165 170 175 

Lys Gin Glu Pro Glu Arg Asn Glu Cys Phe Leu Gin His Lys Asp Asp 
180 185 190 

Asn Pro Asn Leu Pro Arg Leu Val Arg Pro Glu Val Asp Val Met Cys 
195 200 205 

Thr Ala Phe His Asp Asn Glu Glu Thr Phe Leu Lys Lys Tyr Leu Tyr 
210 215 220 

Glu lie Ala Arg Arg His Pro Tyr Phe Tyr Ala Pro Glu Leu Leu Phe 
225 230 235 240 

Phe Ala Lys Arg Tyr Lys Ala Ala Phe Thr Glu Cys Cys Gin Ala Ala 
245 250 255 

Asp Lys Ala Ala Cys Leu Leu Pro Lys Leu Asp Glu Leu Arg Asp Glu 
260 265 270 

Gly Lys Ala Ser Ser Ala Lys Gin Arg Leu Lys Cys Ala Ser Leu Gin 
275 280 285 

Lys Phe Gly Glu Arg Ala Phe Lys Ala Trp Ala Val Ala Arg Leu Ser 
290 295 300 

Gin Arg Phe Pro Lys Ala Glu Phe Ala Glu Val Ser Lys Leu Val Thr 
305 310 315 320 

Asp Leu Thr Lys Val His Thr Glu Cys Cys His Gly Asp Leu Leu Glu 
325 330 335 

Cys Ala Asp Asp Arg Ala Asp Leu Ala Lys Tyr lie Cys Glu Asn Gin 
340 345 350 

Asp Ser lie Ser Ser Lys Leu Lys Glu Cys Cys Glu Lys Pro Leu Leu 
355 360 365 

Glu Lys Ser His Cys He Ala Glu Val Glu Asn Asp Glu Met Pro Ala 
370 375 380 

Asp Leu Pro Ser Leu Ala Ala Asp Phe Val Glu Ser Lys Asp Val Cys 
385 390 395 400 

Lys Asn Tyr Ala Glu Ala Lys Asp Val Phe Leu Gly Met Phe Leu Tyr 
405 410 415 

Glu Tyr Ala Arg Arg His Pro Asp Tyr Ser Val Val Leu Leu Leu Arg 
420 425 430 

Leu Ala Lys Thr Tyr Glu Thr Thr Leu Glu Lys Cys Cys Ala Ala Ala 
435 440 445 

Asp Pro His Glu Cys Tyr Ala Lys Val Phe Asp Glu Phe Lys Pro Leu 
450 455 460 

Val Glu Glu Pro Gin Asn Leu He Lys Gin Asn Cys Glu Leu Phe Glu 
465 470 475 480 

Gin Leu Gly Glu Tyr Lys Phe Gin Asn Ala Leu Leu Val Arg Tyr Thr 
485 490 495 
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Lys Lys Val Pro Gin Val Ser Thr Pro Thr Leu Val Glu Val Ser Arg 
500 505 510 



Asn Leu Gly Lys Val 
515 

Arg Met Pro Cys Ala 
530 

Cys Val Leu His Glu 
545 

Cys Thr Glu Ser Leu 
565 

Val Asp Glu Thr Tyr 
580 

Phe His Ala Asp lie 
595 

Lys Gin Thr Ala Leu 
610 

Lys Glu Gin Leu Lys 
625 

Lys Cys Cys Lys Ala 
645 

Lys Lys Leu Val Ala 
660 



Gly Ser Lys Cys Cys 
520 

Glu Asp Tyr Leu Ser 
535 

Lys Thr Pro Val Ser 
550 

Val Asn Arg Arg Pro 
570 

Val Pro Lys Glu Phe 
585 

Cys Thr Leu Ser Glu 
600 

Val Glu Leu Val Lys 
615 

Ala Val Met Asp Asp 
630 

Asp Asp Lys Glu Thr 
650 

Ala Ser Gin Ala Ala 
665 



Lys His Pro Glu Ala Lys 
525 

Val Val Leu Asn Gin Leu 
540 

Asp Arg Val Thr Lys Cys 
555 560 

Cys Phe Ser Ala Leu Glu 
575 

Asn Ala Glu Thr Phe Thr 
590 

Lys Glu Arg Gin lie Lys 
605 

His Lys Pro Lys Ala Thr 
620 

Phe Ala Ala Phe Val Glu 
635 640 

Cys Phe Ala Glu Glu Gly 
655 

Leu Gly Leu 



<210> 1234 

<211> 667 

<212> PRT 

<213> Homo sapiens 

<400> 1234 

Met Lys Trp Val Ser Phe lie Ser Leu Leu Phe Leu Phe Ser Ser Ala 
15 10 15 

Tyr Ser Arg Ser Leu Asp Lys Arg Glu Gly Thr Phe Thr Ser Asp Val 
20 25 30 

Ser Ser Tyr Leu Glu Gly Gin Ala Ala Lys Glu Phe lie Ala Trp Leu 
35 40 45 

Val Lys Gly Arg His Ala Glu Gly Thr Phe Thr Ser Asp Val Ser Ser 
50 55 60 

Tyr Leu Glu Gly Gin Ala Ala Lys Glu Phe lie Ala Trp Leu Val Lys 
65 70 75 80 

Gly Arg Asp Ala His Lys Ser Glu Val Ala His Arg Phe Lys Asp Leu 
85 90 95 

Gly Glu Glu Asn Phe Lys Ala Leu Val Leu lie Ala Phe Ala Gin Tyr 
100 105 110 

Leu Gin Gin Cys Pro Phe Glu Asp His Val Lys Leu Val Asn Glu Val 
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115 120 125 

Thr Glu Phe Ala Lys Thr Cys Val Ala Asp Glu Ser Ala Glu Asn Cys 
130 135 140 

Asp Lys Ser Leu His Thr Leu Phe Gly Asp Lys Leu Cys Thr Val Ala 
145 150 155 160 

Thr Leu Arg Glu Thr Tyr Gly Glu Met Ala Asp Cys Cys Ala Lys Gin 
165 170 175 

Glu Pro Glu Arg Asn Glu Cys Phe Leu Gin His Lys Asp Asp Asn Pro 
180 185 190 

Asn Leu Pro Arg Leu Val Arg Pro Glu Val Asp Val Met Cys Thr Ala 
195 200 205 

Phe His Asp Asn Glu Glu Thr Phe Leu Lys Lys Tyr Leu Tyr Glu lie 
210 215 220 

Ala Arg Arg His Pro Tyr Phe Tyr Ala Pro Glu Leu Leu Phe Phe Ala 
225 230 235 240 

Lys Arg Tyr Lys Ala Ala Phe Thr Glu Cys Cys Gin Ala Ala Asp Lys 
245 250 255 

Ala Ala Cys Leu Leu Pro Lys Leu Asp Glu Leu Arg Asp Glu Gly Lys 
260 265 270 

Ala Ser Ser Ala Lys Gin Arg Leu Lys Cys Ala Ser Leu Gin Lys Phe 
275 280 285 

Gly Glu Arg Ala Phe Lys Ala Trp Ala Val Ala Arg Leu Ser Gin Arg 
290 295 300 

Phe Pro Lys Ala Glu Phe Ala Glu Val Ser Lys Leu Val Thr Asp Leu 
305 310 315 320 

Thr Lys Val His Thr Glu Cys Cys His Gly Asp Leu Leu Glu Cys Ala 
325 330 335 

Asp Asp Arg Ala Asp Leu Ala Lys Tyr lie Cys Glu Asn Gin Asp Ser 
340 345 350 

lie Ser Ser Lys Leu Lys Glu Cys Cys Glu Lys Pro Leu Leu Glu Lys 
355 360 365 

Ser His Cys lie Ala Glu Val Glu Asn Asp Glu Met Pro Ala Asp Leu 
370 375 380 

Pro Ser Leu Ala Ala Asp Phe Val Glu Ser Lys Asp Val Cys Lys Asn 
385 390 395 400 

Tyr Ala Glu Ala Lys Asp Val Phe Leu Gly Met Phe Leu Tyr Glu Tyr 
405 410 415 

Ala Arg Arg His Pro Asp Tyr Ser Val Val Leu Leu Leu Arg Leu Ala 
420 425 430 

Lys Thr Tyr Glu Thr Thr Leu Glu Lys Cys Cys Ala Ala Ala Asp Pro 
435 440 445 

His Glu Cys Tyr Ala Lys Val Phe Asp Glu Phe Lys Pro Leu Val Glu 
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450 



455 



460 



Glu Pro Gin Asn Leu lie Lys Gin Asn Cys Glu Leu Phe Glu Gin Leu 
465 470 475 480 

Gly Glu Tyr Lys Phe Gin Asn Ala Leu Leu Val Arg Tyr Thr Lys Lys 
485 490 495 

Val Pro Gin Val Ser Thr Pro Thr Leu Val Glu Val Ser Arg Asn Leu 
500 505 510 

Gly Lys Val Gly Ser Lys Cys Cys Lys His Pro Glu Ala Lys Arg Met 
515 520 525 

Pro Cys Ala Glu Asp Tyr Leu Ser Val Val Leu Asn Gin Leu Cys Val 
530 535 540 

Leu His Glu Lys Thr Pro Val Ser Asp Arg Val Thr Lys Cys Cys Thr 
545 550 555 560 

Glu Ser Leu Val Asn Arg Arg Pro Cys Phe Ser Ala Leu Glu Val Asp 
565 570 575 

Glu Thr Tyr Val Pro Lys Glu Phe Asn Ala Glu Thr Phe Thr Phe His 
580 585 590 

Ala Asp lie Cys Thr Leu Ser Glu Lys Glu Arg Gin lie Lys Lys Gin 
595 600 605 

Thr Ala Leu Val Glu Leu Val Lys His Lys Pro Lys Ala Thr Lys Glu 
610 615 620 

Gin Leu Lys Ala Val Met Asp Asp Phe Ala Ala Phe Val Glu Lys Cys 
625 630 635 640 

Cys Lys Ala Asp Asp Lys Glu Thr Cys Phe Ala Glu Glu Gly Lys Lys 
645 650 655 

Leu Val Ala Ala Ser Gin Ala Ala Leu Gly Leu 
660 665 



<210> 1235 

<211> 669 

<212> PRT 

<213> Homo sapiens 

<400> 1235 

Met Lys Trp Val Ser Phe lie Ser Leu Leu Phe Leu Phe Ser Ser Ala 
15 10 15 

Tyr Ser Arg Ser Leu Asp Lys Arg His Ser Glu Gly Thr Phe Thr Ser 
20 25 30 

Asp Val Ser Ser Tyr Leu Glu Gly Gin Ala Ala Lys Glu Phe lie Ala 
35 40 45 

Trp Leu Val Lys Gly Arg His Ala Glu Gly Thr Phe Thr Ser Asp Val 
50 55 60 

Ser Ser Tyr Leu Glu Gly Gin Ala Ala Lys Glu Phe lie Ala Trp Leu 
65 70 75 80 



i 
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Val Lys Gly Arg Asp Ala His Lys Ser Glu Val Ala His Arg Phe Lys 
85 90 95 

Asp Leu Gly Glu Glu Asn Phe Lys Ala Leu Val Leu lie Ala Phe Ala 
100 105 110 

Gin Tyr Leu Gin Gin Cys Pro Phe Glu Asp His Val Lys Leu Val Asn 
115 120 125 

Glu Val Thr Glu Phe Ala Lys Thr Cys Val Ala Asp Glu Ser Ala Glu 
130 135 140 

Asn Cys Asp Lys Ser Leu His Thr Leu Phe Gly Asp Lys Leu Cys Thr 
145 150 155 160 

Val Ala Thr Leu Arg Glu Thr Tyr Gly Glu Met Ala Asp Cys Cys Ala 
165 170 175 

Lys Gin Glu Pro Glu Arg Asn Glu Cys Phe Leu Gin His Lys Asp Asp 
180 185 190 

Asn Pro Asn Leu Pro Arg Leu Val Arg Pro Glu Val Asp Val Met Cys 
195 200 205 

Thr Ala Phe His Asp Asn Glu Glu Thr Phe Leu Lys Lys Tyr Leu Tyr 
210 215 220 

Glu lie Ala Arg Arg His Pro Tyr Phe Tyr Ala Pro Glu Leu Leu Phe 
225 230 235 240 

Phe Ala Lys Arg Tyr Lys Ala Ala Phe Thr Glu Cys Cys Gin Ala Ala 
245 250 255 

Asp Lys Ala Ala Cys Leu Leu Pro Lys Leu Asp Glu Leu Arg Asp Glu 
260 265 270 

Gly Lys Ala Ser Ser Ala Lys Gin Arg Leu Lys Cys Ala Ser Leu Gin 
275 280 285 

Lys Phe Gly Glu Arg Ala Phe Lys Ala Trp Ala Val Ala Arg Leu Ser 
290 295 300 

Gin Arg Phe Pro Lys Ala Glu Phe Ala Glu Val Ser Lys Leu Val Thr 
305 310 315 320 

Asp Leu Thr Lys Val His Thr Glu Cys Cys His Gly Asp Leu Leu Glu 
325 330 335 

Cys Ala Asp Asp Arg Ala Asp Leu Ala Lys Tyr lie Cys Glu Asn Gin 
340 345 350 

Asp Ser lie Ser Ser Lys Leu Lys Glu Cys Cys Glu Lys Pro Leu Leu 
355 360 365 

Glu Lys Ser His Cys lie Ala Glu Val Glu Asn Asp Glu Met Pro Ala 
370 375 380 

Asp Leu Pro Ser Leu Ala Ala Asp Phe Val Glu Ser Lys Asp Val Cys 
385 390 395 400 

Lys Asn Tyr Ala Glu Ala Lys Asp Val Phe Leu Gly Met Phe Leu Tyr 
405 410 415 
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Glu Tyr Ala Arg Arg His Pro Asp Tyr Ser Val Val Leu Leu Leu Arg 
420 425 430 



Leu Ala Lys Thr Tyr Glu Thr Thr Leu Glu Lys Cys Cys Ala Ala Ala 
435 440 445 

Asp Pro His Glu Cys Tyr Ala Lys Val Phe Asp Glu Phe Lys Pro Leu 
450 455 460 

Val Glu Glu Pro Gin Asn Leu lie Lys Gin Asn Cys Glu Leu Phe Glu 
465 470 475 480 

Gin Leu Gly Glu Tyr Lys Phe Gin Asn Ala Leu Leu Val Arg Tyr Thr 
485 490 495 

Lys Lys Val Pro Gin Val Ser Thr Pro Thr Leu Val Glu Val Ser Arg 
500 505 510 

Asn Leu Gly Lys Val Gly Ser Lys Cys Cys Lys His Pro Glu Ala Lys 
515 520 525 

Arg Met Pro Cys Ala Glu Asp Tyr Leu Ser Val Val Leu Asn Gin Leu 
530 535 540 

Cys Val Leu His Glu Lys Thr Pro Val Ser Asp Arg Val Thr Lys Cys 
545 550 555 560 

Cys Thr Glu Ser Leu Val Asn Arg Arg Pro Cys Phe Ser Ala Leu Glu 
565 570 575 

Val Asp Glu Thr Tyr Val Pro Lys Glu Phe Asn Ala Glu Thr Phe Thr 
580 585 590 

Phe His Ala Asp lie Cys Thr Leu Ser Glu Lys Glu Arg Gin lie Lys 
595 600 605 

Lys Gin Thr Ala Leu Val Glu Leu Val Lys His Lys Pro Lys Ala Thr 
610 615 620 

Lys Glu Gin Leu Lys Ala Val Met Asp Asp Phe Ala Ala Phe Val Glu 
625 630 635 640 

Lys Cys Cys Lys Ala Asp Asp Lys Glu Thr Cys Phe Ala Glu Glu Gly 
645 650 655 

Lys Lys Leu Val Ala Ala Ser Gin Ala Ala Leu Gly Leu 
660 665 



<210> 1236 
<211> 669 
<212> PRT 

<213> Homo sapiens 
<400> 1236 

Met Lys Trp Val Ser Phe lie Ser Leu Leu Phe Leu Phe Ser Ser Ala 
15 10 15 

Tyr Ser Arg Ser Leu Asp Lys Arg His Ala Glu Gly Thr Phe Thr Ser 
20 25 30 
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Asp Val Ser Ser Tyr Leu Glu Gly Gin Ala Ala Lys Glu Phe lie Ala 
35 40 45 

Trp Leu Val Lys Gly Arg His Ala Glu Gly Thr Phe Thr Ser Asp Val 
50 55 60 

Ser Ser Tyr Leu Glu Gly Gin Ala Ala Lys Glu Phe lie Ala Trp Leu 
65 70 75 80 

Val Lys Gly Arg Asp Ala His Lys Ser Glu Val Ala His Arg Phe Lys 
85 90 95 

Asp Leu Gly Glu Glu Asn Phe Lys Ala Leu Val Leu lie Ala Phe Ala 
100 105 110 

Gin Tyr Leu Gin Gin Cys Pro Phe Glu Asp His Val Lys Leu Val Asn 
115 120 125 

Glu Val Thr Glu Phe Ala Lys Thr Cys Val Ala Asp Glu Ser Ala Glu 
130 135 140 

Asn Cys Asp Lys Ser Leu His Thr Leu Phe Gly Asp Lys Leu Cys Thr 
145 150 155 160 

Val Ala Thr Leu Arg Glu Thr Tyr Gly Glu Met Ala Asp Cys Cys Ala 
165 170 175 

Lys Gin Glu Pro Glu Arg Asn Glu Cys Phe Leu Gin His Lys Asp Asp 
180 185 190 

Asn Pro Asn Leu Pro Arg Leu Val Arg Pro Glu Val Asp Val Met Cys 
195 200 205 

Thr Ala Phe His Asp Asn Glu Glu Thr Phe Leu Lys Lys Tyr Leu Tyr 
210 215 220 

Glu lie Ala Arg Arg His Pro Tyr Phe Tyr Ala Pro Glu Leu Leu Phe 
225 230 235 240 

Phe Ala Lys Arg Tyr Lys Ala Ala Phe Thr Glu Cys Cys Gin Ala Ala 
245 250 255 

Asp Lys Ala Ala Cys Leu Leu Pro Lys Leu Asp Glu Leu Arg Asp Glu 
260 265 270 

Gly Lys Ala Ser Ser Ala Lys Gin Arg Leu Lys Cys Ala Ser Leu Gin 
275 280 285 

Lys Phe Gly Glu Arg Ala Phe Lys Ala Trp Ala Val Ala Arg Leu Ser 
290 295 300 

Gin Arg Phe Pro Lys Ala Glu Phe Ala Glu Val Ser Lys Leu Val Thr 
305 310 315 320 

Asp Leu Thr Lys Val His Thr Glu Cys Cys His Gly Asp Leu Leu Glu 
325 330 335 

Cys Ala Asp Asp Arg Ala Asp Leu Ala Lys Tyr lie Cys Glu Asn Gin 
340 345 350 

Asp Ser lie Ser Ser Lys Leu Lys Glu Cys Cys Glu Lys Pro Leu Leu 
355 360 365 
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Glu Lys Ser His Cys lie Ala Glu Val Glu Asn Asp Glu Met Pro Ala 
370 375 380 

Asp Leu Pro Ser Leu Ala Ala Asp Phe Val Glu Ser Lys Asp Val Cys 
385 390 395 400 

Lys Asn Tyr Ala Glu Ala Lys Asp Val Phe Leu Gly Met Phe Leu Tyr 
405 410 415 

Glu Tyr Ala Arg Arg His Pro Asp Tyr Ser Val Val Leu Leu Leu Arg 
420 425 430 

Leu Ala Lys Thr Tyr Glu Thr Thr Leu Glu Lys Cys Cys Ala Ala Ala 
435 440 445 

Asp Pro His Glu Cys Tyr Ala Lys Val Phe Asp Glu Phe Lys Pro Leu 
450 455 460 

Val Glu Glu Pro Gin Asn Leu lie Lys Gin Asn Cys Glu Leu Phe Glu 
465 470 475 480 

Gin Leu Gly Glu Tyr Lys Phe Gin Asn Ala Leu Leu Val Arg Tyr Thr 
485 490 495 

Lys Lys Val Pro Gin Val Ser Thr Pro Thr Leu Val Glu Val Ser Arg 
500 505 510 

Asn Leu Gly Lys Val Gly Ser Lys Cys Cys Lys His Pro Glu Ala Lys 
515 520 525 

Arg Met Pro Cys Ala Glu Asp Tyr Leu Ser Val Val Leu Asn Gin Leu 
530 535 540 

Cys Val Leu His Glu Lys Thr Pro Val Ser Asp Arg Val Thr Lys Cys 
545 550 555 560 

Cys Thr Glu Ser Leu Val Asn Arg Arg Pro Cys Phe Ser Ala Leu Glu 
565 570 575 

Val Asp Glu Thr Tyr Val Pro Lys Glu Phe Asn Ala Glu Thr Phe Thr 
580 585 590 

Phe His Ala Asp lie Cys Thr Leu Ser Glu Lys Glu Arg Gin lie Lys 
595 600 605 

Lys Gin Thr Ala Leu Val Glu Leu Val Lys His Lys Pro Lys Ala Thr 
610 615 620 

Lys Glu Gin Leu Lys Ala Val Met Asp Asp Phe Ala Ala Phe Val Glu 
625 630 635 640 

Lys Cys Cys Lys Ala Asp Asp Lys Glu Thr Cys Phe Ala Glu Glu Gly 
645 650 655 

Lys Lys Leu Val Ala Ala Ser Gin Ala Ala Leu Gly Leu 
660 665 



<210> 1237 
<211> 669 
<212> PRT 

<213> Homo sapiens 
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<400> 1237 

Met Lys Trp Val Ser Phe lie Ser Leu Leu Phe Leu Phe Ser Ser Ala 
15 10 15 

Tyr Ser Arg Ser Leu Asp Lys Arg His Gly Glu Gly Thr Phe Thr Ser 
20 25 30 

Asp Val Ser Ser Tyr Leu Glu Gly. Gin Ala Ala Lys Glu Phe lie Ala 
35 40 45 

Trp Leu Val Lys Gly Arg His Ala Glu Gly Thr Phe Thr Ser Asp Val 
50 55 60 

Ser Ser Tyr Leu Glu Gly Gin Ala Ala Lys Glu Phe lie Ala Trp Leu 
65 70 75 80 

Val Lys Gly Arg Asp Ala His Lys Ser Glu Val Ala His Arg Phe Lys 
85 90 95 

Asp Leu Gly Glu Glu Asn Phe Lys Ala Leu Val Leu lie Ala Phe Ala 
100 105 110 

Gin Tyr Leu Gin Gin Cys Pro Phe Glu Asp His Val Lys Leu Val Asn 
115 120 125 

Glu Val Thr Glu Phe Ala Lys Thr Cys Val Ala Asp Glu Ser Ala Glu 
130 135 140 

Asn Cys Asp Lys Ser Leu His Thr Leu Phe Gly Asp Lys Leu Cys Thr 
145 150 155 160 

Val Ala Thr Leu Arg Glu Thr Tyr Gly Glu Met Ala Asp Cys Cys Ala 
165 170 175 

Lys Gin Glu Pro Glu Arg Asn Glu Cys Phe Leu Gin His Lys Asp Asp 
180 185 190 

Asn Pro Asn Leu Pro Arg Leu Val Arg Pro Glu Val Asp Val Met Cys 
195 200 205 

Thr Ala Phe His Asp Asn Glu Glu Thr Phe Leu Lys Lys Tyr Leu Tyr 
210 215 220 

Glu lie Ala Arg Arg His Pro Tyr Phe Tyr Ala Pro Glu Leu Leu Phe 
225 230 235 240 

Phe Ala Lys Arg Tyr Lys Ala Ala Phe Thr Glu Cys Cys Gin Ala Ala 
245 250 255 

Asp Lys Ala Ala Cys Leu Leu Pro Lys Leu Asp Glu Leu Arg Asp Glu 
260 265 270 

Gly Lys Ala Ser Ser Ala Lys Gin Arg Leu Lys Cys Ala Ser Leu Gin 
275 280 285 

Lys Phe Gly Glu Arg Ala Phe Lys Ala Trp Ala Val Ala Arg Leu Ser 
290 295 300 

Gin Arg Phe Pro Lys Ala Glu Phe Ala Glu Val Ser Lys Leu Val Thr 
305 310 315 320 

Asp Leu Thr Lys Val His Thr Glu Cys Cys His Gly Asp Leu Leu Glu 
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325 330 335 

Cys Ala Asp Asp Arg Ala Asp Leu Ala Lys Tyr lie Cys Glu Asn Gin 
340 345 350 

Asp Ser lie Ser Ser Lys Leu Lys Glu Cys Cys Glu Lys Pro Leu Leu 
355 360 365 

Glu Lys Ser His Cys lie Ala Glu Val Glu Asn Asp Glu Met Pro Ala 
370 375 380 

Asp Leu Pro Ser Leu Ala Ala Asp Phe Val Glu Ser Lys Asp Val Cys 
385 390 395 400 

Lys Asn Tyr Ala Glu Ala Lys Asp Val Phe Leu Gly Met Phe Leu Tyr 
405 410 415 

Glu Tyr Ala Arg Arg His Pro Asp Tyr Ser Val Val Leu Leu Leu Arg 
420 425 430 

Leu Ala Lys Thr Tyr Glu Thr Thr Leu Glu Lys Cys Cys Ala Ala Ala 
435 440 445 

Asp Pro His Glu Cys Tyr Ala Lys Val Phe Asp Glu Phe Lys Pro Leu 
450 455 460 

Val Glu Glu Pro Gin Asn Leu lie Lys Gin Asn Cys Glu Leu Phe Glu 
465 470 475 480 

Gin Leu Gly Glu Tyr Lys Phe Gin Asn Ala Leu Leu Val Arg Tyr Thr 
485 490 495 

Lys Lys Val Pro Gin Val Ser Thr Pro Thr Leu Val Glu Val Ser Arg 
500 505 510 

Asn Leu Gly Lys Val Gly Ser Lys Cys Cys Lys His Pro Glu Ala Lys 
515 520 525 

Arg Met Pro Cys Ala Glu Asp Tyr Leu Ser Val Val Leu Asn Gin Leu 
530 535 540 

Cys Val Leu His Glu Lys Thr Pro Val Ser Asp Arg Val Thr Lys Cys 
545 550 555 560 

Cys Thr Glu Ser Leu Val Asn Arg Arg Pro Cys Phe Ser Ala Leu Glu 
565 570 575 

Val Asp Glu Thr Tyr Val Pro Lys Glu Phe Asn Ala Glu Thr Phe Thr 
580 585 590 

Phe His Ala Asp lie Cys Thr Leu Ser Glu Lys Glu Arg Gin lie Lys 
595 600 605 

Lys Gin Thr Ala Leu Val Glu Leu Val Lys His Lys Pro Lys Ala Thr 
610 615 620 

Lys Glu Gin Leu Lys Ala Val Met Asp Asp Phe Ala Ala Phe Val Glu 
625 630 635 640 

Lys Cys Cys Lys Ala Asp Asp Lys Glu Thr Cys Phe Ala Glu Glu Gly 
645 650 655 

Lys Lys Leu Val Ala Ala Ser Gin Ala Ala Leu Gly Leu 
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660 



665 



<210> 1238 
<211> 401 
<212> PRT 

<213> Homo sapiens 
<400> 1238 

Met Asn Lys Leu Leu Cys Cys Ala Leu Val Phe Leu Asp lie Ser lie 
15 10 15 

Lys Trp Thr Thr Gin Glu Thr Phe Pro Pro Lys Tyr Leu His Tyr Asp 
20 25 30 

Glu Glu Thr Ser His Gin Leu Leu Cys Asp Lys Cys Pro Pro Gly Thr 
35 40 45 

Tyr Leu Lys Gin His Cys Thr Ala Lys Trp Lys Thr Val Cys Ala Pro 
50 55 60 

Cys Pro Asp His Tyr Tyr Thr Asp Ser Trp His Thr Ser Asp Glu Cys 
65 70 75 80 

Leu Tyr Cys Ser Pro Val Cys Lys Glu Leu Gin Tyr Val Lys Gin Glu 
85 90 95 

Cys Asn Arg Thr His Asn Arg Val Cys Glu Cys Lys Glu Gly Arg Tyr 
100 105 110 

Leu Glu lie Glu Phe Cys Leu Lys His Arg Ser Cys Pro Pro Gly Phe 
115 120 125 

Gly Val Val Gin Ala Gly Thr Pro Glu Arg Asn Thr Val Cys Lys Arg 
130 135 140 

Cys Pro Asp Gly Phe Phe Ser Asn Glu Thr Ser Ser Lys Ala Pro Cys 
145 150 155 160 

Arg Lys His Thr Asn Cys Ser Val Phe Gly Leu Leu Leu Thr Gin Lys 
165 170 175 

Gly Asn Ala Thr His Asp Asn lie Cys Ser Gly Asn Ser Glu Ser Thr 
180 185 190 

Gin Lys Cys Gly lie Asp Val Thr Leu Cys Glu Glu Ala Phe Phe Arg 
195 200 205 

Phe Ala Val Pro Thr Lys Phe Thr Pro Asn Trp Leu Ser Val Leu Val 
210 215 220 

Asp Asn Leu Pro Gly Thr Lys Val Asn Ala Glu Ser Val Glu Arg lie 
225 230 235 240 

Lys Arg Gin His Ser Ser Gin Glu Gin Thr Phe Gin Leu Leu Lys Leu 
245 250 255 

Trp Lys His Gin Asn Lys Asp Gin Asp lie Val Lys Lys lie lie Gin 
260 265 270 

Asp lie Asp Leu Cys Glu Asn Ser Val Gin Arg His lie Gly His Ala 
275 280 285 
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Asn Leu Thr Phe Glu Gin Leu Arg Ser Leu Met Glu Ser Leu Pro Gly 
290 295 300 

Lys Lys Val Gly Ala Glu Asp lie Glu Lys Thr lie Lys Ala Cys Lys 
305 310 315 320 

Pro Ser Asp Gin lie Leu Lys Leu Leu Ser Leu Trp Arg lie Lys Asn 
325 330 335 

Gly Asp Gin Asp Thr Leu Lys Gly Leu Met His Ala Leu Lys His Ser 
340 345 350 

Lys Thr Tyr His Phe Pro Lys Thr Val Thr Gin Ser Leu Lys Lys Thr 
355 360 365 

lie Arg Phe Leu His Ser Phe Thr Met Tyr Lys Leu Tyr Gin Lys Leu 
370 375 380 

Phe Leu Glu Met He Gly Asn Gin Val Gin Ser Val Lys He Ser Cys 
385 390 395 400 

Leu 



<210> 1239 

<211> 401 

<212> PRT 

<213> Homo sapiens 

<400> 1239 

Met Asn Lys Leu Leu Cys Cys Ala Leu Val Phe Leu Asp He Ser He 
15 10 15 

Lys Trp Thr Thr Gin Glu Thr Phe Pro Pro Lys Tyr Leu His Tyr Asp 
20 25 30 

Glu Glu Thr Ser His Gin Leu Leu Cys Asp Lys Cys Pro Pro Gly Thr 
35 40 45 

Tyr Leu Lys Gin His Cys Thr Ala Lys Trp Lys Thr Val Cys Ala Pro 
50 55 60 

Cys Pro Asp His Tyr Tyr Thr Asp Ser Trp His Thr Ser Asp Glu Cys 
65 70 75 80 

Leu Tyr Cys Ser Pro Val Cys Lys Glu Leu Gin Tyr Val Lys Gin Glu 
85 90 95 

Cys Asn Arg Thr His Asn Arg Val Cys Glu Cys Lys Glu Gly Arg Tyr 
100 105 110 

Leu Glu He Glu Phe Cys Leu Lys His Arg Ser Cys Pro Pro Gly Phe 
115 120 125 

Gly Val Val Gin Ala Gly Thr Pro Glu Arg Asn Thr Val Cys Lys Arg 
130 135 140 

Cys Pro Asp Gly Phe Phe Ser Asn Glu Thr Ser Ser Lys Ala Pro Cys 
145 150 155 160 

Arg Lys His Thr Asn Cys Ser Val Phe Gly Leu Leu Leu Thr Gin Lys 
165 170 175 
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Gly Asn Ala Thr His Asp Asn lie Cys Ser Gly Asn Ser Glu Ser Thr 
180 185 190 

Gin Lys Cys Gly lie Asp Val Thr Leu Cys Glu Glu Ala Phe Phe Arg 
195 200 205 

Phe Ala Val Pro Thr Lys Phe Thr Pro Asn Trp Leu Ser Val Leu Val 
210 215 220 

Asp Asn Leu Pro Gly Thr Lys Val Asn Ala Glu Ser Val Glu Arg lie 
225 230 235 240 

Lys Arg Gin His Ser Ser Gin Glu Gin Thr Phe Gin Leu Leu Lys Leu 
245 250 255 

Trp Lys His Gin Asn Lys Asp Gin Asp lie Val Lys Lys lie lie Gin 
260 265 270 

Asp lie Asp Leu Cys Glu Asn Ser Val Gin Arg His lie Gly His Ala 
275 280 285 

Asn Leu Thr Phe Glu Gin Leu Arg Ser Leu Met Glu Ser Leu Pro Gly 
290 295 300 

Lys Lys Val Gly Ala Glu Asp lie Glu Lys Thr lie Lys Ala Cys Lys 
305 310 315 320 

Pro Ser Asp Gin lie Leu Lys Leu Leu Ser Leu Trp Arg lie Lys Asn 
325 330 335 

Gly Asp Gin Asp Thr Leu Lys Gly Leu Met His Ala Leu Lys His Ser 
340 345 350 

Lys Thr Tyr His Phe Pro Lys Thr Val Thr Gin Ser Leu Lys Lys Thr 
355 360 365 

lie Arg Phe Leu His Ser Phe Thr Met Tyr Lys Leu Tyr Gin Lys Leu 
370 375 380 

Phe Leu Glu Met lie Gly Asn Gin Val Gin Ser Val Lys lie Ser Cys 
385 390 395 400 



Leu 



<210> 1240 
<211> 401 
<212> PRT 

<213> Homo sapiens 
<400> 1240 

Met Asn Lys Leu Leu Cys Cys Ala Leu Val Phe Leu Asp lie Ser lie 
15 10 15 

Lys Trp Thr Thr Gin Glu Thr Phe Pro Pro Lys Tyr Leu His Tyr Asp 
20 25 30 

Glu Glu Thr Ser His Gin Leu Leu Cys Asp Lys Cys Pro Pro Gly Thr 
35 40 45 
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Tyr Leu Lys Gin His Cys Thr Ala Lys Trp Lys Thr Val Cys Ala Pro 
50 55 60 

Cys Pro Asp His Tyr Tyr Thr Asp Ser Trp His Thr Ser Asp Glu Cys 
65 70 75 80 

Leu Tyr Cys Ser Pro Val Cys Lys Glu Leu Gin Tyr Val Lys Gin Glu 
85 90 95 

Cys Asn Arg Thr His Asn Arg Val Cys Glu Cys Lys Glu Gly Arg Tyr 
100 105 110 

Leu Glu lie Glu Phe Cys Leu Lys His Arg Ser Cys Pro Pro Gly Phe 
115 120 125 

Gly Val Val Gin Ala Gly Thr Pro Glu Arg Asn Thr Val Cys Lys Arg 
130 135 140 

Cys Pro Asp Gly Phe Phe Ser Asn Glu Thr Ser Ser Lys Ala Pro Cys 
145 150 155 160 

Arg Lys His Thr Asn Cys Ser Val Phe Gly Leu Leu Leu Thr Gin Lys 
165 170 175 

Gly Asn Ala Thr His Asp Asn lie Cys Ser Gly Asn Ser Glu Ser Thr 
180 185 190 

Gin Lys Cys Gly lie Asp Val Thr Leu Cys Glu Glu Ala Phe Phe Arg 
195 200 205 

Phe Ala Val Pro Thr Lys Phe Thr Pro Asn Trp Leu Ser Val Leu Val 
210 215 220 

Asp Asn Leu Pro Gly Thr Lys Val Asn Ala Glu Ser Val Glu Arg lie 
225 230 235 240 

Lys Arg Gin His Ser Ser Gin Glu Gin Thr Phe Gin Leu Leu Lys Leu 
245 250 255 

Trp Lys His Gin Asn Lys Asp Gin Asp lie Val Lys Lys lie lie Gin 
260 265 270 

Asp lie Asp Leu Cys Glu Asn Ser Val Gin Arg His lie Gly His Ala 
275 280 285 

Asn Leu Thr Phe Glu Gin Leu Arg Ser Leu Met Glu Ser Leu Pro Gly 
290 295 300 

Lys Lys Val Gly Ala Glu Asp lie Glu Lys Thr lie Lys Ala Cys Lys 
305 310 315 320 

Pro Ser Asp Gin lie Leu Lys Leu Leu Ser Leu Trp Arg lie Lys Asn 
325 330 335 

Gly Asp Gin Asp Thr Leu Lys Gly Leu Met His Ala Leu Lys His Ser 
340 345 350 

Lys Thr Tyr His Phe Pro Lys Thr Val Thr Gin Ser Leu Lys Lys Thr 
355 360 365 

lie Arg Phe Leu His Ser Phe Thr Met Tyr Lys Leu Tyr Gin Lys Leu 
370 375 380 
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Phe Leu Glu Met lie Gly Asn Gin Val Gin Ser Val Lys lie Ser Cys 
385 390 395 400 

Leu 



<210> 1241 
<211> 401 
<212> PRT 

<213> Homo sapiens 
<400> 1241 

Met Asn Lys Leu Leu Cys Cys Ala Leu Val Phe Leu Asp lie Ser lie 
15 10 15 

Lys Trp Thr Thr Gin Glu Thr Phe Pro Pro Lys Tyr Leu His Tyr Asp 
20 25 30 

Glu Glu Thr Ser His Gin Leu Leu Cys Asp Lys Cys Pro Pro Gly Thr 
35 40 45 

Tyr Leu Lys Gin His Cys Thr Ala Lys Trp Lys Thr Val Cys Ala Pro 
50 55 60 

Cys Pro Asp His Tyr Tyr Thr Asp Ser Trp His Thr Ser Asp Glu Cys 
65 70 75 80 

Leu Tyr Cys Ser Pro Val Cys Lys Glu Leu Gin Tyr Val Lys Gin Glu 
85 90 95 

Cys Asn Arg Thr His Asn Arg Val Cys Glu Cys Lys Glu Gly Arg Tyr 
100 105 110 

Leu Glu lie Glu Phe Cys Leu Lys His Arg Ser Cys Pro Pro Gly Phe 
115 120 125 

Gly Val Val Gin Ala Gly Thr Pro Glu Arg Asn Thr Val Cys Lys Arg 
130 135 140 

Cys Pro Asp Gly Phe Phe Ser Asn Glu Thr Ser Ser Lys Ala Pro Cys 
145 150 155 160 

Arg Lys His Thr Asn Cys Ser Val Phe Gly Leu Leu Leu Thr Gin Lys 
165 170 175 

Gly Asn Ala Thr His Asp Asn lie Cys Ser Gly Asn Ser Glu Ser Thr 
180 185 190 

Gin Lys Cys Gly lie Asp Val Thr Leu Cys Glu Glu Ala Phe Phe Arg 
195 200 205 

Phe Ala Val Pro Thr Lys Phe Thr Pro Asn Trp Leu Ser Val Leu Val 
210 215 220 

Asp Asn Leu Pro Gly Thr Lys Val Asn Ala Glu Ser Val Glu Arg lie 
225 230 235 240 

Lys Arg Gin His Ser Ser Gin Glu Gin Thr Phe Gin Leu Leu Lys Leu 
245 250 255 

Trp Lys His Gin Asn Lys Asp Gin Asp lie Val Lys Lys lie lie Gin 
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